Table S1. Differentially expressed pseudogenes and mRNAs.

baseMean log2FoldChang | 1fcSE stat p-value padj ENS SYMBOL
e

280.222141 | 1.675835555 0.0936657 | 17.89165707 | 1.37E-71 | 7.61E-71 | ENSG0000008094 | CROCCP3

8 54 7

85.8994459 | 3.219341245 0.0912382 | 35.28498661 | 9.98E- 9.40E- ENSG0000010189 | MCTS2P

6 73 273 271 8

348.061821 | -3.432708147 0.2355628 | -14.57236412 | 4.21E-48 | 1.53E-47 | ENSG0000010497 | KIR3DX1

2 86 0

71.8326910 | 1.809772164 0.1319896 | 13.71147532 | 8.67E-43 | 2.84E-42 | ENSG0000010878 | HSD17BI1P1

7 02 5

53.4250903 | 2.651900972 0.1186903 | 22.34301773 | 1.41E- 1.55E- ENSG0000012108 | NACA3P
67 110 109 9

154.220565 | 1.317604972 0.1137144 | 11.58696548 | 4.80E-31 | 1.24E-30 | ENSG0000012387 | ZNF137P

9 13 0

33.3091478 | 1.023921706 0.1488151 | 6.880493166 | 5.96E-12 | 9.79E-12 | ENSG0000012396 | PMS2P5

9 62 5

827.201983 | -2.009931998 0.1195070 | -16.81852054 | 1.79E-63 | 8.62E-63 | ENSG0000012422 | PPP4RIL
63 4

336.308116 | -4.150905608 0.2298356 | -18.06032414 | 6.54E-73 | 3.72E-72 | ENSG0000012843 | TBC1D27P

9 1 8

1288.25101 | -1.930706275 0.1992575 | -9.689503183 | 3.34E-22 | 7.06E-22 | ENSG0000013140 | NAPSB

8 1 1

682.751613 | -1.573328776 0.1415990 | -11.1111526 1.11E-28 | 2.71E-28 | ENSG0000013179 | CLUHP3
61 7

251.568064 | 2.144501183 0.1063765 | 20.15953814 | 2.22E-90 | 1.69E-89 | ENSG0000013296 | HMGBIP5

5 04 7

150.104514 | 1.540988161 0.0720502 | 21.38768708 | 1.74E- 1.61E- ENSG0000013429 | PLEKHASPI

8 48 101 100 7

162.002726 | 2.102201896 0.1465922 | 14.34046875 | 1.22E-46 | 4.32E-46 | ENSG0000013797 | RPL7P9

6 72 0

261.987557 | 3.378813285 0.1910016 | 17.68996466 | 5.01E-70 | 2.70E-69 | ENSG0000015487 | CCDC144B

2 98 4

240.350196 | 1.338365768 0.0821737 | 16.28702692 | 1.22E-59 | 5.51E-59 | ENSG0000016076 | GBAPI

1 31 6

184.029256 | -1.294079159 0.2139286 | -6.049115533 | 1.46E-09 | 2.22E-09 | ENSG0000016164 | SIGLEC16

1 57 3

125.898922 | 1.409642034 0.0991532 | 14.21680119 | 7.21E-46 | 2.51E-45 | ENSG0000016299 | PRORSDI1P

5 49 7

2890.24119 | -4.245030965 0.1848988 | -22.95867059 | 1.21E- 1.45E- ENSG0000016517 | NCF1C

9 14 116 115 8

1376.72620 | 2.357962258 0.1049756 | 22.46198832 | 9.77E- 1.09E- ENSG0000016840 | CMAHP




3 69 112 110 5

300.210353 | 2.530529593 | 0.1694942 | 14.92988381 | 2.11E-50 | 7.94E-50 | ENSG0000017062 | DPY19L2P2

9 59 9

267.436466 | 1.978766108 | 0.0898678 | 22.01861075 | 1.91E- | 1.97E- | ENSG0000017435 | STAG3L3

6 91 107 106 3

29.5955308 | 1.057274507 | 0.0929723 | 11.37192622 | 5.77E-30 | 1.45E-29 | ENSG0000017588 | RPL7AP66

8 33 6

335234129 | 1.043323293 | 0.0637459 | 16.36688366 | 3.30E-60 | 1.50E-59 | ENSG0000017670 | SCAND2P

2 96 0

80.9422453 | 1.129724364 | 0.1538932 | 7.340962812 | 2.12E-13 | 3.62E-13 | ENSG0000017717 | NAPIL4P1

5 14 3

135.245919 | 1.33541294 0.1122452 | 11.89727677 | 1.22E-32 | 3.25E-32 | ENSG0000017961 | DGKZP1

6 61 1

50.7676101 | 2.065135904 | 0.1314859 | 15.7061304 | 1.37E-55 | 5.71E-55 | ENSG0000017989 | PHC1P1

3 77 9

264.501186 | 2.397117929 | 0.2006475 | 11.94690744 | 6.74E-33 | 1.80E-32 | ENSG0000018022 | HERC2P3

1 69 9

589.284255 | 2.954410913 | 0.1096976 | 26.93231784 | 9.19E- | 2.18E- | ENSG0000018074 | SMGIP3

6 11 160 158 7

30.1942703 | 1.284294891 0.0996774 | 12.8845113 | 5.50E-38 | 1.64E-37 | ENSG0000018076 | PIPSL

2 24 4

125.537589 | 1.358243747 | 0.0666765 | 20.3706421 | 3.05E-92 | 2.39E-91 | ENSG0000018086 | PDIA3P1
31 7

106.851174 | 1.274521301 0.1262752 | 10.09320226 | 5.92E-24 | 1.30E-23 | ENSG0000018152 | RPL24P4

6 17 4

125.426997 | 2.771950834 | 0.2076707 | 13.34781657 | 1.22E-40 | 3.83E-40 | ENSG0000018204 | TRPC2
32 8

449.861875 | -1.592212625 | 0.1046294 | -15.21763861 | 2.70E-52 | 1.06E-51 | ENSG0000018248 | WASH6P

3 15 4

1999.34717 | -3.968562729 | 0.1930465 | -20.55754659 | 6.59E-94 | 5.32E-93 | ENSG0000018248 | NCF1B

7 15 7

1065.45888 | 1.349974075 | 0.0837139 | 16.12603452 | 1.67E-58 | 7.40E-58 | ENSG0000018279 | TMEM198B

8 52 6

68.1191539 | 1.618264954 | 0.1384271 | 11.69037087 | 1.43E-31 | 3.71E-31 | ENSG0000018319 | HSP9OAB3P

5 7 9

204.868273 | 1.692062382 | 0.1009014 | 16.76945118 | 4.08E-63 | 1.96E-62 | ENSG0000018360 | SMG1P5

2 76 4

266.382379 | 2.569753273 | 0.0952876 | 26.9683733 | 3.47E- | 8.37E- | ENSG0000018366 | GUSBPI

2 63 160 159 6

124.148452 | 2.193487133 | 0.1614934 | 13.58251563 | 5.08E-42 | 1.64E-41 | ENSG0000018393 | HTR7P1

7 37 5

439.390906 | -1.371372253 | 0.0965323 | -14.206352 | 8.37E-46 | 2.91E-45 | ENSG0000018559 | WASH3P

9 3 6




948.520411 | 1.26847596 0.0688825 | 18.41504255 | 9.95E-76 | 5.92E-75 | ENSG0000018568 | EP400P1
