Table S1

Accession Description Unlque
Peptides
CoJYY2 Apolipoprotein B (Including Ag(X) antigen) OS = Homo sapiens GN = APOBPE =4SV =1 210
F6KPG5 Albumin (Fragment) OS = Homo sapiensPE=2SV =1 2
AOA0C4ADGB6 Serum albumin OS = Homo sapiens GN=ALBPE=1SV =1 1
B2RBS8 cDNA, FLJ95666, highly similar to Homo sapiens albumin (ALB), mRNA OS = Homo sapiensPE=2SV =1 2
VIHWAS9 Epididymis secretory sperm binding protein Li 62p OS = Homo sapiens GN = HEL-S-62p PE=2SV =1 143
Q56G89 Serum albumin OS = Homo sapiensPE=2SV =1 2
P01023 Alpha-2-macroglobulin OS = Homo sapiens GN = A2M PE=1SV =3 83
AOA087TWWT3 Serum albumin OS = Homo sapiens GN = ALBPE=1SV =1 1
AO0A0G2JPRO Complement C4-A OS = Homo sapiens GN =C4APE=1SvV =1 4
AO0A140TA29 Complement C4-B OS = Homo sapiens GN=C4BPE=1SV =1 2
AO0A140TA32 Complement C4-A OS = Homo sapiens GN =C4APE=1SvV =1 0
B4E1B2 cDNA FLJ53691, highly similar to Serotransferrin OS = Homo sapiens PE=2 SV =1 8
AOAOKOK1HS8 Epididymis secretory sperm binding protein Li 71p OS = Homo sapiens GN = HEL-S-7lpPE=2SV =1 5
AO0AQ024R462 Fibronectin 1, isoform CRA_n OS = Homo sapiens GN=FN1PE=4SVv =1 46
P00450 Ceruloplasmin OS = Homo sapiens GN=CPPE=1SV =1 2
ABK5A4 cDNA FLJ76826, highly similar to Homo sapiens ceruloplasmin (ferroxidase) (CP), mMRNA OS = Homo sapiensPE=2SV =1 1
ABK5TO cDNA FLJ754186, highly similar to Homo sapiens complement factor H (CFH), mRNA OS = Homo sapiens PE=2 SV =1 1
P08603 Complement factor H OS = Homo sapiens GN =CFHPE=1SV =4 1
AO0AQ024R3E3 Apolipoprotein A-I, isoform CRA_a OS = Homo sapiens GN = APOALPE=3SVv =1 8
E9KL23 Epididymis secretory sperm binding protein Li 44a OS = Homo sapiens GN = SERPINALPE =2SV =1 3
B2RMS9 Inter-alpha (Globulin) inhibitor H4 (Plasma Kallikrein-sensitive glycoprotein) OS = Homo sapiens GN = ITIH4 PE=2SV =1 45
P01031 Complement C5 OS = Homo sapiens GN =C5 PE=1SV =4 62




F8W696 Apolipoprotein A-I OS = Homo sapiens GN = APOALPE=1SV =1 1
P00747 Plasminogen OS = Homo sapiens GN =PLGPE=1SV =2 47
A0AQ024R617 Alpha-1-antitrypsin OS = Homo sapiens GN = SERPINALPE=1SV =1 1
VIHWG68 Epididymis luminal protein 214 OS = Homo sapiens GN = HEL-214 PE=2SV =1

VOHWI6 Epididymis secretory protein Li 51 OS = Homo sapiens GN = HEL-S-51 PE=2SV =1 3
B4DU16 cDNA FLJ54550, highly similar to Homo sapiens fibronectin 1 (FN1), transcript variant 6, mMRNA OS = Homo sapiensPE=2 SV =1 1
P00738 Haptoglobin OS = Homo sapiens GN=HPPE=1SV =1 14
Q6GMX6 IGH@ protein OS = Homo sapiens GN = IGH@ PE=1SV =1 4
D6RF35 Vitamin D-binding protein OS = Homo sapiens GN=GCPE=1SV =1 2
B4E1Zz4 cDNA FLJ55673, highly similar to Complement factor B (EC 3.4.21.47) OS = Homo sapiensPE=1SV =1 33
Q6N096 Putative uncharacterized protein DKFZp686115196 OS = Homo sapiens GN = DKFZp686115196 PE=2SV =1 1
Q5EFES Anti-RhD monoclonal T125 gammal heavy chain OS = Homo sapiens PE=2SV =1 1
Q6MZQ6 Putative uncharacterized protein DKFZp686G11190 OS = Homo sapiens GN = DKFZp686G11190 PE=2 SV =1 1
Q6N094 Putative uncharacterized protein DKFZp686001196 OS = Homo sapiens GN = DKFZp686001196 PE=2 SV =1 2
Q72351 Putative uncharacterized protein DKFZp686N02209 OS = Homo sapiens GN = DKFZp686N02209 PE =2 SV =1 1
P00734 Prothrombin OS = Homo sapiens GN =F2 PE=1SV =2 30
P02790 Hemopexin OS = Homo sapiens GN = HPXPE=1SV =2 28
Q6N092 Putative uncharacterized protein DKFZp686K18196 (Fragment) OS = Homo sapiens GN = DKFZp686K18196 PE=2SV =1 1
Q6ZW64 cDNA FLJ41552 fis, clone COLON2004478, highly similar to Protein Tro alphal H,myeloma OS = Homo sapiensPE=2SV =1

Q96K68 cDNA FLJ14473 fis, clone MAMMA1001080, highly similar to Homo sapiens SNC73 protein (SNC73) mRNA OS = Homo sapiens PE = 2 2

Sv=1

Q8NCL6 cDNA FLJ90170 fis, clone MAMMAZ1000370, highly similar to Ig alpha-1 chain C region OS = Homo sapiens PE=2 SV =1 2
A2RTY6 Inter-alpha (Globulin) inhibitor H2 OS = Homo sapiens GN = ITIH2PE=2SV =1 29
P06727 Apolipoprotein A-IV OS = Homo sapiens GN = APOA4 PE=1SV =3 33
Q6MZWO Putative uncharacterized protein DKFZp686J11235 (Fragment) OS = Homo sapiens GN = DKFZp686J11235 PE=1SV =1 1




Q6N093 Putative uncharacterized protein DKFZp686104196 (Fragment) OS = Homo sapiens GN = DKFZp686104196 PE =2 SV =1

Q6MZU6 Putative uncharacterized protein DKFZp686C15213 OS = Homo sapiens GN = DKFZp686C15213 PE=2SV =1 4
P06396 Gelsolin OS = Homo sapiens GN=GSNPE=1SV =1 22
Q8wWY24 SNC66 protein OS = Homo sapiensPE=1SV =1 1
B77539 cDNA FLJ56954, highly similar to Inter-alpha-trypsin inhibitor heavy chain H1 OS = Homo sapiens PE =2 SV =1 25
AOA075B6N9 Ig mu chain C region (Fragment) OS = Homo sapiens GN = IGHM PE=1SV =2 4
Q6ZVX0 cDNA FLJ41981 fis, clone SMINT2011888, highly similar to Protein Tro alphal H,myeloma OS = Homo sapiens PE=2 SV =1

P43652 Afamin OS = Homo sapiens GN = AFMPE=1SVv =1 25
P04003 C4b-binding protein alpha chain OS = Homo sapiens GN = C4BPAPE=1SV =2 2
B3KS79 cDNA FLJ35730 fis, clone TESTI2003131, highly similar to ALPHA-1-ANTICHYMOTRYPSIN OS = Homo sapiensPE=2SV =1 24
Q9NPP6 Immunoglobulin heavy chain variant (Fragment) OS = Homo sapiens PE=2 SV =1 1
AGXGL1 Transthyretin OS = Homo sapiens PE=2 SV =1 12
Q6P089 IGH@ protein OS = Homo sapiens GN = IGH@ PE=2SV =1 1
B4E1D8 cDNA FLJ51597, highly similar to C4b-binding protein alpha chain OS = Homo sapiens PE=2 SV =1 1
VIHW34 Epididymis luminal protein 213 OS = Homo sapiens GN = HEL-213PE=2SV =1 1
A0A024R944 Serpin peptidase inhibitor, clade C (Antithrombin), member 1, isoform CRA_a OS = Homo sapiens GN = SERPINC1 PE=3SV =1 26
Q6PIL8 IGK@ protein OS = Homo sapiens GN = IGK@ PE=1SV =1 2
D3DNUS8 Kininogen 1, isoform CRA_a OS = Homo sapiens GN = KNG1PE=4SV =1 2
P00739 Haptoglobin-related protein OS = Homo sapiens GN = HPRPE =2 SV =2 8
Q9UNU2 Complement protein C4B frameshift mutant (Fragment) OS = Homo sapiens GN =C4BPE =4SV =1 2
B4E1C2 Kininogen 1, isoform CRA_b OS = Homo sapiens GN = KNG1PE=2SV =1 1
Q72374 Putative uncharacterized protein DKFZp686C02218 (Fragment) OS = Homo sapiens GN = DKFZp686C02218 PE=2SV =1 1
Q86TT1 Full-length cDNA clone CSODD006YL02 of Neuroblastoma of Homo sapiens (human) OS = Homo sapiensPE=2 SV =1 1
Q6P5S8 IGK@ protein OS = Homo sapiens GN = IGK@ PE=1SV =1 1
P02749 Beta-2-glycoprotein 1 OS = Homo sapiens GN = APOHPE =1 SV =3 16




