Table S4

Accession oo
number Description

AONT7I9 F5-20 (Fragment) OS = Homo sapiens GN = F5-20PE=2SV =1

P05109 Protein S100-A8 OS = Homo sapiens GN = SI00A8PE=1SV =1

AOAO075B6 i .

H7 Protein IGKV3-7 (Fragment) OS = Homo sapiens GN = IGKV3-7PE=1SV =1

D9YZU5 Beta-globin OS = Homo sapiens GN =HBBPE=3SV =1

AOAO0C4D | Immunoglobulin heavy variable 1-18 OS=Homo sapiens GN = IGHV1-18 PE =3

H31 Ssv=1

A2JAL6 Anti-mucinl light chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1

EOD851 Platelet glycoprotein 1b alpha OS = Homo sapiens GN = GPIBAPE =4SV =1

AO0A125U0 | Myosin-reactive immunoglobulin heavy chain variable region (Fragment)

V4 OS = Homo sapiens PE=2 SV =1

AOAOXIT7 . . . . .

VO GCT-A4 light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1

BIN7E6 Cryocrystalglobulin CC1 heavy chain variable region (Fragment) OS = Homo sapiens
PE=2SVv=1

P39060 Collagen alpha-1(XVIII) chain OS = Homo sapiens GN = COL18A1PE=1SV =5

A2MYE1 A30 (Fragment) OS = Homo sapiensPE=4SV =1

Q9UL83 Myosin-reactive immunoglobulin light chain variable region (Fragment) OS = Homo
sapiensPE=2SVvV =1

AO0AL109PS . i . i .

va MS-AL light chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1

Q0ZCJ2 Immunoglobulin heavy chain variable region (Fragment) OS = Homo sapiens PE = 4
Sv=1

BIRBSE cDNA, FLJ95666, highly similar to Homo sapiens albumin (ALB), mRNA OS = Homo
sapiensPE=2SV =1

BRGS0 cDNA, FLJ94213, highly similar to Homo sapiens pregnancy-zone protein (PZP), mRNA
OS = Homo sapiensPE=2SV =1

A2NYU7 Heavy chain Fab (Fragment) OS = Homo sapiens PE=2 SV =1

A0A0B4J1 . . .

U7 Immunoglobulin heavy variable 6-1 OS = Homo sapiens GN = IGHV6-1 PE=3SV =1

AOA1C9J6 | B cell receptor heavy chain variable region (Fragment) OS = Homo sapiens PE = 4

T1 Sv=1

AO0A0C4D ) )

H35 Protein IGHV3-35 (Fragment) OS = Homo sapiens GN = IGHV3-35PE=1SV =1

A2JA19 Anti-mucinl light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1

ABXGL1 Transthyretin OS = Homo sapiens PE=2 SV =1

P51884 Lumican OS = Homo sapiens GN = LUMPE =1SV =2

086TT1 Full-length cDNA clone CSODD006YL02 of Neuroblastoma of Homo sapiens (human)
OS = Homo sapiensPE=2 SV =1

Q68CN4 Uncharacterized protein OS = Homo sapiens GN =DKFZp686E23209 PE =1 SV =2




Accession

number Description

AOA024R9 . .

30 Proteoglycan 4, isoform CRA_a OS = Homo sapiens GN = PRG4 PE=4SV =1

Q16610 Extracellular matrix protein 1 OS = Homo sapiens GN =ECM1PE=1SV =2

AOA087W | Immunoglobulin kappa variable 2-40 OS = Homo sapiens GN = IGKV2-40 PE =3

wa7 Sv=2

AO0AOX9U . . . . :

WLS GCT-Ab5 light chain variable region (Fragment) OS = Homo sapiensPE=2 SV =1

AO0A087W - . :

<12 IgGFc-binding protein OS = Homo sapiens GN =FCGBPPE=1SV =1

A2J1N5 Rheumatoid factor RF-ET6 (Fragment) OS = Homo sapiens PE=2SV =1

POL706 Immunoglobulin lambda variable 2-11 OS = Homo sapiens GN = IGLV2-11 PE =1
Sv=2

A2JAL7 Anti-mucinl heavy chain variable region (Fragment) OS = Homo sapiens PE=2 SV =1

075636 Ficolin-3 OS = Homo sapiens GN = FCN3PE=1SV =2

P59665 Neutrophil defensin 1 OS = Homo sapiens GN = DEFALPE=1SV =1

P02671 Fibrinogen alpha chain OS = Homo sapiens GN = FGAPE=1SV =2