97 4

397.776261 | -1.554676621 | 0.0940512 | -16.53009655 | 2.23E-61 | 1.04E-60 | ENSG0000018616 | CIDECPI

2 73 2

367.152104 | 1.16891704 0.0735779 | 15.88677652 | 7.82E-57 | 3.33E-56 | ENSG0000018631 | CASBP1

8 87 2

86.7332355 | 1.843507817 | 0.2029560 | 9.083284527 | 1.05E-19 | 2.09E-19 | ENSG0000018648 | ANKRD20ASP

7 8 1

38.5954446 | 1.894087131 0.1077836 | 17.57305017 | 3.96E-69 | 2.10E-68 | ENSG0000018798 | ANKRDI9P

1 3 4

198.032221 | -1.332953655 | 0.0962610 | -13.84727575 | 1.32E-43 | 4.40E-43 | ENSG0000018859 | NPIPP1

7 75 9

377.898169 | -1.426888878 | 0.2828881 | -5.044003958 | 4.56E-07 | 6.41E-07 | ENSG0000018893 | USP32P1

4 36 3

472297986 | 1.073965058 | 0.1220861 | 8.796783781 | 1.41E-18 | 2.73E-18 | ENSG0000018934 | RPS2P46

1 04 3

50.3124363 | 2.494445997 | 0.1254126 | 19.88991077 | 4.98E-88 | 3.64E-87 | ENSG0000018942 | USP32P3

4 29 3

587.277925 | -5.309631792 | 0.2300686 | -23.07846573 | 7.62E- | 9.37E- | ENSG0000019758 | GPXIP1

5 65 118 117 2

50.9734409 | 1.279337629 | 0.1110483 | 11.520543 1.04E-30 | 2.66E-30 | ENSG0000019774 | PTMAP2

4 79 4

171.741300 | 3.244034587 | 0.1719320 | 18.86811967 | 2.09E-79 | 1.33E-78 | ENSG0000019784 | SLC22A20P

3 55 7

28.3889682 | 1.221099234 | 0.1229503 | 9.931647298 | 3.03E-23 | 6.55E-23 | ENSG0000019865 | ABHDI17AP1

7 22 8

293.547210 | 2.041352283 | 0.1640336 | 12.44471986 | 1.49E-35 | 4.21E-35 | ENSG0000019874 | MTCO3P12

1 07 4

145.237190 | 1.03022268 0.0947630 | 10.87156304 | 1.57E-27 | 3.76E-27 | ENSG0000020376 | MSTO2P

3 69 1

79.6211339 | 1.387342373 | 0.2162311 | 6.416015573 | 1.40E-10 | 2.20E-10 | ENSG0000020379 | CCDC162P
42 9

446.523037 | 4.577357606 | 0.1696253 | 26.98510371 | 2.21E- | 5.35BE- | ENSG0000020417 | BMSIPI

1 48 160 159 7

375.708282 | -2.171741745 | 0.1401311 | -15.49792336 | 3.58E-54 | 1.45E-53 | ENSG0000020462 | HLA-J
45 2

678.822299 | 2.014476136 | 0.0933906 | 21.57042008 | 3.41E- | 3.24E- | ENSG0000020462 | ZNRDIASP

9 77 103 102 3

116.137010 | -3.529977922 | 0.2254836 | -15.65513933 | 3.06E-55 | 1.27E-54 | ENSG0000020479 | SMPD5

7 48 1

33.8472799 | 1.140069308 | 0.1106176 | 10.30639945 | 6.59E-25 | 1.48E-24 | ENSG0000020558 | STAG3LI

7 13 3

105.231939 | -1.692139454 | 0.1066837 | -15.86126609 | 1.18E-56 | 4.99E-56 | ENSG0000020570 | CYP2D7

3 57 2




74.0776648 | 2.374825282 0.1150148 | 20.64798494 | 1.02E-94 | 8.37E-94 | ENSG0000020577 | CATSPER2PI
1 69 1
41.7096730 | 2.261894569 0.1221639 | 18.5152381 1.56E-76 | 9.39E-76 | ENSG0000020591 | PDPK2P
1 47 8
450.877723 | 1.406394941 0.0847927 | 16.58625528 | 8.76E-62 | 4.10E-61 | ENSG0000020614 | HERC2P9
9 95 9
2419.21126 | -3.088271605 0.1391418 | -22.19512735 | 3.83E- 4.07E- ENSG0000020634 | HLA-H
74 109 108 1
227.816788 | -2.121026527 0.2856740 | -7.424639221 | 1.13E-13 | 1.94E-13 | ENSG0000021164 | IGLV7-46
8 19 9
117.052101 | -1.070956025 0.2701041 | -3.964974792 | 7.34E-05 | 9.48E-05 | ENSG0000021167 | IGLV3-9
5 2 0
144.648643 | 1.109092964 0.0866523 | 12.79934419 | 1.65E-37 | 4.87E-37 | ENSG0000021280 | RPL15P3
6 27 2
55.1112727 | 1.441594892 0.0981349 | 14.68992358 | 7.48E-49 | 2.74E-48 | ENSG0000021314 | CNN2P9
9 48 9
43.6786761 | 1.527171243 0.1267739 | 12.04641103 | 2.03E-33 | 5.46E-33 | ENSG0000021317 | RPL22P1
7 61 8
58.9040218 | 1.262940342 0.1321046 | 9.560153978 | 1.18E-21 | 2.45E-21 | ENSG0000021345 | FTHIP3
1 03 3
199.975148 | 2.780610683 0.1533448 | 18.13306022 | 1.75E-73 | 1.01E-72 | ENSG0000021361 | RPL11P3
1 11 3
81.6257938 | 2.661853095 0.1126997 | 23.61898841 | 2.46E- 3.33E- ENSG0000021369 | SECI4L1P1
6 08 123 122 3
38.9449674 | 1.005408841 0.1161494 | 8.65616752 4.88E-18 | 9.33E-18 | ENSG0000021370 | HMGB1P10
9 2 7
103.885252 | 2.40026289 0.101677 23.6067438 3.29E- 4.42E- ENSG0000021371 | PIGCP1
123 122 3
159.094397 | 1.185015044 0.1065509 | 11.12158511 | 9.85E-29 | 2.41E-28 | ENSG0000021380 | ZNF321P
6 13 1
58.2872264 | 1.899324268 0.1571040 | 12.08959671 | 1.20E-33 | 3.25E-33 | ENSG0000021383 | CFLIPS
4 22 0
305.561674 | 1.669598589 0.1420411 | 11.75433012 | 6.71E-32 | 1.76E-31 | ENSG0000021418 | ZNF788P
5 52 9
123.365777 | 2.93204111 0.0951831 | 30.80419544 | 2.30E- 1.07E- ENSG0000021419 | EEF1AIP12
4 75 208 206 9
128.288061 | 1.320315025 0.1376195 | 9.59394641 8.48E-22 | 1.78E-21 | ENSG0000021438 | RPS3AP26
2 96 9
674.721081 | 2.16021879 0.1293153 | 16.70504007 | 1.20E-62 | 5.74E-62 | ENSG0000021442 | LRRC37A4P
4 91 5
81.1289372 | 1.887291458 0.0882970 | 21.37434127 | 2.32E- 2.14E- ENSG0000021445 | RCN1P2
3 58 101 100 5
81.7192292 | 1.749283009 0.1487084 | 11.76317135 | 6.04E-32 | 1.58E-31 | ENSG0000021448 | RPL7P1
1 53 5