Q6N030 Uncharacterized protein OS = Homo sapiens GN = DKFZp686115212 PE=1SV =1

B7Z8Q2 cDNA FLJ55606, highly similar to Alpha-2-HS-glycoprotein OS = Homo sapiensPE=2 SV =1 5
Q68CN4 Uncharacterized protein OS = Homo sapiens GN = DKFZp686E23209 PE=1SV =2

VIHWD8 Epididymis secretory sperm binding protein Li 163pA OS = Homo sapiens GN = HEL-S-163pAPE=2SV =1 16
VIHVY1 Epididymis secretory sperm binding protein Li 78p OS = Homo sapiens GN = HEL-S-78p PE=2SV =1 22
Q5EFE6 Anti-RhD monoclonal T125 kappa light chain OS = Homo sapiensPE=2 SV =1 2
Q53HT9 Complement component 1, r subcomponent variant (Fragment) OS = Homo sapiensPE=2 SV =1 20
P01861 Ig gamma-4 chain C region OS = Homo sapiens GN = IGHG4PE=1SV =1 6
P02649 Apolipoprotein E OS = Homo sapiens GN = APOEPE=1SV =1 19
B2R950 cDNA, FLJ94213, highly similar to Homo sapiens pregnancy-zone protein (PZP), mRNA OS = Homo sapiens PE=2SV =1 19
Q59EP2 Angiotensinogen variant (Fragment) OS = Homo sapiens PE=2 SV =1 1
P01019 Angiotensinogen OS = Homo sapiens GN=AGTPE=1SVv =1 1
Q72379 Putative uncharacterized protein DKFZp686K04218 (Fragment) OS = Homo sapiens GN = DKFZp686K04218 PE=2SV =1 1
P05546 Heparin cofactor 2 OS = Homo sapiens GN = SERPIND1PE=1SV =3 23
S6AWD9 IgG H chain OS = Homo sapiens PE=2SV =1 1
P10643 Complement component C7 OS = Homo sapiens GN=C7PE=1SV =2 2
P13671 Complement component C6 OS = Homo sapiens GN =C6 PE=1SV =3 3
B2R6W1 cDNA, FLJ93143, highly similar to Homo sapiens complement component 7 (C7), mRNA OS = Homo sapiens PE=2 SV =1 1
ABK8Z4 cDNA FLJ78071, highly similar to Human MHC class 111 complement component C6 mRNA OS = Homo sapiens PE =2 SV =1 1
AOAO075B6N7 Ig alpha-2 chain C region (Fragment) OS = Homo sapiens GN = IGHA2 PE=1SV =1 2
P02763 Alpha-1-acid glycoprotein 1 OS = Homo sapiens GN = ORM1PE=1SV =1 9
043866 CD?5 antigen-like OS = Homo sapiens GN =CD5LPE=1SV =1 15
B7Z1F8 cDNA FLJ53025, highly similar to Complement C4-B OS = Homo sapiens PE=2 SV =1 2
P07358 Complement component C8 beta chain OS = Homo sapiens GN=C8BPE=1SV =3 18
AO0A024R035 Complement component 9, isoform CRA_a OS = Homo sapiens GN=C9PE=4SV =1 21




P02671 Fibrinogen alpha chain OS = Homo sapiens GN = FGAPE=1SV =2 21
P25311 Zinc-alpha-2-glycoprotein OS = Homo sapiens GN = AZGP1PE=1SV =2 18
D9YZU5 Beta-globin OS = Homo sapiens GN =HBB PE=3SV =1 1
Q6N041 Putative uncharacterized protein DKFZp686016217 (Fragment) OS = Homo sapiens GN = DKFZp686016217 PE=2 SV =1 1
B2R8I2 cDNA, FLJ93914, highly similar to Homo sapiens histidine-rich glycoprotein (HRG), mRNA OS = Homo sapiensPE=2 SV =1 2
Q96PD5 N-acetylmuramoyl-L-alanine amidase OS = Homo sapiens GN = PGLYRP2PE=1SV =1 17
HOYAC1 Plasma kallikrein (Fragment) OS = Homo sapiens GN = KLKB1PE=1SV =1 22
P10909 Clusterin OS = Homo sapiens GN=CLUPE=1SV =1 18
Q6N091 Putative uncharacterized protein DKFZp686C02220 (Fragment) OS = Homo sapiens GN = DKFZp686C02220 PE=2SV =1 1
S6BAM6 IgG H chain OS = Homo sapiensPE=2SV =1 2
A0A0S2Z4L3 Protein S isoform 2 (Fragment) OS = Homo sapiens GN = PROS1PE=2SV =1 18
P02679 Fibrinogen gamma chain OS = Homo sapiens GN=FGGPE=1SV =3 17
P08697 Alpha-2-antiplasmin OS = Homo sapiens GN = SERPINF2 PE=1SV =3 15
S6C4Q7 IgG H chain OS = Homo sapiensPE=2SV =1 2
S6BGEO IgG H chain OS = Homo sapiens PE=2SV =1 1
C8C504 Beta-globin OS = Homo sapiens GN =HBB PE=3SV =1 1
P04196 Histidine-rich glycoprotein OS = Homo sapiens GN=HRGPE=1SV =1 1
S6BAN1 IgG H chain OS = Homo sapiensPE=2SV =1 1
P02760 Protein AMBP OS = Homo sapiens GN = AMBP PE=1SV =1 16
BOAZL7 cDNA, FLJ79457, highly similar to Insulin-like growth factor-binding proteincomplex acid labile chain OS = Homo sapiens PE=2 SV =1 19
B3KNXO0 cDNA FLJ30621 fis, clone CTONG2001681, highly similar to Complement C1s subcomponent (EC 3.4.21.42) OS = Homo sapiens PE = 2 20
Sv=1
L8ES853 von Willebrand factor OS = Homo sapiens GN = VWFPE=4SV =1 27
P27169 Serum paraoxonase/arylesterase 1 OS = Homo sapiens GN = PON1PE=1SV =3 13
A2NUT?2 Lambda-chain (AA -20 to 215) OS = Homo sapiensPE=1SV =1 2




AO0A140VKF3 Testis tissue sperm-binding protein Li 70n OS = Homo sapiens PE=2 SV =1 16
P22792 Carboxypeptidase N subunit 2 OS = Homo sapiens GN = CPN2 PE=1SV =3 14
VIGYM3 Apolipoprotein A-11 OS = Homo sapiens GN = APOA2 PE=1SV =1 11
B7Z556 cDNA FLJ56822, highly similar to Alpha-2-HS-glycoprotein OS = Homo sapiensPE=2SV =1 1
P07357 Complement component C8 alpha chain OS = Homo sapiens GN = C8APE=1SV =2 14
S6BGD6 IgG L chain OS = Homo sapiensPE=1SV =1

Q8NEJ1 Uncharacterized protein OS = Homo sapiens PE=2 SV =1

P06681 Complement C2 OS = Homo sapiens GN =C2PE=1SV =2 6
P08185 Corticosteroid-binding globulin OS = Homo sapiens GN = SERPINA6 PE=1SV =1 12
Q68CK4 Leucine-rich alpha-2-glycoprotein OS = Homo sapiens GN = HMFT1766 PE=2SV =1 2
P07996 Thrombospondin-1 OS = Homo sapiens GN = THBS1PE=1SV =2 1
A0A024R9Q1 Thrombospondin 1, isoform CRA_a OS = Homo sapiens GN = THBS1PE=4SV =1 1
A2KBC4 Anti-TN-C scFv (Fragment) OS = Homo sapiens PE=2 SV =1 2
E7ETHO Complement factor I OS = Homo sapiens GN=CFIPE=1SV =1 7
P05155 Plasma protease C1 inhibitor OS = Homo sapiens GN = SERPING1PE=1SV =2 16
S6B2A6 IgG H chain OS = Homo sapiensPE=2SV =1 1
Q8N5F4 IGL@ protein OS = Homo sapiens GN = IGL@ PE=1SV =1