356.194571 | 1.290318245 0.1144718 | 11.27192784 | 1.81E-29 | 4.50E-29 | ENSG0000021482 | DDX12P

7 33 6

1210.04934 | -2.153671883 0.1621652 | -13.28072562 | 2.99E-40 | 9.35E-40 | ENSG0000021503 | RPL13P12

4 27 0

68.7046206 | 2.912743041 0.1162838 | 25.04855093 | 1.81E- 3.11E- ENSG0000021538 | ACTGIP3
94 138 137 8

37.1540475 | 1.801024518 0.1167113 | 15.43144416 | 1.01E-53 | 4.05E-53 | ENSG0000021585 | PDZKI1P1

8 39 9

49.5190910 | -1.403724584 0.1922327 | -7.302213144 | 2.83E-13 | 4.81E-13 | ENSG0000021633 | HI1-12P

6 6 1

25.1966087 | 1.227826501 0.1047042 | 11.72661664 | 9.31E-32 | 2.43E-31 | ENSG0000021662 | GAPDHP72

1 42 4

157.263201 | 1.320100427 0.1061145 | 12.440338 1.58E-35 | 4.45E-35 | ENSG0000021716 | ANKRDISEP

6 14 5

220.097649 | 2.674109836 0.1034511 | 25.84901365 | 2.50E- 5.00E- ENSG0000021822 | TATDN2P2

6 36 147 146 6

282.071613 | -1.457784129 0.0646152 | -22.56098281 | 1.05E- 1.19E- ENSG0000021828 | MORF4L1P1

2 76 112 111 3

134.596331 | -3.421583085 0.1893027 | -18.0746604 | 5.05E-73 | 2.88E-72 | ENSG0000021950 | FTHIP&

1 59 7

262.822624 | 4.400515727 0.1497948 | 29.37694745 | 1.08E- 4.03E- ENSG0000022051 | ASS1P1

2 6 189 188 7

49.2789481 | 1.412826282 0.0745923 | 18.94062582 | 5.28E-80 | 3.38E-79 | ENSG0000022084 | RPS18P9

1 76 8

67.0113721 | -2.629555353 0.1991460 | -13.20415273 | 8.30E-40 | 2.57E-39 | ENSG0000022211 | RN7SKP16

8 87 2

43.4705863 | 1.627821663 0.1182904 | 13.76123028 | 4.36E-43 | 1.43E-42 | ENSG0000022350 | RPL23APS53

4 17 8

98.2229206 | -1.365615518 0.1093341 | -12.49029396 | 8.43E-36 | 2.39E-35 | ENSG0000022355 | TMSB4XP4

3 38 1

745.846141 | 1.504923302 0.1008979 | 14.91530496 | 2.62E-50 | 9.86E-50 | ENSG0000022377 | CD99P1

7 24 3

30.2928889 | 1.436007308 0.1177907 | 12.19117446 | 3.46E-34 | 9.49E-34 | ENSG0000022380 | RPS20P14

5 27 3

51.6469025 | 2.659037463 0.1075257 | 24.72930025 | 5.18E- 8.42E- ENSG0000022408 | UBE2FPI

2 87 135 134 0

168.834771 | 1.340749188 0.1010594 | 13.26692899 | 3.60E-40 | 1.12E-39 | ENSG0000022463 | RPS27AP16

9 98 1

51.9111709 | 1.135086439 0.1036009 | 10.95633233 | 6.20E-28 | 1.49E-27 | ENSG0000022489 | RPS4XP16

1 5 2

47.9603683 | 2.218354625 0.0935590 | 23.71074807 | 2.79E- 3.86E- ENSG0000022503 | EIF4BP7

9 31 124 123 1

190.980953 | -1.019718364 0.2646042 | -3.853749696 | 1.16E-04 | 1.49E-04 | ENSG0000022510 | OR52K3P

8 02 1




53.0693849 | -2.568209842 | 0.1058347 | -24.26623239 | 4.46E- | 6.78E- | ENSG0000022513 | PSME2P2

7 17 130 129 1

263.994697 | 1.651262178 | 0.1917475 | 8.611648564 | 7.20E-18 | 1.37E-17 | ENSG0000022542 | RBMSI1P1

7 11 2

6718.78682 | 1.818133313 | 0.1408660 | 12.90682812 | 4.12E-38 | 1.23E-37 | ENSG0000022563 | MTND2P28

5 05 0

88.5983402 | 3.038998054 | 0.0860889 | 35.30066999 | 5.73E- | 5.43E- | ENSG0000022601 | CCTS8P1

8 62 273 271 5

44.8098763 | 1.256603146 | 0.1192220 | 10.54002461 | 5.65E-26 | 1.30E-25 | ENSG0000022605 | PAICSP1

5 31 5

833.337833 | -2.178149321 | 0.1225913 | -17.76756067 | 1.26E-70 | 6.87E-70 | ENSG0000022621 | WASHSP

4 54 0

76.1702892 | 2.443162826 | 0.1385506 | 17.63371406 | 1.36E-69 | 7.25E-69 | ENSG0000022622 | RPL26P19

9 66 1

172.000624 | -3.450018068 | 0.0933030 | -36.97646528 | 2.74E- | 3.30E- | ENSG0000022623 | NPIPB14P

6 79 299 297 2

49.2068865 | 1.621313459 | 0.1506960 | 10.75883249 | 5.38E-27 | 1.27E-26 | ENSG0000022625 | GTF2H2B

1 41 9

59.3108668 | -1.954915054 | 0.0976459 | -20.02043422 | 3.66E-89 | 2.72E-88 | ENSG0000022628 | TMEMI91A

4 87 7

60.9782141 | 1.982441162 0.1568615 | 12.63815706 | 1.30E-36 | 3.75E-36 | ENSG0000022649 | FTOP1

5 7 1

118.086331 | -2.857012216 | 0.1747669 | -16.34755368 | 4.53E-60 | 2.06E-59 | ENSG0000022656 | FTH1P20

2 57 4

396.127850 | -2.237941883 | 0.1589403 | -14.08038667 | 5.01E-45 | 1.72E-44 | ENSG0000022660 | FTLP3

6 71 8

742112502 | 1338689116 | 0.1029857 | 12.99878033 | 1.24E-38 | 3.75E-38 | ENSG0000022694 | ILORP3

5 48 2

60.3206131 | 2.093655657 | 0.1587754 | 13.18627138 | 1.05E-39 | 3.25E-39 | ENSG0000022703 | RPS2P36

2 11 2

96.9284295 | -1.155305078 | 0.1044654 | -11.05921018 | 1.98E-28 | 4.81E-28 | ENSG0000022723 | WASH7P

9 24 2

61.2702578 | 1.185735101 0.1251100 | 9.477539048 | 2.60E-21 | 5.38E-21 | ENSG0000022793 | RPL3P2

8 2 9

50.7658623 | 1.580843171 0.1029479 | 15.35574963 | 3.24E-53 | 1.29E-52 | ENSG0000022798 | TRIM60P18

1 65 6

50.1402067 | 2.030880932 | 0.1486842 | 13.65901476 | 1.78E-42 | 5.80E-42 | ENSG0000022805 | SEC63P1
92 7

224580303 | 1.158311822 | 0.0815424 | 14.20501623 | 8.53E-46 | 2.96E-45 | ENSG0000022840 | CCT6P1

4 5 9

41.3399832 | 1.706866128 | 0.1378874 | 12.37868777 | 3.41E-35 | 9.55E-35 | ENSG0000022844 | ANKRD49P1

3 85 6

90.3212479 | 1.595277959 | 0.1152356 | 13.84361832 | 1.39E-43 | 4.63E-43 | ENSG0000022845 | SDADIPI

2 21 1




317.196911 | 3.494148747 | 0.0896809 | 38.96201559 | 0.00E+0 | 0.00E+0 | ENSG0000022849 | RAB11FIP1P1
03 0 0 2

190.792106 | 1.612534183 | 0.1557294 | 10.35471308 | 3.98E-25 | 9.00E-25 | ENSG0000022850 | EEF1A1P11

5 9 2

62.7705944 | 2.445568176 | 0.1124762 | 21.74296942 | 8.05E- | 7.96E- | ENSG0000022892 | RPS13P2

7 74 105 104 9

178.352479 | 4.287292039 | 0.0815888 | 52.54754247 | 0.00E+0 | 0.00E+0 | ENSG0000022903 | VDACIPS8

5 21 0 0 6

119.879824 | 1.610556028 | 0.1094206 | 14.71894475 | 4.87E-49 | 1.79E-48 | ENSG0000022909 | CALM2P2

2 18 7

317.635642 | 1.987084354 | 0.1505167 | 13.20175128 | 8.57E-40 | 2.65E-39 | ENSG0000022934 | MTCO2P12

7 24 4

134.980571 | 2.082817809 | 0.1700304 | 12.24967219 | 1.69E-34 | 4.65E-34 | ENSG0000022935 | DPY19LIP1

9 94 8

1475.80451 | -1.928759906 | 0.2031222 | -9.495560385 | 2.19E-21 | 4.54E-21 | ENSG0000022939 | HLA-DRB6

6 83 1

89.4382965 | 2.463523522 | 0.1374977 | 17.91682402 | 8.72E-72 | 4.85E-71 | ENSG0000022947 | RGS17P1

3 8 3

308.546227 | -1.904494026 | 0.2156196 | -8.83265401 | 1.02E-18 | 1.99E-18 | ENSG0000022959 | PRDX3P1

9 79 8

301.990861 | 1.192581339 | 0.0915567 | 13.02559745 | 8.75E-39 | 2.65E-38 | ENSG0000022963 | RPL4P4

7 48 8

679.697706 | -4.105918448 | 0.2046945 | -20.05876234 | 1.69E-89 | 1.27E-88 | ENSG0000022964 | NAMPTP1

4 06 4

360.230629 | -1.220570812 | 0.2238467 | -5.452708489 | 4.96E-08 | 7.20E-08 | ENSG0000022975 | CXCR2P1

6 02 4

88.2741433 | 1.520834793 | 0.0811347 | 18.74456574 | 2.14E-78 | 1.34E-77 | ENSG0000022999 | RPL5P4

1 04 4

155.060616 | 1.614661551 0.2350704 | 6.868842423 | 6.47E-12 | 1.06E-11 | ENSG0000023000 | ANKRD36BP2

1 02 6

107.782382 | 2.678971547 | 0.1051228 | 25.48419415 | 2.95E- | 5.54E- | ENSG0000023006 | LRRC37A15P

2 67 143 142 9

59.5551165 | 2336517464 | 0.0862574 | 27.08773157 | 1.37E- | 3.36E- | ENSG0000023007 | RPL4P6

6 06 161 160 1

65.7598290 | 1.395642232 | 0.0958712 | 14.55745854 | 5.24E-48 | 1.90E-47 | ENSG0000023020 | RPL4P5

6 83 7

116.621924 | 1.334016956 | 0.0937816 | 14.22471901 | 6.44E-46 | 2.24E-45 | ENSG0000023022 | PHBP9

7 03 4

95.9051099 | -1.009683972 | 0.1119423 | -9.019680161 | 1.89E-19 | 3.73E-19 | ENSG0000023043 | SERPINBOPI

9 25 8

70.0571729 | 2.238744197 | 0.0702422 | 31.8717766 | 6.57E- | 3.72E- | ENSG0000023058 | ACTGIP14

1 15 223 221 1

52.7603463 | 1.960890611 0.1538575 | 12.74484175 | 3.33E-37 | 9.73E-37 | ENSG0000023059 | PPIAP40

3 88 3




107.917488 | 1.874083777 0.1091260 | 17.17357628 | 4.19E-66 | 2.12E-65 | ENSG0000023062 | RPS23P8

2 05 9

256.714529 | -2.832708904 0.1419916 | -19.949826 1.50E-88 | 1.11E-87 | ENSG0000023079 | HLA-K

2 6 5

68.5213235 | 2.441578433 0.1099675 | 22.20271895 | 3.23E- 3.44E- ENSG0000023098 | DSTNP1

7 42 109 108 2

86.7080251 | 1.114937687 0.1022107 | 10.90822213 | 1.05E-27 | 2.52E-27 | ENSG0000023158 | FAHD2CP

8 61 4

114.406021 | -3.033270653 0.1735296 | -17.47983943 | 2.04E-68 | 1.07E-67 | ENSG0000023218 | FTH1P7

8 63 7

115.036988 | 1.965576021 0.1242312 | 15.82191908 | 2.20E-56 | 9.28E-56 | ENSG0000023247 | EEF1B2P3

8 02 2

102.752544 | 1.606819579 0.0890711 | 18.03972951 | 9.50E-73 | 5.39E-72 | ENSG0000023263 | PRPSIP2

5 57 0

64.7068422 | 1.586868937 0.0877756 | 18.07869504 | 4.69E-73 | 2.68E-72 | ENSG0000023271 | RPS12P3

2 35 3

138.6052 2.697119976 0.0876492 | 30.77174573 | 6.26E- 2.87E- ENSG0000023288 | RPS11P5
35 208 206 8

42.8132851 | 1.529397102 0.1075078 | 14.22591495 | 6.33E-46 | 2.21E-45 | ENSG0000023312 | CTAGE7P

7 2 2

74.1501053 | 1.314212456 0.0959397 | 13.69830905 | 1.04E-42 | 3.40E-42 | ENSG0000023323 | HNRNPA1P49

3 58 1

387.591720 | -1.372615565 0.1170839 | -11.72334389 | 9.68E-32 | 2.53E-31 | ENSG0000023336 | GTF2IP4

9 63 9

87.2320843 | 1.907422058 0.0937550 | 20.34473454 | 5.17E-92 | 4.04E-91 | ENSG0000023338 | NKAPP1
72 2

176.378384 | 1.538384938 0.0987094 | 15.584979 9.21E-55 | 3.77E-54 | ENSG0000023342 | EIF3FP3

5 65 6

524.403312 | 2.049768223 0.1604804 | 12.77269868 | 2.33E-37 | 6.84E-37 | ENSG0000023347 | EEF1A1P6

3 34 6

83.8395064 | 1.634901247 0.1290059 | 12.67306457 | 8.34E-37 | 2.41E-36 | ENSG0000023357 | EIF4EPI

6 9 8

97.9562284 | 1.551674229 0.1340459 | 11.57568718 | 5.47E-31 | 1.41E-30 | ENSG0000023362 | CYP2T1P

5 71 2

26.8805232 | 1.167837547 0.1026927 | 11.37215414 | 5.75E-30 | 1.45E-29 | ENSG0000023389 | PAIP1P1

9 29 2

1172.34926 | 1.59114596 0.0735112 | 21.64494451 | 6.78E- 6.55E- ENSG0000023442 | ZNF37BP

8 05 104 103 0

181.480903 | -1.711517561 0.0816466 | -20.96249024 | 1.44E-97 | 1.25E-96 | ENSG0000023451 | PTGES3PI

7 72 8

116.651202 | -2.570292161 0.0856300 | -30.01625185 | 6.02E- 2.48E- ENSG0000023466 | HMGN2P5

2 17 198 196 4

44.8511027 | -1.191202688 0.0949791 | -12.54172869 | 4.41E-36 | 1.26E-35 | ENSG0000023476 | WASH4P

2 47 9




73.7185893 | 1.979102225 0.1356317 | 14.59173697 | 3.17E-48 | 1.15E-47 | ENSG0000023478 | TPT1P9

3 09 2

111.605748 | 1.354047229 0.1327184 | 10.20240528 | 1.93E-24 | 4.30E-24 | ENSG0000023479 | RPS3AP6

7 32 7

71.3203465 | 2.127565949 0.1015010 | 20.96101795 | 1.49E-97 | 1.29E-96 | ENSG0000023485 | RPL23AP42

3 79 1

64.7018274 | 2.386334437 0.1217509 | 19.60013497 | 1.54E-85 | 1.09E-84 | ENSG0000023488 | EIF3EPI

7 19 2

86.8631572 | -2.710701646 0.1791077 | -15.13447193 | 9.59E-52 | 3.71E-51 | ENSG0000023497 | FTH1P2

9 79 5

161.220003 | 3.799305302 0.1336848 | 28.41985833 | 1.15E- 3.67E- ENSG0000023517 | RPL39P3

4 78 177 176 4

173.855053 | 1.595625434 0.1272210 | 12.54215289 | 4.39E-36 | 1.25E-35 | ENSG0000023521 | TSPY26P

6 16 7

272.633432 | -4.352927511 0.2059031 | -21.14065075 | 3.36E-99 | 2.99E-98 | ENSG0000023529 | HLA-W

4 94 0

166.176655 | 1.88941526 0.0798899 | 23.65023594 | 1.17E- 1.60E- ENSG0000023531 | DUSP8PS

8 12 123 122 6

113.380566 | -2.023348359 0.1897836 | -10.66134047 | 1.54E-26 | 3.60E-26 | ENSG0000023550 | CASP17P
74 5