Q722U7 Uncharacterized protein OS = Homo sapiens PE=2 SV =1 2
D9zGG2 Vitronectin OS = Homo sapiens GN =VTNPE=4SV =1 11
P02753 Retinol-binding protein 4 OS = Homo sapiens GN = RBP4PE=1SV =3 10
Q6IN99 IGL@ protein OS=Homo sapiens GN=IGL@ PE=2 SV=1 1
P02750 Leucine-rich alpha-2-glycoprotein OS = Homo sapiens GN = LRG1PE=1SV =2

P19652 Alpha-1-acid glycoprotein 2 OS = Homo sapiens GN = ORM2 PE=1SV =2 7
P07360 Complement component C8 gamma chain OS = Homo sapiens GN = C8GPE=1SV =3 10
AOA1KOGXZ1 Globin C1 OS = Homo sapiens GN = GLNC1PE=4Sv =1 4




Q5FWF9 IGL@ protein OS = Homo sapiens GN = IGL@ PE=1SV =1 2

AOAOR7FJH5 Coagulation factor X1 OS = Homo sapiens GN =F12PE=3SV =1 11

P23142 Fibulin-1 OS = Homo sapiens GN =FBLN1PE=1SV =4 3

Q6PIK1 IGL@ protein OS = Homo sapiens GN = IGL@ PE=1SV =1

AQAQ0S2Z3Y1 Lectin galactoside-binding soluble 3 binding protein isoform 1 (Fragment) OS = Homo sapiens GN = LGALS3BPPE=2SV =1 11

Q6GMV7 Uncharacterized protein OS = Homo sapiens PE=2 SV =1

Q5CZz94 Putative uncharacterized protein DKFZp781M0386 OS = Homo sapiens GN = DKFZp781M0386 PE=2 SV =1 2

Q6LAM1 Heavy chain of factor | (Fragment) OS = Homo sapiensPE=2SV =1

Q06033 Inter-alpha-trypsin inhibitor heavy chain H3 OS = Homo sapiens GN = ITIH3PE=1SV =2 15

Q1HP67 Lipoprotein, Lp(A) OS = Homo sapiens GN = LPAPE=3SV =1 19

S6BARO IgG L chain OS = Homo sapiens PE=2SV =1

AONO71 Delta globin OS = Homo sapiens GN =HBD PE=3SV =1 3

P80108 Phosphatidylinositol-glycan-specific phospholipase D OS = Homo sapiens GN = GPLD1 PE=1SV =3 15

Q03591 Complement factor H-related protein 1 OS = Homo sapiens GN = CFHR1PE=1SV =2 3

B2R815 cDNA, FLJ93695, highly similar to Homo sapiens serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 4 13
(SERPINA4), mRNA OS = Homo sapiens PE=2 SV =1

075636 Ficolin-3 OS = Homo sapiens GN = FCN3 PE=1SV =2 9

075882 Attractin OS = Homo sapiens GN =ATRNPE=1SV =2 15

K7ER74 Protein APOC4-APOC2 OS = Homo sapiens GN = APOC4-APOC2 PE=1SV =1 2

P05160 Coagulation factor X111l B chain OS = Homo sapiens GN = F13BPE=1SV =3 11

B1AHL2 Fibulin-1 OS = Homo sapiens GN = FBLN1PE=1SV =1

AOAQ96LPE2 Protein SAA2-SAA4 OS = Homo sapiens GN = SAA2-SAA4PE=4SV =1 2

BOYIW?2 Apolipoprotein C-111 OS = Homo sapiens GN = APOC3PE=1SV =1 7

S6AWF4 IgG L chain OS = Homo sapiens PE=2 SV =1

Q8NF20 FLJ00382 protein (Fragment) OS = Homo sapiens GN = FLJ0O0382 PE=2 SV =1 11




A0A024R1G8 Apolipoprotein L, 1, isoform CRA_b OS = Homo sapiens GN = APOL1PE=4SV =1 10
Q56917 Uncharacterized protein OS = Homo sapiensPE=2SV =1

A2KBC1 Anti-(ED-B) scFV (Fragment) OS = Homo sapiens PE =2 SV =2 2
S6B294 IgG L chain OS = Homo sapiens PE=2 SV =1 1
P02743 Serum amyloid P-component OS = Homo sapiens GN = APCSPE=1SV =2 11
S6AWD6 IgG L chain OS = Homo sapiensPE=2 SV =1

P13645 Keratin, type I cytoskeletal 10 OS = Homo sapiens GN = KRT10PE=1SV =6 9
P05543 Thyroxine-binding globulin OS = Homo sapiens GN = SERPINA7 PE=1SV =2 14
VoGYJ8 Apolipoprotein C-11 OS = Homo sapiens GN = APOC2 PE=1SV =1 1
S6BGE9 IgG L chain OS = Homo sapiensPE=2SV =1 1
P51884 Lumican OS = Homo sapiens GN=LUMPE=1SV =2 10
Q65ZC9 Single-chain Fv (Fragment) OS = Homo sapiens GN =scFv PE=2SV =1 2
B2R582 cDNA, FLJ92374, highly similar to Homo sapiens C-type lectin domain family 3, member B (CLEC3B), mRNA OS = Homo sapiens 1

PE=2Sv=1

Q14520 Hyaluronan-binding protein 2 OS = Homo sapiens GN = HABP2PE=1SV =1 9
A2MYE1 A30 (Fragment) OS = Homo sapiens PE=4SV =1 2
AO0A125QYY9 IBM-B2 heavy chain variable region (Fragment) OS = Homo sapiensPE=2SV =1 2
AON5G1 Rheumatoid factor C6 light chain (Fragment) OS = Homo sapiens GN =V <kappa>1PE=2SV =1 5
P01782 Immunoglobulin heavy variable 3-9 OS=Homo sapiens GN=IGHV3-9 PE=1 S\VV=2 2
A2IPI2 HRV Fab N27-VL (Fragment) OS = Homo sapiens PE=2 SV =1 1
Q96SA9 Anti-streptococcal/anti-myosin immunoglobulin kappa light chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
P02747 Complement C1q subcomponent subunit C OS = Homo sapiens GN = CIQCPE=1SV =3 6
AOAOX9UWLS GCT-Ab5 light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 1
Q9UL70 Myosin-reactive immunoglobulin light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 3
QouUL81 Myosin-reactive immunoglobulin light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 2




Q9UL72 Myosin-reactive immunoglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
A0A024R2Q7 C-type lectin domain family 3, member B, isoform CRA_a OS = Homo sapiens GN = CLEC3BPE=4SV =1 1
P02775 Platelet basic protein OS = Homo sapiens GN = PPBPPE=1SV =3 6
AOMBQ6 Ig lambda-7 chain C region OS = Homo sapiens GN = IGLC7 PE=4 SV =2 1
B2R5G8 Serum amyloid A protein OS = Homo sapiens PE=2 SV =1 2
AQAQOXIT7T4 MS-D3 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
Q04756 Hepatocyte growth factor activator OS = Homo sapiens GN = HGFACPE=1SV =1 11
A2NB45 Cold agglutinin FS-1 L-chain (Fragment) OS = Homo sapiens PE=2 SV =1 2
P02746 Complement C1q subcomponent subunit B OS = Homo sapiens GN = CIQBPE=1SV =3 6
Q961Y4 Carboxypeptidase B2 OS = Homo sapiens GN =CPB2PE=1SV =2 8
A2J1N2 Rheumatoid factor RF-1P18 (Fragment) OS = Homo sapiens PE=2 SV =1 2
QouUL88 Myosin-reactive immunoglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
D3DNN4 Carboxylic ester hydrolase OS = Homo sapiens GN =BCHEPE=3SV =1 7
S6AWFO IgG H chain OS = Homo sapiensPE=2SV =1 1
Q15323 Keratin, type I cuticular Hal OS = Homo sapiens GN = KRT31PE=1SV =3 4
AO0A193CHRO 10E8 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
Q86YL2 Hemoglobin alpha-1 chain (Fragment) OS = Homo sapiens GN = HBA1PE=3SV =1 1
Q9oUL83 Myosin-reactive immunoglobulin light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 1
Q6J179 Hemoglobin alpha 1 (Fragment) OS=Homo sapiens GN=HBA1 PE=3 SV=1 1
H6VRG1 Keratin 1 OS = Homo sapiens GN = KRT1PE=3SV =1 9
AOA109PW33 MS-C1 light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 3
A2J1N4 Rheumatoid factor RF-1P24 (Fragment) OS = Homo sapiens PE=2 SV =1 2
AOA140VK24 Testicular secretory protein Li 24 OS = Homo sapiens PE=2 SV =1 7
S6C4R2 I1gG H chain OS = Homo sapiens PE=1SV =1 1
QO0zCl8 Immunglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE =4 SV =1 1