109.008002 | -1.736989391 0.0997116 | -17.42012495 | 5.81E-68 | 3.02E-67 | ENSG0000023550 | RPS2P7

4 49 8

203.636931 | 1.151413599 0.1000466 | 11.50876563 | 1.19E-30 | 3.04E-30 | ENSG0000023555 | RPL6P27

5 63 2

82.1808771 | -1.663632155 0.1647023 | -10.10083773 | 5.48E-24 | 1.20E-23 | ENSG0000023560 | POUSF1P3
94 2

467.191367 | -1.735172895 0.1466802 | -11.82963179 | 2.74E-32 | 7.24E-32 | ENSG0000023565 | H3P6

2 12 5

54.0194013 | 1.408737908 0.1491188 | 9.447084363 | 3.48E-21 | 7.18E-21 | ENSG0000023567 | NPM1P26

3 03 7

62.6909344 | 1.332488883 0.1232333 | 10.81273155 | 3.00E-27 | 7.11E-27 | ENSG0000023667 | MTX1P1

2 27 5

43.7990000 | 2.286254542 0.1317151 | 17.35756727 | 1.73E-67 | 8.94E-67 | ENSG0000023680 | RPL24P8

9 48 1

122.611763 | 2.495552334 0.1228640 | 20.31149013 | 1.02E-91 | 7.90E-91 | ENSG0000023729 | SMGI1P1

8 69 6

161.022330 | 1.495333341 0.0847981 | 17.63402934 | 1.35E-69 | 7.21E-69 | ENSG0000023752 | NONOP2

9 66 2

89.7211219 | 3.509182449 0.1113107 | 31.52600845 | 3.82E- 2.04E- ENSG0000023767 | KRR1P1

3 12 218 216 2

5173.81751 | 2.336064162 0.2086011 | 11.1987095 4.14E-29 | 1.02E-28 | ENSG0000023797 | MTCO1P12

1 93 3

202.596898 | 2.017407446 0.0910035 | 22.16844488 | 6.93E- 7.33E- ENSG0000023988 | PARGPI

4 62 109 108 3




27.857529 1.138814324 0.1213695 | 9.383030775 | 6.41E-21 | 1.31E-20 | ENSG0000023988 | RN7SL608P
61 4

25.1224644 | 1.16885327 0.1171588 | 9.976656442 | 1.93E-23 | 4.18E-23 | ENSG0000024008 | RPSAPI12

1 17 7

210.424355 | 1.659695159 0.0968443 | 17.13775977 | 7.76E-66 | 3.92E-65 | ENSG0000024022 | ZNF542P

4 47 5

5029.30132 | -2.283544166 0.1017333 | -22.44636071 | 1.39E- 1.55E- ENSG0000024034 | RPS2P5

1 81 111 110 2

39.2408293 | 1.737237977 0.1447852 | 11.99871954 | 3.61E-33 | 9.67E-33 | ENSG0000024039 | RPL5P23

2 81 5

53.0264803 | 1.968244235 0.1601046 | 12.29348619 | 9.82E-35 | 2.72E-34 | ENSG0000024040 | MTATP8P1

4 44 9

60.5490743 | 2.234610936 0.1026354 | 21.77230367 | 4.25E- 4.22E- ENSG0000024061 | RPS6P25

5 85 105 104 6

88.7814345 | 3.054931243 0.0944728 | 32.33661606 | 2.14E- 1.28E- ENSG0000024097 | RPL23AP64

1 18 229 227 0

52.2844666 | 1.728771177 0.1065365 | 16.22702444 | 3.25E-59 | 1.46E-58 | ENSG0000024197 | ELOCP19

2 49 5

286.532017 | 2.605170723 0.1847095 | 14.10414743 | 3.58E-45 | 1.23E-44 | ENSG0000024219 | CRYZL2P

8 5 3

68.7587316 | 2.411122527 0.1737190 | 13.87944045 | 8.44E-44 | 2.82E-43 | ENSG0000024277 | ZNF702P

8 01 9

54.8279649 | -1.796661118 0.1759717 | -10.20993782 | 1.79E-24 | 3.98E-24 | ENSG0000024296 | FTH1P23

3 98 0

74.9523837 | 1.885318563 0.1581191 | 11.92340579 | 8.94E-33 | 2.38E-32 | ENSG0000024299 | FTH1P4

7 31 2

37.3916476 | 1.384511096 0.1688901 | 8.197701933 | 2.45E-16 | 4.50E-16 | ENSG0000024317 | RPSAP36

6 48 5

68.0957164 | 1.899211626 0.1313800 | 14.45586099 | 2.30E-47 | 8.25E-47 | ENSG0000024332 | PTPRVP

5 42 3

25.5160341 | -1.629969165 0.1068486 | -15.25493907 | 1.53E-52 | 6.01E-52 | ENSG0000024341 | RPS3API8

2 19 7

39.0264633 | 1.707081796 0.1487147 | 11.47890021 | 1.68E-30 | 4.29E-30 | ENSG0000024354 | RN7SL172P

3 52 4

55.1051588 | 1.092190091 0.1073282 | 10.17616216 | 2.53E-24 | 5.61E-24 | ENSG0000024365 | RN7SL834P

7 91 0

811.741521 | -2.990943205 0.1359383 | -22.00220922 | 2.74E- 2.82E- ENSG0000024375 | HLA-L

2 13 107 106 3

200.858789 | 1.670400046 0.0939934 | 17.77144734 | 1.18E-70 | 6.42E-70 | ENSG0000024402 | FAM86DP

1 72 6

64.7667708 | 2.291026635 0.1058658 | 21.64085262 | 7.41E- 7.14E- ENSG0000024455 | ODCP
21 104 103 6

95.9742245 | 3.471361532 0.0919906 | 37.73601109 | 0.00E+0 | 0.00E+0 | ENSG0000024520 | EEF1A1P4

5 86 0 0 5




203.491602 | -1.337979264 | 0.2148388 | -6.227826882 | 4.73E-10 | 7.32E-10 | ENSG0000024608 | NUDT16P1
9 66 2

1548.24001 | 4.384286143 | 0.1548411 | 28.31473493 | 2.28E- | 7.06E- | ENSG0000024762 | MTND4P12
6 51 176 175 7

158.971002 | 4.19232929 0.1188156 | 35.28432205 | 1.02E- | 9.56E- | ENSG0000024892 | MTND5PI1
6 4 272 271 3

91.3001432 | 2.630798811 0.1125764 | 23.36900705 | 8.83E- | 1.14B- | ENSG0000024897 | KRT8P46
8 05 121 119 1

150.727562 | 2.894772032 | 0.0932232 | 31.05203615 | 1.07E- | 5.27E- | ENSG0000024926 | EEF1A1P9
7 6 211 210 4

59.9431344 | 2.463314125 | 0.1571118 | 15.67872527 | 2.11E-55 | 8.77E-55 | ENSG0000024927 | PDLIM1P4
5 88 4

38.9790880 | 1.050095112 | 0.1373987 | 7.642681431 | 2.13E-14 | 3.73E-14 | ENSG0000024945 | ZNF286B
9 81 9

166.925733 | 2.529321598 | 0.1074849 | 23.53186352 | 1.93E- | 2.56E- | ENSG0000024985 | EEF1A1P19
2 68 122 121 5

190.801869 | 1.896405039 | 0.0962370 | 19.70555152 | 1.93E-86 | 1.39E-85 | ENSG0000025018 | EEF1AIP13
4 95 2

48.6994396 | 1.566409042 | 0.1036767 | 15.10858614 | 1.42E-51 | 5.48E-51 | ENSG0000025053 | KRT8P33
7 46 9

92.9933523 | 2390032565 | 0.0666752 | 35.84589306 | 2.13E- | 2.17E- | ENSG0000025095 | GLUD1P3
3 13 281 279 9

33.9966273 | 1.245792425 | 0.1104733 | 11.27686176 | 1.71E-29 | 4.26E-29 | ENSG0000025159 | MSNPI

5 26 3

54.8694784 | 1.092860789 | 0.1482793 | 7.370283693 | 1.70E-13 | 2.91E-13 | ENSG0000025163 | NAIPP4
3 38 4

52.9674203 | 1.086072074 | 0.1338262 | 8.115536956 | 4.84E-16 | 8.82E-16 | ENSG0000025166 | FAMSGEP
4 74 9

37.9663980 | 1.380208608 | 0.1530952 | 9.015356187 | 1.96E-19 | 3.88E-19 | ENSG0000025332 | SUMO2P19
6 94 8

37.8645868 | -1.044905686 | 0.1655643 | -6.311176382 | 2.77E-10 | 4.31E-10 | ENSG0000025357 | RNF5P1
9 3 0

78.5413519 | 1.340026246 | 0.0908861 | 14.74400657 | 3.36E-49 | 1.24E-48 | ENSG0000025463 | SMG1P6
4 67 4

174354841 | 1.150473489 | 0.1984960 | 5.795951422 | 6.79E-09 | 1.01E-08 | ENSG0000025468 | PKD1P5
3 54 1

85.3899731 | -2.606917513 | 0.1080390 | -24.12939217 | 1.23E- | 1.82E- | ENSG0000025518 | PDXDC2P
9 88 128 127 5

60.9004203 | 2.743051069 | 0.1098730 | 24.96563879 | 1.44E- | 2.43E- | ENSG0000025564 | PABPCIP4
9 58 137 136 2

53.7218673 | -1.509897727 | 0.1644749 | -9.180105041 | 4.31E-20 | 8.64E-20 | ENSG0000025576 | GOLGA2P10
4 95 9

46.3534290 | -1.35328217 0.1802103 | -7.509459514 | 5.94E-14 | 1.03E-13 | ENSG0000025598 | TOMM20P2
5 29 7




40.5007529 | 1.618162345 0.1492417 | 10.8425595 2.16E-27 | 5.15E-27 | ENSG0000025630 | CCDC150P1

6 31 4

436.326477 | 1.647279367 0.0587118 | 28.05699361 | 3.28E- 9.64E- ENSG0000025712 | RRN3P3

2 99 173 172 2

86.7734956 | -2.418361953 0.1962832 | -12.32077351 | 7.00E-35 | 1.95E-34 | ENSG0000025835 | IFITM3P6

9 89 2

50.6937217 | 1.950428281 0.1446188 | 13.4866833 1.87E-41 | 5.98E-41 | ENSG0000025920 | PRKXP1

5 24 5

42.5266114 | 1.70982634 0.1010143 | 16.926562 2.87E-64 | 1.41E-63 | ENSG0000025931 | ACTGI1P17

2 9 5

79.7778824 | 1.5537172 0.1559544 | 9.962635221 | 2.22E-23 | 4.81E-23 | ENSG0000025965 | PIGHPI

3 4 7

36.3057501 | -2.259117214 0.1478159 | -15.2833067 | 9.88E-53 | 3.90E-52 | ENSG0000025985 | RAB43P1

4 97 6

40.2143214 | 1.251683337 0.0994145 | 12.59054617 | 2.38E-36 | 6.83E-36 | ENSG0000025991 | HNRNPLP2

7 39 7

39.4407538 | 1.383349034 0.1359118 | 10.17827916 | 2.48E-24 | 5.49E-24 | ENSG0000026072 | SLC7A5P1

7 78 7

112.077486 | 2.681749668 0.2397353 | 11.1862941 4.76E-29 | 1.18E-28 | ENSG0000026137 | PDCD6IPP2

4 09 7

245.886370 | 3.518402508 0.1698960 | 20.70914566 | 2.86E-95 | 2.38E-94 | ENSG0000026290 | MTCO1P40

2 72 2

274.206305 | 2.835917535 0.2136949 | 13.27086812 | 3.42E-40 | 1.07E-39 | ENSG0000026294 | ALOX12P2

7 53 3

278.676513 | 2.499494956 0.0936803 | 26.68109532 | 7.80E- 1.78E- ENSG0000026314 | LRRC37A17P

5 73 157 155 2

127.826872 | 1.748241606 0.1391827 | 12.56076416 | 3.47E-36 | 9.92E-36 | ENSG0000026326 | RPS7P1

9 43 6

200.422649 | -2.253952527 0.1426444 | -15.80118933 | 3.05E-56 | 1.29E-55 | ENSG0000026356 | UBBP4

7 86 3

100.106498 | 1.209389912 0.1516494 | 7.974903968 | 1.52E-15 | 2.75E-15 | ENSG0000026407 | DND1P1
64 0

844.807104 | 2.28233411 0.0733736 | 31.10562498 | 2.02E- 1.01E- ENSG0000026453 | SUZ12P1
78 212 210 8

60.1695213 | -1.034365593 0.2124415 | -4.86894105 1.12E-06 | 1.56E-06 | ENSG0000026578 | CYP4F35P

5 93 7

1835.45222 | -1.26889734 0.0641897 | -19.76791137 | 5.63E-87 | 4.07E-86 | ENSG0000026580 | SEC22B

5 53 8

190.555581 | 1.345034663 0.1017128 | 13.22383877 | 6.39E-40 | 1.98E-39 | ENSG0000026677 | SH3GL1P1

1 75 7

282.250457 | 4.101098702 0.1248515 | 32.84779211 | 1.22E- 7.95E- ENSG0000026702 | LRRC37A16P

3 79 236 235 3

25.4052619 | 1.169831693 0.1006177 | 11.62649452 | 3.02E-31 | 7.81E-31 | ENSG0000026735 | RPL9P29

2 48 5




28.2447566 | 1.489464273 0.1214960 | 12.25936307 | 1.50E-34 | 4.13E-34 | ENSG0000026754 | MTCO2P2
57 1
110.361108 | 1.667999524 0.1849684 | 9.01774928 1.92E-19 | 3.79E-19 | ENSG0000026884 | SIGLEC22P
1 96 9
305.157763 | 1.239124636 0.0898971 | 13.78379585 | 3.19E-43 | 1.05E-42 | ENSG0000026983 | IPO5P1
7 99 7
69.5965159 | -2.01596088 0.1453120 | -13.87331842 | 9.19E-44 | 3.07E-43 | ENSG0000027169 | SNX29P2
2 &9 9
306.673847 | -4.117658958 0.1078616 | -38.17539016 | 0.00E+0 | 0.00E+0 | ENSG0000027255 | GTF2IP13
1 08 0 0 6
266.669219 | -1.483518452 0.0728765 | -20.3565854 | 4.06E-92 | 3.18E-91 | ENSG0000027265 | POLR2J4
2 86 5
56.1766270 | -1.381166854 0.1001021 | -13.79757397 | 2.64E-43 | 8.71E-43 | ENSG0000027448 | NPEPPSPI
7 53 7
88.8838868 | 3.255550334 0.1945359 | 16.7349531 7.29E-63 | 3.48E-62 | ENSG0000027496 | RN7SL600P
1 7 3
1602.21042 | 1.337160845 0.1196001 | 11.18025846 | 5.09E-29 | 1.26E-28 | ENSG0000027655 | HERC2P2
8 73 0
611.751283 | 2.500103671 0.0892731 | 28.00511087 | 1.41E- 4.11E- ENSG0000027707 | STAG3L2
6 22 172 171 2
60.6250559 | 2.618336056 0.1892261 | 13.83707099 | 1.52E-43 | 5.06E-43 | ENSG0000027745 | RN7SL473P
78 2
67.6701582 | 2.729787384 0.1027794 | 26.5596512 1.99E- 4.45E- ENSG0000027777 | PGM5P2
5 89 155 154 8
181.543555 | -1.061846092 0.0984848 | -10.78182298 | 4.19E-27 | 9.92E-27 | ENSG0000027945 | WASH9P
5 38 7
100.468696 | 2.270123446 0.1230962 | 18.44186039 | 6.06E-76 | 3.62E-75 | ENSG0000028003 | RN7SKP23
7 28 9
655.755307 | 2.036582622 0.0986157 | 20.65169059 | 9.43E-95 | 7.76E-94 | ENSG0000028149 | CICP14
7 82 0
409.488196 | 1.469033396 0.1117095 | 13.15047271 | 1.69E-39 | 5.21E-39 | ENSG0000000046 | Clorfl12
4 51 0
34632.7074 | -3.744351388 0.2069477 | -18.09321977 | 3.60E-73 | 2.06E-72 | ENSG0000000093 | FGR
3 65 8
279.025051 | 2.094553294 0.2218488 | 9.441352104 | 3.68E-21 | 7.58E-21 | ENSG0000000097 | CFH
5 7 1
1171.70638 | 1.129606929 0.0837290 | 13.49121889 | 1.76E-41 | 5.63E-41 | ENSG0000000108 | GCLC
6 49 4
1142.28436 | 1.627801747 0.1036145 | 15.71016993 | 1.29E-55 | 5.36E-55 | ENSG0000000163 | KRIT1
9 22 1
760.251493 | 2.165593888 0.0619240 | 34.9717775 6.04E- 5.32E- ENSG0000000201 | RADS2
4 44 268 266 6
465.427531 | -1.361555607 0.0777178 | -17.51920513 | 1.02E-68 | 5.37E-68 | ENSG0000000233 | BAD
87 0