S6BGD4 1gG H chain OS = Homo sapiens PE=2SV =1 1
P04278 Sex hormone-binding globulin OS = Homo sapiens GN = SHBGPE =1 SV =2 7
B1N7B8 Cryocrystalglobulin CC1 kappa light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 4
CAJF17 Apolipoprotein D (Fragment) OS = Homo sapiens GN = APODPE=1SV =1 7
A4F255 Immunoblobulin G1 Fab heavy chain variable region (Fragment) OS = Homo sapiens GN = VHCH1PE=1SV =1 1
Q9HCC1 Single chain Fv (Fragment) OS = Homo sapiensPE=1SV =1 2
A8K1K1 cDNA FLJ76342, highly similar to Homo sapiens carnosine dipeptidase 1 (metallopeptidase M20 family) (CNDP1), mRNA OS = Homo 9
sapiensPE=2SV =1
AQA125U0U7 MS-C1 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
P01591 Immunoglobulin J chain OS = Homo sapiens GN = JCHAIN PE=1SV =4 7
P02745 Complement C1g subcomponent subunit A OS = Homo sapiens GN = CIQAPE=1SV =2 5
Q16610 Extracellular matrix protein 1 OS = Homo sapiens GN = ECM1PE=1SV =2 8
P01763 Immunoglobulin heavy variable 3-48 OS = Homo sapiens GN = IGHV3-48 PE=1SV =2 1
095445 Apolipoprotein M OS=Homo sapiens GN = APOM PE=1SV =2 6
P36980 Complement factor H-related protein 2 OS = Homo sapiens GN = CFHR2 PE=1SV =1 4
VI9H1C1 Gelsolin exon 4 (Fragment) OS = Homo sapiens PE=4 SV =1 1
G3GAU4 Anti-H1N1 influenza HA kappa chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
AOA0X9UWJI6 MS-BL1 light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 1
A2NYQ9 Anti-folate binding protein (Fragment) OS = Homo sapiens GN = HUVH8B VHPE =2 SV =1 2
A0A0B4J1X5 Immunoglobulin heavy variable 3-74 OS = Homo sapiens GN = IGHV3-74 PE=3SV =1 2
S6C4S0 1gG H chain OS = Homo sapiens PE=1SV =1 2
D3DQX7 Serum amyloid A protein OS = Homo sapiens GN = SAA1PE=3SV =1 1
AQ0A1611202 Lactoferrin OS = Homo sapiens GN = LTFPE=2SV =1 8
AOAOXIUWKT7 MS-D4 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
PODJI8 Serum amyloid A-1 protein OS = Homo sapiens GN =SAAL1PE=1SV =1 1




AOQAL109PSY4 MS-AL light chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
Q5NV90 V2-17 protein (Fragment) OS = Homo sapiens GN =V2-17PE=1SV =1 2
A2JIN6 Rheumatoid factor RF-ET9 (Fragment) OS = Homo sapiens PE=2SV =1 2
S6BAQ4 IgG H chain OS = Homo sapiensPE=2 SV =1 1
Q0zCJ2 Immunglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 1
Q9UL86 Myosin-reactive immunoglobulin kappa chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 3
S6B2B6 IgG H chain OS = Homo sapiensPE=2SV =1 2
AOQA109PVKS5 GCT-AG6 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
AOAOAOMRJ7 Coagulation factor V OS = Homo sapiens GN=F5PE=1SV =1 9
G1FM92 Anti-Influenza A hemagglutinin heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
AOAOM3KKW6 Fab Hu 15C1 Heavy chain OS = Homo sapiensPE=1SV =1 1
P15169 Carboxypeptidase N catalytic chain OS = Homo sapiens GN =CPN1PE=1SV =1 6
G3XAK1 Hepatocyte growth factor-like protein OS = Homo sapiens GN =MST1PE=1SV =1 10
P04406 Glyceraldehyde-3-phosphate dehydrogenase OS = Homo sapiens GN = GAPDHPE=1SV =3 1
A0A024R0T8 Apolipoprotein C-I, isoform CRA_a OS = Homo sapiens GN = APOC1PE=4SV =1 4
AOAQC4DHT72 Immunoglobulin kappa variable 1-6 OS = Homo sapiens GN = IGKV1-6 PE=3SV =1 1
P20851 C4b-binding protein beta chain OS = Homo sapiens GN = C4BPBPE=1SV =1 5
AO0A024R6N9 Serpin peptidase inhibitor, clade A (Alpha-1 antiproteinase, antitrypsin), member 5, isoform CRA_a OS = Homo sapiens GN = SERPINA5 8
PE=3Sv=1
Q0zCJ6 Immunglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 1
F2RM37 Coagulation factor IX OS = Homo sapiens GN =F9p22 PE=2SV =1 8
B4DPQ3 cDNA FLJ51034, highly similar to Vitamin K-dependent protein C (EC 3.4.21.69) OS = Homo sapiensPE=2 SV =1 6
P02776 Platelet factor 4 OS = Homo sapiens GN =PF4 PE=1SV =2 4
P04433 Immunoglobulin kappa variable 3-11 OS = Homo sapiens GN = IGKV3-11PE=1SV =1 2
S6AWGO I1gG H chain OS = Homo sapiens PE=2 SV =1 1




Q6ZP87 cDNA FLJ26266 fis, clone DMC05613 OS = Homo sapiens PE=2 SV =1 1
A2N2G5 VH87-2 protein (Fragment) OS = Homo sapiens GN = VH87-2 PE=2SV =1 1
A2NZ55 Variable immnoglobulin anti-estradiol heavy chain (Fragment) OS = Homo sapiens PE=2SV =1 1
P00742 Coagulation factor X OS = Homo sapiens GN = F10 PE=1SV =2 6
Q5NVI1 V2-19 protein (Fragment) OS = Homo sapiens GN = V2-19PE=4SV =1 2
Q9UL93 Myosin-reactive immunoglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
Q5NV88 V1-22 protein (Fragment) OS = Homo sapiens GN =V1-22PE=1SV =1 1
B4EOX1 Beta-2-microglobulin OS = Homo sapiens PE=2 SV =1 3
Q96JD1 Amyloid lambda 6 light chain variable region PIP (Fragment) OS = Homo sapiensPE=1SV =1 1
P03951 Coagulation factor X1 OS = Homo sapiensGN=F11PE=1SV =1 6
A2J422 Anti-HER3 scFv (Fragment) OS = Homo sapiens PE=2 SV =1 2
QoUL89 Myosin-reactive immunoglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
A2J1M5 Rheumatoid factor RF-1P4 (Fragment) OS = Homo sapiens PE=2 SV =1 2
Q9UGM5 Fetuin-B OS = Homo sapiens GN =FETUBPE=1SV =2 5
P18428 Lipopolysaccharide-binding protein OS = Homo sapiens GN=LBPPE=1SV =3 3
A2NXP9 K light chain variable region (Fragment) OS = Homo sapiensPE=2SV =1 1
AOAOXIT7VI GCT-A4 light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 1
B2R773 cDNA, FLJ93312, highly similar to Homo sapiens adipose most abundant gene transcript 1 (APM1), mMRNA OS = Homo sapiens PE = 2 4
Sv=1
A2JA19 Anti-mucinl light chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
Q13790 Apolipoprotein F OS = Homo sapiens GN = APOFPE=1SV =2 4
AQA125U0V4 GCT-A2 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 3
Q9UGP3 Immunoblobulin heavy chain (Fragment) OS = Homo sapiens GN = IgH PE=2SV =1 1
P10809 60 kDa heat shock protein, mitochondrial OS = Homo sapiens GN = HSPD1 PE =1 SV =2 3
P01593 Immunoglobulin kappa variable 1D-33 OS = Homo sapiens GN = IGKV1D-33 PE=1SV =2 2




A2NWW1 VH-3 family (VH26)D/J protein (Fragment) OS = Homo sapiens GN = VH-3 family (VH26)D/JPE=4SV =1 1
AQA0B4J1U7 Immunoglobulin heavy variable 6-1 OS = Homo sapiens GN = IGHV6-1 PE=3SV =1 2
AQA0B4J1Y9 Immunoglobulin heavy variable 3-72 OS = Homo sapiens GN = IGHV3-72PE=3SV =1 3
P06312 Immunoglobulin kappa variable 4-1 OS = Homo sapiens GN = IGKV4-1PE=1SV =1 1
P01762 Immunoglobulin heavy variable 3-11 OS = Homo sapiens GN = IGHV3-11 PE=1SV =2 2
AO0A120HF61 MS-EL1 light chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
P48740 Mannan-binding lectin serine protease 1 OS = Homo sapiens GN = MASP1 PE=1SV =3 2
pP22352 Glutathione peroxidase 3 OS = Homo sapiens GN = GPX3PE=1SV =2 4
P01624 Immunoglobulin kappa variable 3-15 OS = Homo sapiens GN = IGKV3-15 PE =1 SV =2 0
A2JA16 Anti-mucinl light chain variable region (Fragment) OS = Homo sapiensPE=2SV =1 1
Q0ZCF9 Immunglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 1
A0A1C9J6R2 B cell receptor heavy chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 0
Q9Y509 VH3 protein (Fragment) OS = Homo sapiens GN=VH3PE=2SV =1 2
Q0zCJ1 Immunglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 2
AOA0C4DH25 Immunoglobulin kappa variable 3-20 OS = Homo sapiens GN = IGKV3D-20 PE=3SV =1 2
B6EDE2 Epididymis luminal protein 180 (Fragment) OS = Homo sapiens GN = HEL180 PE=2SV =1 3
A0A0B4J2HO Protein IGHV1-69-2 (Fragment) OS = Homo sapiens GN = IGHV1-69-2PE=1SV =1 1
P01833 Polymeric immunoglobulin receptor OS = Homo sapiens GN =PIGRPE=1SV =4 5
Q96SB0 Anti-streptococcal/anti-myosin immunoglobulin lambda light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 2
A0A125U0U6 MS-A4 light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 1
AOAO0AOMS15 Immunoglobulin heavy variable 3-49 OS = Homo sapiens GN = IGHV3-49PE=1SV =1 5
AOAO0C4DH31 Immunoglobulin heavy variable 1-18 OS = Homo sapiens GN = IGHV1-18 PE=3SV =1 1
A2NKM7 NANUC-2 heavy chain (Fragment) OS = Homo sapiens PE=2 SV =1 2
AOA0X9VIC4H GCT-AS8 heavy chain variable region (Fragment) OS = Homo sapiensPE=2SV =1 1
Q15485 Ficolin-2 OS = Homo sapiens GN = FCN2 PE=1SV =2 2




B3KUE5 Phospholipid transfer protein, isoform CRA_c OS = Homo sapiens GN =PLTPPE=2SV =1 5
AOAQOF7T8B3 IGHV5-51 protein (Fragment) OS = Homo sapiens GN = IGHV5-51 PE=4SV =1 1
P04259 Keratin, type 1l cytoskeletal 6B OS=Homo sapiens GN=KRT6B PE=1 SV=5 3
QI9NZP8 Complement C1r subcomponent-like protein OS = Homo sapiens GN = CIRLPE=1SV =2 2
AOA068LKQ2 Ig heavy chain variable region (Fragment) OS = Homo sapiensPE =2 SV =1 3
Q6EMK4 Vasorin OS = Homo sapiens GN = VASNPE=1SV =1 3
A2J1N5 Rheumatoid factor RF-ET6 (Fragment) OS = Homo sapiens PE=2SV =1 2
AOAQ0X9TOH6 GCT-A5 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
Q96DA0 Zymogen granule protein 16 homolog B OS = Homo sapiens GN = ZG16BPE=1SV =3 3
AGXNE2 Complement factor D preproprotein OS = Homo sapiens PE=2 SV =1 4
Q8TCZ8 Apolipoprotein E (Fragment) OS = Homo sapiens GN = APOEPE =4SV =1 1
A0A1C9J6Z4 B cell receptor heavy chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 1
ABKAJ3 cDNA FLJ77823, highly similar to Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1, transcript variant 3, mRNA 5
OS =Homo sapiensPE=2SV =1
A0A120HG44 MS-E1 heavy chain variable region (Fragment) OS = Homo sapiens PE=2SV =1 2
A2J1M3 Rheumatoid factor RF-ET5 (Fragment) OS = Homo sapiensPE=2SV =1 1
AOA068LLE0 Ig heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
QO0zCl6 Immunglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 1
A2NB44 Cold agglutinin FS-2 H-chain (Fragment) OS = Homo sapiens GN = IGH@ PE=2SV =1 2
P43251 Biotinidase OS = Homo sapiens GN =BTDPE=1SV =2 5
B1IN7B6 Cryocrystalglobulin CC1 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
AQ0AQ0S27491 Nucleophosmin isoform 2 (Fragment) OS = Homo sapiens GN = NPM1PE=2SV =1 1
AO0A109PP82 MS-C2 light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 2
G1FM90 Anti-Influenza A hemagglutinin heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 3
AOA125U0V1 MS-F1 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2




Q9NR30 Nucleolar RNA helicase 2 OS = Homo sapiens GN = DDX21 PE=1SV =5 1
AON5G3 Rheumatoid factor G9 light chain (Fragment) OS = Homo sapiens GN = V <lambda>3PE=2SV =1 2
AOA0X9V981 MS-A2 light chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
AQAQX9TD23 MS-A5 heavy chain variable region (Fragment) OS = Homo sapiens PE =2 SV =1 2
ABKI9C4 Elongation factor 1-alpha OS = Homo sapiens PE=2 SV =1 1
Q5NV69 V1-13 protein (Fragment) OS = Homo sapiens GN = V1-13PE=4SV =1 2
AOAOF7TAV4 IGHV5-51 protein (Fragment) OS = Homo sapiens GN = IGHV5-51 PE=4SV =1 1
P01036 Cystatin-S OS = Homo sapiens GN = CST4PE=1SV =3 2
ASYAK?2 Apolipoprotein C-IV OS = Homo sapiens GN = APOC4PE=2SV =1 2
A2NJIV5 Kappa light chain variable region (Fragment) OS = Homo sapiens GN = IGKV A18 PE=4SV =1 1
AO0A087WW87 Immunoglobulin kappa variable 2-40 OS = Homo sapiens GN = IGKV2-40 PE=3 SV =2 1
Q0zCI2 Immunglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 1
A0A109PTO3 GCT-A9 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
Q0ZCF6 Immunglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 1
P61626 Lysozyme C OS = Homo sapiens GN=LYZPE=1SV =1 2
P63261 Actin, cytoplasmic 2 OS = Homo sapiens GN = ACTG1PE=1SV =1 5
AOAQ75B6R9 Protein IGKV2D-24 (Fragment) OS = Homo sapiens GN = IGKV2D-24 PE=4SV =1 2
P35527 Keratin, type | cytoskeletal 9 OS = Homo sapiens GN = KRT9PE=1SV =3 3
P54886 Delta-1-pyrroline-5-carboxylate synthase OS = Homo sapiens GN = ALDH18A1PE=1SV =2 1
P23083 Immunoglobulin heavy variable 1-2 OS = Homo sapiens GN = IGHV1-2 PE=1SV =2 3
P08779 Keratin, type | cytoskeletal 16 OS = Homo sapiens GN = KRT16 PE=1SV =4 4
A0A024R930 Proteoglycan 4, isoform CRA_a OS = Homo sapiens GN = PRG4 PE=4SV =1 3
Q5HYM1 Putative uncharacterized protein DKFZp68601553 (Fragment) OS=Homo sapiens GN = DKFZp68601553 PE=2SV =1 1
AOA0X9VIB3 MS-F1 light chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
Q9UL82 Myosin-reactive immunoglobulin light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 2