2577.93660 | -1.300863883 | 0.1060178 | -12.27023476 | 1.31E-34 | 3.62E-34 | ENSG0000000254 | LAP3

7 48 9

130837412 | -1.273001773 | 0.0795240 | -16.00775864 | 1.13E-57 | 4.89E-57 | ENSG0000000282 | MADILI

2 48 2

11848.2720 | -1.493639075 | 0.0966630 | -15.45202155 | 7.31E-54 | 2.95E-53 | ENSG0000000283 | LASPI

5 2 4

1747.43095 | -1.86351348 0.0943909 | -19.74249436 | 9.31E-87 | 6.72E-86 | ENSG0000000291 | SNXI1

6 85 9

886.859719 | -2.3021763 0.2868672 | -8.02523246 | 1.01E-15 | 1.83E-15 | ENSG0000000293 | TMEMI76A

3 42 3

125.646012 | -2.366483687 | 0.2101877 | -11.25890514 | 2.09E-29 | 5.21E-29 | ENSG0000000324 | DBNDDI

9 28 9

1432.85239 | 2.604980241 | 0.1086935 | 23.96628076 | 6.25E- | 8.95E- | ENSG0000000339 | ALS2

7 54 127 126 3

18177.7521 | -1.703351091 | 0.1177460 | -14.46631589 | 1.98E-47 | 7.09E-47 | ENSG0000000340 | CFLAR

5 18 2

778.846825 | 4.075592 0.1934026 | 21.07309533 | 1.40E-98 | 1.24E-97 | ENSG0000000343 | TFPI

8 27 6

212.483488 | 3.012840893 | 0.0906410 | 33.23925153 | 2.92E- | 2.06E- | ENSG0000000398 | MTMR7

4 57 242 240 7

2920.37626 | -1.884967094 | 0.0862030 | -21.86659978 | 5.40E- | 5.45E- | ENSG0000000405 | ARFS

4 27 106 105 9

6916.98066 | 1.504099025 | 0.1727098 | 8.708820962 | 3.07E-18 | 5.90E-18 | ENSG0000000439 | PLXNDI
34 9

3845.54798 | 2.279449639 | 0.1410018 | 16.16609315 | 8.7SE-59 | 3.88E-58 | ENSG0000000446 | CD38

5 87 8

1296.00067 | -2.211673128 | 0.1529867 | -14.45663279 | 2.28E-47 | 8.16E-47 | ENSG0000000466 | CAMKK 1

5 4 0

536.693111 | 2.677611435 | 0.1963084 | 13.63981787 | 2.32E-42 | 7.54E-42 | ENSG0000000480 | SLC22A16

4 45 9

13075.9753 | -3.002842182 | 0.3051686 | -9.83994395 | 7.58E-23 | 1.62E-22 | ENSG0000000493 | SLC4Al

2 27 9

520.691243 | -1.147884975 | 0.0581471 | -19.74102228 | 9.58E-87 | 6.91E-86 | ENSG0000000496 | HCCS

2 9 1

5713.60706 | -1.695948982 | 0.0795011 | -21.33239076 | 5.68E- | 5.21E- | ENSG0000000500 | UPF1

9 21 101 100 7

4913.52388 | -1.071601166 | 0.1513984 | -7.078017622 | 1.46E-12 | 2.44E-12 | ENSG0000000502 | SKAP2

4 88 0

974.255982 | -2.166492616 | 0.0768175 | -28.2030924 | 5.36E- | 1.62E- | ENSG0000000507 | POLR2J

9 56 175 173 5

887.949923 | 1.008352308 | 0.1250737 | 8.062063757 | 7.50E-16 | 1.36E-15 | ENSG0000000510 | DHX33

1 2 0

137434542 | 1.079603568 | 0.0658838 | 16.38647444 | 2.39E-60 | 1.09E-59 | ENSG0000000515 | LIG3

2 22 6




1358.68192 | 3.818950448 | 0.1720877 | 22.1918751 | 4.11E- | 437E- | ENSG0000000518 | ACSM3

5 77 109 108 7

460.611951 | 2.161828489 | 0.1491615 | 14.49320458 | 1.34E-47 | 4.81E-47 | ENSG0000000518 | REXO5

1 24 9

4078.22858 | -2.710509775 | 0.1381821 | -19.6154877 | 1.14E-85 | 8.09E-85 | ENSG0000000523 | FAM214B

9 25 8

68.6305245 | -1.338714133 | 0.1769757 | -7.564391514 | 3.90E-14 | 6.79E-14 | ENSG0000000524 | COPZ2
86 3

5688.38187 | -2.383735314 | 0.1188585 | -20.0552303 | 1.82E-89 | 1.36E-88 | ENSG0000000530 | MSL3

1 36 2

5584.43501 | 1.965637392 | 0.1796194 | 10.94334472 | 7.15E-28 | 1.72E-27 | ENSG0000000537 | TSPOAP1

5 35 9

95251.6817 | 3.977248672 | 0.3193635 | 12.45367091 | 1.34E-35 | 3.77E-35 | ENSG0000000538 | MPO

1 6 1

482.932234 | 1.143580865 | 0.1047292 | 10.91939778 | 9.31E-28 | 2.23E-27 | ENSG0000000543 | GCFC2

2 98 6

433.708318 | -1.40559208 0.1202910 | -11.68492995 | 1.52E-31 | 3.96E-31 | ENSG0000000544 | WDR54

4 15 8

66.6959930 | -1.539891344 | 0.1669180 | -9.225433328 | 2.82E-20 | 5.69E-20 | ENSG0000000547 | ABCB4

6 5 1

2881.74277 | -2.796846009 | 0.1189209 | -23.51852675 | 2.64E- | 3.49E- | ENSG0000000548 | RHBDD2

4 7 122 121 6

1636.64072 | 1.317791056 | 0.1194721 | 11.0301074 | 2.74E-28 | 6.64E-28 | ENSG0000000570 | IBTK

4 87 0

936.787478 | 1.582853406 | 0.1061446 | 14.91223297 | 2.74E-50 | 1.03E-49 | ENSG0000000580 | ZNF195

5 27 1

6267.89688 | 1.809124727 | 0.0956105 | 18.92180768 | 7.54E-80 | 4.82E-79 | ENSG0000000581 | MYCBP2

1 65 0

15582.5992 | -1.535822212 | 0.1296888 | -11.84235842 | 2.36E-32 | 6.23E-32 | ENSG0000000584 | ITGAL

2 81 4

1685.51523 | 1.017775166 | 0.0754804 | 13.4839546 | 1.94E-41 | 6.20E-41 | ENSG0000000588 | ZFX

6 65 9

3473.96342 | -2.206415211 | 0.2700858 | -8.169309588 | 3.10E-16 | 5.68E-16 | ENSG0000000596 | ITGA2B

4 85 1

896.178736 | -1.026933037 | 0.0817225 | -12.56609253 | 3.24E-36 | 9.28E-36 | ENSG0000000601 | REXIBD

9 43 5

48.3738660 | 1.711812477 | 0.0866544 | 19.75445922 | 7.34B-87 | 5.31E-86 | ENSG0000000601 | CRLF1

9 84 6

1332.26320 | -1.220214769 | 0.0829962 | -14.70203847 | 6.25E-49 | 2.30E-48 | ENSG0000000606 | MAP3K14

7 98 2

165.056639 | -2.866527702 | 0.1675668 | -17.1067759 | 1.32E-65 | 6.61E-65 | ENSG0000000632 | TNFRSF12A

7 7

193.029818 | -1.760319751 | 0.1512057 | -11.64188169 | 2.52E-31 | 6.54E-31 | ENSG0000000643 | MAP3K9

8 76 2




2526.48810 | -1.308962324 | 0.1626771 | -8.046379441 | 8.53E-16 | 1.54E-15 | ENSG0000000645 | KDM7A

3 81 9

150.279776 | -2.296968394 | 0.1600703 | -14.34974136 | 1.07E-46 | 3.79E-46 | ENSG0000000655 | TTC22

8 69 5

42556095 | -2.291230362 | 0.1281681 | -17.87675664 | 1.79E-71 | 9.92E-71 | ENSG0000000665 | IFRDI
24 2

2440.44345 | -1.986220302 | 0.0698092 | -28.45209466 | 4.59E- | 1.47E- | ENSG0000000671 | PAF1

6 82 178 176 2

1394.68760 | 1.50797362 0.1287226 | 11.71490216 | 1.07E-31 | 2.79E-31 | ENSG0000000675 | ARSD

9 82 6

1785.79326 | -1.115252744 | 0.0883842 | -12.61823273 | 1.68E-36 | 4.82E-36 | ENSG0000000704 | MARK4

8 27 7

1363.57340 | -2.476732566 | 0.0909303 | -27.23769777 | 2.32E- | 5.82E- | ENSG0000000708 | CCDC124

1 2 163 162 0

798.930124 | -2.716157254 | 0.1413470 | -19.21622966 | 2.71E-82 | 1.80E-81 | ENSG0000000712 | CEACAM21

2 44 9

6660.31650 | 1.383092476 | 0.0456734 | 30.28218264 | 1.97E- | 8.54E- | ENSG0000000720 | KIAA0100

8 74 201 200 2

10349.1758 | -1.586440614 | 0.1842347 | -8.610973835 | 7.24E-18 | 1.38E-17 | ENSG0000000723 | GAS7

1 5 7

576.169449 | -1.370101238 | 0.0833657 | -16.43481779 | 1.08E-60 | 4.95E-60 | ENSG0000000725 | TRAPPC6A

1 7 5

2087.38589 | -2.151887841 | 0.2151118 | -10.00357702 | 1.47E-23 | 3.20E-23 | ENSG0000000726 | MATK

9 38 4

1521.21876 | -2.224460242 | 0.1159041 | -19.19223301 | 4.30E-82 | 2.85E-81 | ENSG0000000731 | CD79B

3 91 2

416.878459 | 1.681380157 | 0.0594844 | 28.2658624 | 9.09E- | 2.78E- | ENSG0000000734 | ST7L

6 81 176 174 1

758.667076 | -4.547635075 | 0.3072876 | -14.79927877 | 1.48E-49 | 5.50E-49 | ENSG0000000735 | TKTLI

6 15 0

934.922855 | -1.04485983 0.0763979 | -13.67653896 | 1.40E-42 | 4.58B-42 | ENSG0000000737 | RPUSDI

8 71 6

156.135589 | 1.968136633 | 0.1883173 | 10.45117227 | 1.45E-25 | 3.30E-25 | ENSG0000000738 | RHBDF1

6 09 4

564.585003 | -2.207233775 | 0.2067811 | -10.67424947 | 1.34E-26 | 3.14E-26 | ENSG0000000751 | BAIAP3

3 68 6

769.297881 | -1.680287189 | 0.0723042 | -23.23912612 | 1.83E- | 2.30E- | ENSG0000000752 | TSR3

5 33 119 118 0

2263.54046 | -1.030292007 | 0.1025358 | -10.0481134 | 9.36E-24 | 2.05E-23 | ENSG0000000794 | MYLIP

1 66 4

1459.42835 | -1.46197834 0.1251621 | -11.68067392 | 1.60E-31 | 4.16E-31 | ENSG0000000796 | E2F2

2 57 8

203.852294 | -3.019914731 | 0.2205421 | -13.6931391 | 1.12E-42 | 3.65E-42 | ENSG0000000805 | SYNI

9 79 6




391.776497 | -1.029478187 | 0.1498033 | -6.872198248 | 6.32E-12 | 1.04E-11 | ENSG0000000808 | CDKL5
1 31 6