Q99497 Protein deglycase DJ-1 OS = Homo sapiens GN = PARK7 PE=1SV =2 1
AO0A109PS54 GCT-AB8 light chain variable region (Fragment) OS = Homo sapiensPE=2SV =1 1
P04430 Immunoglobulin kappa variable 1-16 OS = Homo sapiens GN = IGKV1-16 PE=1SV =2 2
Q5NV81 V1-16 protein (Fragment) OS = Homo sapiens GN = V1-16 PE=4SV =1 2
Q5NV74 V/2-14 protein (Fragment) OS = Homo sapiens GN = V2-14 PE=4SV =1 2
AO0A075B6P5 Immunoglobulin kappa variable 2-28 OS = Homo sapiens GN = IGKV2-28 PE=3SV =1 1
AOAQ068LKQ8 Ig heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
AOAQ068LL62 Ig heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
AOA1C9J6T1 B cell receptor heavy chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 1
A2JAL7 Anti-mucinl heavy chain variable region (Fragment) OS = Homo sapiensPE=2SV =1 2
AOAOF7TD49 IGHV3-7 protein (Fragment) OS = Homo sapiens GN = IGHV3-7PE=4SV =1 1
AOA0C4DH36 Protein IGHV3-38 (Fragment) OS = Homo sapiens GN = IGHV3-38PE=1SV =1 3
ADA0X9SZU9 MS-B1 heavy chain variable region (Fragment) OS = Homo sapiensPE=2SV =1 1
A0A0S2Z2471 Creatine kinase brain isoform 2 (Fragment) OS = Homo sapiens GN=CKBPE=2SV =1 1
G3V2w1 Protein Z-dependent protease inhibitor OS = Homo sapiens GN = SERPINAIOPE=1SVv =1 3
B2R888 Monocyte differentiation antigen CD14 OS = Homo sapiens PE=2SV =1 3
AOA075B7F0 Protein IGHV30R16-10 (Fragment) OS = Homo sapiens GN = IGHV30OR16-10PE=1SV =1 1
AOQAQ024RAZT Heterogeneous nuclear ribonucleoprotein Al, isoform CRA_b OS = Homo sapiens GN = HNRPALPE =4SV =1 1
P16070 CD44 antigen OS = Homo sapiens GN = CD44 PE=1SV =3 2
Q9ouUL92 Myosin-reactive immunoglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
P01766 Immunoglobulin heavy variable 3-13 OS = Homo sapiens GN = IGHV3-13PE=1SV =2 1
A0A0J9YVY3 Uncharacterized protein (Fragment) OS = Homo sapiensPE=1SV =1 1
AOAQ075B6S6 Immunoglobulin kappa variable 2D-30 OS = Homo sapiens GN = IGKV2D-30 PE=3SV =1 1
AOAO068LRWE Ig heavy chain variable region (Fragment) OS = Homo sapiens PE =2 SV =1 2
AOA109PW50 IBM-B3 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1




P35908 Keratin, type Il cytoskeletal 2 epidermal OS = Homo sapiens GN = KRT2PE=1SV =2 1
A2N7P4 Immunoglobulin mu-chain D-J4-region (Fragment) OS = Homo sapiens GN = IGHM PE=4SV =1 1
P12273 Prolactin-inducible protein OS = Homo sapiens GN =PIPPE=1SV =1 3
P49908 Selenoprotein P OS = Homo sapiens GN = SELENOP PE=1 SV =3 3
AQ0A125U0U9 MS-C4 heavy chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 1
AQAQ0S2Z7415 Complement factor properdin isoform 1 (Fragment) OS = Homo sapiens GN =CFPPE=2SV =1 2
095373 Importin-7 OS=Homo sapiens GN = IPO7PE=1SV =1 1
AQAQ087WXI2 IgGFc-binding protein OS = Homo sapiens GN = FCGBPPE=1SV =1 3
A2J1M8 Rheumatoid factor RF-1P12 (Fragment) OS = Homo sapiens PE=2 SV =1 2
AOA0G2JN55 Immunoglobulin heavy variable 3-73 OS = Homo sapiens GN = IGHV3-73PE=1SV =1 1
Q15582 Transforming growth factor-beta-induced protein ig-h3 OS = Homo sapiens GN = TGFBIPE=1SV =1 4
P62081 40S ribosomal protein S7 OS = Homo sapiens GN =RPS7PE=1SV =1 1
A0A109PW74 IBM-B3 light chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 3
AOA1B1CYCS Vitamin D binding protein (Fragment) OS = Homo sapiens GN=GcPE=4SV =1 2
ABK6C9 cDNA FLJ78037, highly similar to Homo sapiens insulin-like growth factor 2 (somatomedin A), mMRNA OS = Homo sapiensPE=2SV =1 2
AOAQ068LRW4 Ig heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
B2RA39 cDNA, FLJ94686, highly similar to Homo sapiens complement factor H-related 5 (CFHL5), mMRNA OS = Homo sapiens PE=2SV =1 2
B7ZMD7 Alpha-amylase OS = Homo sapiens GN = AMY1APE=2SV =1 3
AONT719 F5-20 (Fragment) OS = Homo sapiens GN = F5-20 PE=2SV =1 1
AOAQ0X9TD88 GCT-A3 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
AO0A075B7D8 Protein IGHV30R15-7 (Fragment) OS = Homo sapiens GN = IGHV30R15-7PE=1SV =1 2
AO0A0X9UWM4 IBM-A3 heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 2
P02808 Statherin OS = Homo sapiens GN = STATHPE=1SV =2 3
P01714 Immunoglobulin lambda variable 3-19 OS = Homo sapiens GN = IGLV3-19 PE=1SV =2 3
Q59EA3 Cadherin 5, type 2 preproprotein variant (Fragment) OS = Homo sapiens PE=2 SV =1 2




000391 Sulfhydryl oxidase 1 OS=Homo sapiens GN = QSOX1PE=1SV =3 3
A2JIN9 Rheumatoid factor RF-ET12 (Fragment) OS = Homo sapiens PE=2 SV =1 2
AOQAQ75B6H7 Protein IGKV3-7 (Fragment) OS = Homo sapiens GN = IGKV3-7PE=1SV =1 1
Q5NV92 V/5-6 protein (Fragment) OS = Homo sapiens GN =V5-6 PE=4SV =1 2
AOAO0C4DH32 Protein IGHV3-20 (Fragment) OS = Homo sapiens GN = IGHV3-20PE=1SV =1 1
A2N2F4 VK3 protein (Fragment) OS = Homo sapiens GN = VK3PE=2SV =1 2
P01601 Immunoglobulin kappa variable 1D-16 (Fragment) OS=Homo sapiens GN = IGKV1D-16 PE =3 SV =2 1
AOAOAOMT36 Immunoglobulin kappa variable 6D-21 OS = Homo sapiens GN = IGKV6D-21 PE=3SV =1 1
Q96QS0 Putative matrix cell adhesion molecule-3 OS = Homo sapiensPE=2 SV =1 2
075312 Zinc finger protein ZPR1 OS = Homo sapiens GN = ZPR1PE=1SV =1 1
AO0A1D8QKY3 MHC class I antigen (Fragment) OS = Homo sapiens GN = HLA-APE=3SV =1 3
A2NH53 Immunogobulin kappa, VJ region (Fragment) OS = Homo sapiens PE=4 SV =1 1
P17936 Insulin-like growth factor-binding protein 3 OS = Homo sapiens GN = IGFBP3PE=1SV =2 3
AOA068LNO3 Ig heavy chain variable region (Fragment) OS = Homo sapiensPE=2SV =1 2
A2IPI6 HRV Fab 027-VL (Fragment) OS = Homo sapiens PE=2 SV =1 1
EOD851 Platelet glycoprotein 1b alpha OS = Homo sapiens GN = GPIBAPE =4SV =1 2
AOA0C4DH24 Immunoglobulin kappa variable 6-21 OS = Homo sapiens GN = IGKV6-21 PE=3SV =1 1
Q14403 Gamma-G globin (Fragment) OS = Homo sapiens PE=2SV =1 1
AON7J6 REV25-2 (Fragment) OS = Homo sapiensPE=2SV =1 2
AO0A0JIY X35 Uncharacterized protein (Fragment) OS = Homo sapiensPE=1SV =1 2
AO0A075B610 Immunoglobulin lambda variable 8-61 OS = Homo sapiens GN = IGLV8-61 PE=3SV =7 2
A2NV54 Precursor (AA -19 to 108) (Fragment) OS = Homo sapiensPE=2SV =1 1
AOA0B4J1U3 Immunoglobulin lambda variable 1-36 OS = Homo sapiens GN = IGLV1-36 PE=3SV =5 1
B5BUEG6 ATP-dependent RNA helicase DDX5 (Fragment) OS = Homo sapiens GN =DDX5PE=2SV =1 1
P01037 Cystatin-SN OS=Homo sapiens GN = CST1PE=1SV =3 1




AOAQF7T931 IGHV4-39 protein (Fragment) OS = Homo sapiens GN = IGHV4-39 PE=4SV =1 2
A2MYD6 V1-2 protein (Fragment) OS = Homo sapiens GN =V1-2PE=4SV =1 1
P01706 Immunoglobulin lambda variable 2-11 OS = Homo sapiens GN = IGLV2-11PE=1SV =2 2
B2R5S3 cDNA, FLJ92597, highly similar to Homo sapiens NFS1 nitrogen fixation 1 (S. cerevisiae) (NFS1), mRNA OS = Homo sapiens PE = 2 1
Sv=1
QINP29 Microfibrillar protein 2 (Fragment) OS = Homo sapiens PE=2 SV =1 1
AO0A1C9J6Q9 B cell receptor kappa chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 1
AO0A075B619 Immunoglobulin lambda variable 7-46 OS = Homo sapiens GN = IGLV7-46 PE=3 SV =4 2
000187 Mannan-binding lectin serine protease 2 OS = Homo sapiens GN = MASP2 PE=1SV =4 1
A2NYV1 Heavy chain Fab (Fragment) OS = Homo sapiensPE=2SV =1 2
J3KPAL Cysteine-rich secretory protein 3 OS = Homo sapiens GN = CRISP3PE=1SV =1 2
VIHW26 ATP synthase subunit alpha OS = Homo sapiens GN = HEL-S-123mPE=2SV =1 1
Q5NV75 V2-15 protein (Fragment) OS = Homo sapiens GN = V2-15PE=4SV =1 2
ADAO0X9USK?2 MS-AG6 heavy chain variable region (Fragment) OS = Homo sapiensPE=2SV =1 3
A0A0B4J2D9 Immunoglobulin kappa variable 1D-13 OS = Homo sapiens GN = IGKV1D-13PE=3SV =1 1
Q9ULT76 Myosin-reactive immunoglobulin light chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
A2NYV4 Light chain Fab (Fragment) OS = Homo sapiensPE=2SV =1 1
AOAO068LN11 Ig heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
P49321 Nuclear autoantigenic sperm protein OS = Homo sapiens GN = NASPPE=1SV =2 1
QIUGMS3 Deleted in malignant brain tumors 1 protein OS = Homo sapiens GN = DMBT1PE=1SV =2 2
Q6IBN1 HNRPK protein OS = Homo sapiens GN = HNRPK PE=1SV =1 1
Q5NV82 V4-2 protein (Fragment) OS = Homo sapiens GN =V4-2PE=4SV =1 2
AOAQ075B6S9 Protein IGKV1-37 (Fragment) OS = Homo sapiens GN = IGKV1D-37 PE=4SV =7 1
A2MYC9 V4-3 protein (Fragment) OS = Homo sapiens GN =V4-3PE=4SV =1 1
AOAQC4DH35 Protein IGHV3-35 (Fragment) OS = Homo sapiens GN = IGHV3-35PE=1SV =1 2




A2MYD3 V1-18 protein (Fragment) OS = Homo sapiens GN = V1-18 PE=4SV =1 1
076021 Ribosomal L1 domain-containing protein 1 OS = Homo sapiens GN = RSL1ID1PE=1SV =3 1
P59665 Neutrophil defensin 1 OS = Homo sapiens GN = DEFALPE=1SV =1 2
P11226 Mannose-binding protein C OS = Homo sapiens GN = MBL2 PE=1SV =2 2
B2R4M6 Protein S100 OS = Homo sapiensPE=2SV =1 1
Q12996 Cleavage stimulation factor subunit 3 OS = Homo sapiens GN = CSTF3PE=1SV =1 1
Q59F66 DEAD box polypeptide 17 isoform p82 variant (Fragment) OS = Homo sapiens PE=2 SV =1 1
AO0A1C9J6R0 B cell receptor kappa chain variable region (Fragment) OS = Homo sapiens PE=4 SV =1 1
Q8TBDO Uncharacterized protein (Fragment) OS = Homo sapiens PE=2 SV =1 2
B2R9V7 Superoxide dismutase [Cu-Zn] OS = Homo sapiensPE=2SV =1 2
B1N7B9 Cryocrystalglobulin CC2 lambda light chain variable region (Fragment) OS = Homo sapiensPE=2SV =1 1
A8K335 cDNA FLJ76254, highly similar to Homo sapiens gamma-glutamyl hydrolase (GGH), mMRNA OS = Homo sapiens PE=2 SV =1 1
A2NOU5 VH6DJ protein (Fragment) OS = Homo sapiens GN = VH6DJPE=2SV =1 1
Q9UL73 Myosin-reactive immunoglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
AON5G7 Rheumatoid factor D5 heavy chain (Fragment) OS = Homo sapiens GN = VH3PE=2SV =1 1
A2NYU7 Heavy chain Fab (Fragment) OS = Homo sapiensPE=2SV =1 2
AOAOF7T983 IGHV1-2 protein (Fragment) OS = Homo sapiens GN = IGHV1-2PE=4SV =1 1
AO0A024R820 L-selectin OS = Homo sapiens GN = SELLPE=3SV =1 2
AOAOAOMT69 Protein IGKJ4 (Fragment) OS = Homo sapiens GN = IGKJ4PE=1SV =1 1
A8BK6Q8 cDNA FLJ75881, highly similar to Homo sapiens transferrin receptor (p90, CD71) (TFRC), mRNA OS = Homo sapiens PE=2SV =1 2
AQAQ075B7D4 Protein IGKV10R2-108 (Fragment) OS = Homo sapiens GN = IGKV10R2-108 PE=1SV =1 1
A2J1N7 Rheumatoid factor RF-ET10 (Fragment) OS = Homo sapiens PE=2 SV =1 2
AOAODISGF6 Spectrin alpha chain, non-erythrocytic 1 OS = Homo sapiens GN = SPTAN1PE=1SV =1 1
AO0A024R473 Mitochondrial ribosomal protein L44, isoform CRA_a OS = Homo sapiens GN = MRPL44 PE=4SV =1 1
Q05639 Elongation factor 1-alpha 2 OS = Homo sapiens GN = EEF1IA2 PE=1SV =1 1




AOQAQ075B6K?2 Immunoglobulin lambda variable 3-12 OS = Homo sapiens GN = IGLV3-12PE=3SV =2 1
Q66K66 Transmembrane protein 198 OS = Homo sapiens GN = TMEM198 PE=1SV =1 1
P31151 Protein S100-A7 OS = Homo sapiens GN = S1I00A7 PE=1SV =4 1
P53582 Methionine aminopeptidase 1 OS = Homo sapiens GN = METAP1PE=1SV =2 1
AT7Y9J9 Mucin 5AC, oligomeric mucus/gel-forming OS = Homo sapiens GN = MUC5ACPE =4SV =1 1
A2NYUS Heavy chain Fab (Fragment) OS = Homo sapiensPE=2SV =1 1
AOAOKOK1J1 Cystatin OS=Homo sapiens GN = HEL-S-2PE=2SV =1 1
A2NOUO VH6DJ protein (Fragment) OS = Homo sapiens GN = VHE6DJPE=2SV =1 1
GI9K388 YWHAE/FAM22A fusion protein (Fragment) OS = Homo sapiens GN = YWHAE/FAM22A fusion PE=2 SV =1 1
A2NO0S5 VH6DJ protein (Fragment) OS = Homo sapiens GN = VH6DJPE=2SV =1 1
Q6UXB8 Peptidase inhibitor 16 OS = Homo sapiens GN =PI1I6 PE=1SV =1 1
Q5JRM2 Uncharacterized protein CXorf66 OS = Homo sapiens GN = CXorf66 PE=2 SV =1 1
A0A075B6J9 Immunoglobulin lambda variable 2-18 OS = Homo sapiens GN = IGLV2-18 PE=3 SV =2 1
AOA140TA33 Tenascin-X OS = Homo sapiens GN=TNXBPE=1SVvV =1 1
AOAO0AOMS14 Immunoglobulin heavy variable 1-45 OS = Homo sapiens GN = IGHV1-45PE=3SV =1 1
P46108 Adapter molecule crk OS = Homo sapiens GN =CRK PE=1SV =2 1
076013 Keratin, type | cuticular Ha6 OS = Homo sapiens GN = KRT36 PE=2SV =1 1
P00915 Carbonic anhydrase 1 OS = Homo sapiens GN =CA1PE=1SV =2 1
P07195 L-lactate dehydrogenase B chain OS = Homo sapiens GN = LDHBPE=1SV =2 1
AO0A125U0U8 MS-C3 light chain variable region (Fragment) OS=Homo sapiens PE=2 SV=1 1
A0A024R8G3 Prostaglandin D2 synthase 21kDa (Brain), isoform CRA_a OS = Homo sapiens GN =PTGDSPE=2SV =1 1
A8K430 Fructose-bisphosphate aldolase OS = Homo sapiensPE=2SV =1 1
P12532 Creatine kinase U-type, mitochondrial OS = Homo sapiens GN = CKMT1IAPE=1SV =1 1
A2NW98 Rheumatoid factor light chain variable region (Fragment) OS = Homo sapiens PE=2SV =1 1
P05109 Protein S100-A8 OS = Homo sapiens GN = SI00A8 PE=1SV =1 1




P35030

Trypsin-3 OS = Homo sapiens GN = PRSS3PE=1SV =2

1
P31025 Lipocalin-1 OS = Homo sapiens GN=LCN1PE=1SV =1 1
P02741 C-reactive protein OS = Homo sapiens GN=CRPPE=1SV =1 1
P78386 Keratin, type 1l cuticular Hb5 OS = Homo sapiens GN = KRT85PE=1SV =1 1
AOQAQ0X9TOI7 IBM-A2 light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1 1
B2R726 cDNA, FLJ93674 OS = Homo sapiensPE=2SV =1 1
Q96CS3 FAS-associated factor 2 OS = Homo sapiens GN = FAF2 PE=1SV =2 1
A8K3I0 cDNA FLJ78437, highly similar to Homo sapiens cartilage oligomeric matrix protein (COMP), mRNA OS = Homo sapiens PE=2SV =1 1
P35443 Thrombospondin-4 OS = Homo sapiens GN = THBS4 PE=1SV =2 1
M9MMLGE Low affinity immunoglobulin gamma Fc region receptor I11-B OS = Homo sapiens GN =FCGR3BPE=1SVvV =1 1
Q6NSL9 EPNZ2 protein OS = Homo sapiens GN =EPN2PE=2SVv =1 1
Q9UHG3 Prenylcysteine oxidase 1 OS = Homo sapiens GN =PCYOX1PE=1SV =3 1
Q8IzD7 Anti-thyroglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1 1
P01704 Immunoglobulin lambda variable 2-14 OS = Homo sapiens GN = IGLV2-14 PE=1SV =2 1
Q62P82 Coiled-coil domain-containing protein 141 OS = Homo sapiens GN = CCDC141PE=1SV =2 1
H3BSA7 Uncharacterized protein OS = Homo sapiensPE=1SV =1 1
B2RBF5 cDNA, FLJ95483, highly similar to Homo sapiens chitobiase, di-N-acetyl- (CTBS), mMRNA OS = Homo sapiens PE=2SV =1 1
Q59EJ3 Heat shock 70kDa protein 1A variant (Fragment) OS = Homo sapiens PE=2 SV =1 1
MOMMLO Fc of 1gG low affinity Illa receptor isoform 1 OS = Homo sapiens GN = FCGR3APE=1SV =1 1
P09172 Dopamine beta-hydroxylase OS = Homo sapiens GN =DBHPE=1SV =3 1
AQA142L.S79 GATA2 (Fragment) OS = Homo sapiens PE=4 SV =1 1
Q5BJF6 Outer dense fiber protein 2 OS = Homo sapiens GN = ODF2PE=1SV =1 1
B4DLO07 cDNA FLJ53353, highly similar to ATP-binding cassette sub-family D member 3 OS = Homo sapiens PE=2 SV =1 1
Q13103 Secreted phosphoprotein 24 OS = Homo sapiens GN = SPP2PE=1SV =1 1
AOAQ0JIYW62 Uncharacterized protein (Fragment) OS = Homo sapiens PE=4 SV =1 1




Q9Gzz8 Extracellular glycoprotein lacritin OS = Homo sapiens GN = LACRTPE=1SV =1 1
A2N2W8 VL6 protein (Fragment) OS = Homo sapiens GN = VL6 PE=4SV =1 1
Q9Y2X9 Zinc finger protein 281 OS = Homo sapiens GN = ZNF281 PE=1SV =1 1
P39060 Collagen alpha-1(XVIII) chain OS = Homo sapiens GN = COL18A1PE=1SV =5 1
A4D2D2 Procollagen C-endopeptidase enhancer OS = Homo sapiens GN = PCOLCEPE =4SV =1 1
Q9P225 Dynein heavy chain 2, axonemal OS = Homo sapiens GN = DNAH2 PE=2 SV =3 1
Q96BY6 Dedicator of cytokinesis protein 10 OS = Homo sapiens GN = DOCK10PE=1SV =3 1
AOAOF7RQES Follicle stimulating hormone beta subunit OS = Homo sapiens GN =FSHBPE=3SV =1 1
P03973 Antileukoproteinase OS = Homo sapiens GN = SLPI PE=1SV =2 1
Q6ZRK6 Coiled-coil domain-containing protein 73 OS = Homo sapiens GN = CCDC73PE=2 SV =2 1
B9EG67 Zygote arrest 1 OS = Homo sapiens GN =ZAR1PE=2SVv =1 1
BOYJC6 Vitamin K-dependent protein Z variant 1 OS = Homo sapiens GN =PROZPE=3SvV =1 1
075460 Serine/threonine-protein kinase/endoribonuclease IRE1 OS = Homo sapiens GN =ERN1PE=1SV =2 1
A2N011 Vh1-D-J3-region (Fragment) OS = Homo sapiensPE=2SV =1 1
P26842 CD27 antigen OS = Homo sapiens GN = CD27 PE=1SV =2 1
AO0A024RDJ4 Nuclear factor of kappa light polypeptide gene enhancer in B-cells 1 (P105), isoform CRA_b OS = Homo sapiens GN = NFKB1 PE =4 1
Sv=1
Q9NQ79 Cartilage acidic protein 1 OS = Homo sapiens GN = CRTACLPE=1SV =2 1
ABK6K4 cDNA FLJ77565, highly similar to Homo sapiens interleukin 1 receptor accessory protein (ILLRAP), transcript variant 1, mMRNA OS = Homo 1
sapiensPE=2SV =1
Q59GJ0 Eukaryotic translation initiation factor 4 gamma, 3 variant (Fragment) OS = Homo sapiens PE=2SV =1 1
Q71VvO07 Signal recognition particle subunit SRP72 OS = Homo sapiens PE=2 SV =1 1
Q6ZP85 cDNA FLJ26301 fis, clone DMCO07540 OS = Homo sapiens PE=2 SV =1 1
D3DQH8 Secreted protein, acidic, cysteine-rich (Osteonectin), isoform CRA_a OS = Homo sapiens GN = SPARCPE=4SV =1 1
Q92887 Canalicular multispecific organic anion transporter 1 OS = Homo sapiens GN = ABCC2PE=1SV =3 1




Q9H8L6 Multimerin-2 OS = Homo sapiens GN = MMRN2 PE=1SV =2 1
Q9BYKS8 Helicase with zinc finger domain 2 OS = Homo sapiens GN = HELZ2 PE=1SV =6 1
Q6ZVM5 cDNA FLJ42083 fis, clone TCERX2000613 OS = Homo sapiensPE=2SV =1 1
QI9H7P6 Multivesicular body subunit 12B OS = Homo sapiens GN = MVB12BPE =1 SV =2 1
G3XAAG6 HCG40743, isoform CRA_a OS = Homo sapiens GN = C20rf81PE=4 SV =1 1
Q8WW71 Homogentisate 1,2-dioxygenase (Homogentisate oxidase) OS=Homo sapiens GN =HGD PE=2SV =1 1
ABK8U8 cDNA FLJ75856, highly similar to Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), transcript variant 1, mMRNA OS = Homo 1
sapiensPE=2SV =1
Q92520 Protein FAM3C OS = Homo sapiens GN = FAM3CPE=1SV =1 1
060494 Cubilin OS = Homo sapiens GN =CUBNPE=1SV =5 1
Q15430 Coagulation factor V (Fragment) OS = Homo sapiens GN=F5PE=2SV =1 1
ASUFCO Caspase 14 OS = Homo sapiens GN = CASP14 PE=2SV =1 1