1058.34965 | -2.196770219 | 0.0789830 | -27.81319089 | 3.00E- | 8.40E- | ENSG0000000812 | CDK11A
1 35 170 169 8

9928.77008 | -2.698102994 | 0.1269493 | -21.25338223 | 3.07E- | 2.78E-99 | ENSG0000000813 | NADK
9 47 100 0

242354462 | -1.086628222 | 0.1525354 | -7.123774731 | 1.05E-12 | 1.76E-12 | ENSG0000000822 | DLECI
9 55 6

79.1795619 | 1.287585652 | 0.2533073 | 5.08309679 | 3.71E-07 | 5.24E-07 | ENSG0000000831 | AASS
2 25 1

132512766 | 2.371449229 | 0.1423958 | 16.65391557 | 2.83E-62 | 1.34E-61 | ENSG0000000832 | PLEKHG6
8 96 3

271448241 | 2.078738362 | 0.1634247 | 12.71985317 | 4.59E-37 | 1.34E-36 | ENSG0000000839 | MGST1
2 14 4

466827605 | -6.710862251 | 0.2732445 | -24.55990991 | 3.39E- | 5.38E- | ENSG0000000843 | PGLYRPI
1 79 133 132 8

23215.0738 | -6.87048463 0.2521540 | -27.24716817 | 1.80E- | 4.50E- | ENSG0000000851 | MMP25
9 8 163 162 6

339227658 | -4.885336486 | 0.1564100 | -31.2341564 | 3.66E- | 1.88E- | ENSG0000000851 | IL32
4 67 214 212 7

2902.33461 | 1.30675588 0.0871659 | 14.99159133 | 8.33E-51 | 3.16E-50 | ENSG0000000871 | PKDI
2 22 0

2702.04813 | 1.796536725 | 0.0596547 | 30.11559126 | 3.03E- | 1.27E- | ENSG0000000886 | HEATRSB
1 05 199 197 9

1887.91913 | 2.230429054 | 0.0987524 | 22.58605715 | 5.94E- | 6.78E- | ENSG0000000941 | REV3L
4 75 113 112 3

437.561433 | -1.002709287 | 0.2309322 | -4.34200543 | 1.41E-05 | 1.88E-05 | ENSG0000000969 | TENMI
1 97 4

233.419793 | 2.813664167 | 0.1112975 | 25.28055044 | 5.23B- | 9.49E- | ENSG0000000972 | MASP2
6 83 141 140 4

501.545423 | 1.013965335 | 0.0661454 | 15.32933911 | 4.87E-53 | 1.94E-52 | ENSG0000000983 | POMT2
3 04 0

4295.89563 | -1.610790003 | 0.0744368 | -21.63969663 | 7.60E- | 7.32E- | ENSG0000001025 | UQCRC]
7 1 104 103 6

273.155189 | -2.870022245 | 0.2043736 | -14.04301408 | 8.50E-45 | 2.89E-44 | ENSG0000001031 | GIPR
6 64 0

316.862675 | 1.71878662 0.0619738 | 27.73405441 | 2.71B- | 7.39B- | ENSG0000001031 | PHF7
1 68 169 168 8

8496.09881 | -1.687309057 | 0.0864608 | -19.51530516 | 8.14E-85 | 5.68E-84 | ENSG0000001040 | IDS

4 08 4

539.085726 | -1.389623605 | 0.0952687 | -14.58635349 | 3.43E-48 | 1.25E-47 | ENSG0000001053 | ZNF200
3 46 9

113.441512 | -1.286296706 | 0.1583239 | -8.124462384 | 4.49E-16 | 8.20E-16 | ENSG0000001070 | HFE

3 17 4




1528.34253 | 1.746905922 0.0936882 | 18.64595192 | 1.36E-77 | 8.37E-77 | ENSG0000001080 | SCMH1
13 3

4198.21443 | -1.980505612 0.1424738 | -13.90083363 | 6.26E-44 | 2.10E-43 | ENSG0000001081 | FYN

6 73 0

2107.83268 | -1.956357726 0.0735162 | -26.6112375 | 5.03E- 1.14E- ENSG0000001100 | LYPLA2
25 156 154 9

984.366184 | 1.058788459 0.2047771 | 5.170441229 | 2.34E-07 | 3.32E-07 | ENSG0000001102 | MRC2

1 96 8

169.307700 | -2.007369716 0.2073974 | -9.678852203 | 3.71E-22 | 7.82E-22 | ENSG0000001110 | TSPAN9

4 96 5

1361.75817 | 1.362038864 0.0676217 | 20.14201386 | 3.16E-90 | 2.40E-89 | ENSG0000001111 | BTBD7

4 82 4

717.263374 | -1.258497296 0.0670751 | -18.76248357 | 1.53E-78 | 9.57E-78 | ENSG0000001113 | APBA3

5 98 2

2819.64296 | -3.244552585 0.1503245 | -21.58364452 | 2.56E- 2.44E- ENSG0000001119 | ABHD5

4 93 103 102 8

3319.71076 | -1.42240837 0.0842005 | -16.89309144 | 5.06E-64 | 2.47E-63 | ENSG0000001124 | AKAPSL

7 96 3

1662.16894 | 1.818359069 0.0777908 | 23.37498404 | 7.68E- 9.89E- ENSG0000001125 | MBTD1

4 15 121 120 8

1486.33736 | 2.092138134 0.0834610 | 25.06722944 | 1.13E- 1.96E- ENSG0000001129 | TTC19

2 84 138 137 5

1588.32685 | 1.250878608 0.0872079 | 14.34363782 | 1.17E-46 | 4.13E-46 | ENSG0000001140 | PIK3C2A

1 05 5

11430.7241 | -3.848659425 0.2209149 | -17.42145089 | 5.67E-68 | 2.96E-67 | ENSG0000001142 | PLAUR

8 77 2

815.799332 | 1.691912137 0.1845677 | 9.166891275 | 4.87E-20 | 9.75E-20 | ENSG0000001142 | ANLN

6 11 6

183.022793 | -1.354617791 0.2334303 | -5.803091848 | 6.51E-09 | 9.71E-09 | ENSG0000001146 | DCN
55 5

485.705929 | 2.408995909 0.1003965 | 23.99480416 | 3.15E- 4.54E- ENSG0000001156 | MAP4K3

2 65 127 126 6

383.955509 | -3.062676329 0.1891537 | -16.19146901 | 5.79E-59 | 2.58E-58 | ENSG0000001159 | ZBTB32

8 03 0

20830.5478 | -3.431339844 0.2358388 | -14.5495122 | 5.88E-48 | 2.13E-47 | ENSG0000001160 | TYROBP

7 24 0

1283.65809 | 1.772338535 0.1414738 | 12.52767738 | 5.27E-36 | 1.50E-35 | ENSG0000001204 | BRCAI
33 8

244236241 | -3.291561324 0.1703149 | -19.32632389 | 3.23E-83 | 2.18E-82 | ENSG0000001212 | CD22

9 21 4

86.6434495 | -1.23094292 0.1399949 | -8.792765585 | 1.46E-18 | 2.82E-18 | ENSG0000001217 | SEMA3B

5 66 1

413.479018 | 1.583550776 0.1197411 | 13.22477838 | 6.31E-40 | 1.96E-39 | ENSG0000001217 | MBTPS2

8 96 4




38916.2100 | -5.908917869 0.3707611 | -15.93726294 | 3.49E-57 | 1.50E-56 | ENSG0000001222 | LTF

8 46 3

2163.17700 | -1.731720152 0.1276907 | -13.56183268 | 6.74E-42 | 2.18E-41 | ENSG0000001223 | EXTL3

4 18 2

4237.77980 | -1.155073039 0.0823781 | -14.02159397 | 1.15E-44 | 3.90E-44 | ENSG0000001266 | ELOVL5

4 55 0

18963.8288 | -3.838746421 0.2047563 | -18.74787633 | 2.01E-78 | 1.26E-77 | ENSG0000001277 | ALOXS5

1 34 9

4693.83096 | -1.336117618 0.0929360 | -14.37674955 | 7.24E-47 | 2.57E-46 | ENSG0000001282 | CALCOCOI1

5 02 2

1323.73745 | 1.578794161 0.0837117 | 18.8598908 2.44E-79 | 1.55E-78 | ENSG0000001298 | MAP4K5

5 34 3

1837.20291 | -1.326314673 0.0561556 | -23.61856423 | 2.48E- 3.36E- ENSG0000001327 | PSMC4

5 01 123 122 5

58662.8710 | -5.885137096 0.1861358 | -31.61743093 | 2.13E- 1.16E- ENSG0000001330 | SLC25A39

1 41 219 217 6

11794.1191 | -3.366091022 0.1276558 | -26.36847375 | 3.15E- 6.86E- ENSG0000001336 | MVP

3 91 153 152 4

942.639322 | 1.022349507 0.0667858 | 15.30787176 | 6.77E-53 | 2.68E-52 | ENSG0000001352 | ANGELI1

9 68 3

2439.20020 | -3.18158687 0.2029975 | -15.67302836 | 2.31E-55 | 9.58E-55 | ENSG0000001372 | CD6

7 83 5

6293.17260 | -1.083442426 0.0840873 | -12.88472685 | 5.49E-38 | 1.63E-37 | ENSG0000001381 | TACC3

9 41 0

2925.51366 | -1.441415501 0.1169546 | -12.32456513 | 6.68E-35 | 1.86E-34 | ENSG0000001416 | ZC3H3
74 4

7658.84606 | -1.03629005 0.0825442 | -12.55435714 | 3.76E-36 | 1.07E-35 | ENSG0000001421 | CAPNI

3 54 6

1299.74929 | 1.292671441 0.0853011 | 15.15421346 | 7.11E-52 | 2.76E-51 | ENSG0000001517 | ZMYNDI11

5 24 1

14030.0747 | -2.957939704 0.1249900 | -23.66539614 | 8.19E- 1.12E- ENSG0000001528 | WAS

3 78 124 122 5

2803.12584 | -1.670546149 0.0802397 | -20.81942269 | 2.89E-96 | 2.45E-95 | ENSG0000001547 | BID

2 92 5

637.840577 | 2.949435951 0.0856561 | 34.43343857 | 7.97E- 6.49E- ENSG0000001547 | MATR3

8 55 260 258 9

3063.50003 | 1.043559361 0.0942627 | 11.07075094 | 1.74E-28 | 4.24E-28 | ENSG0000001726 | ATP2ClI

7 44 0

2959.72557 | -2.699344714 0.1431657 | -18.85467905 | 2.69E-79 | 1.71E-78 | ENSG0000001748 | SLC38A5

1 74 3

3966.57589 | -1.007592239 0.0684215 | -14.7262316 | 4.37E-49 | 1.61E-48 | ENSG0000001779 | RALBPI

2 94 7

942.156353 | 1.365563747 0.0936350 | 14.58389443 | 3.56E-48 | 1.29E-47 | ENSG0000001818 | RUFY3

5 54 9




40821.0908 | -5.099754705 0.2707488 | -18.83573681 | 3.85E-79 | 2.43E-78 | ENSG0000001828 | SLC11A1

9 83 0

1788.42260 | 1.284740445 0.0798381 | 16.09180549 | 2.91E-58 | 1.28E-57 | ENSG0000001851 | AGPS

1 79 0

600.952080 | 1.235530909 0.1130367 | 10.9303519 8.25E-28 | 1.98E-27 | ENSG0000001869 | TTC27

1 9

86.7815650 | 1.474489774 0.0762751 | 19.33119925 | 2.94E-83 | 1.99E-82 | ENSG0000001886 | ZNF582

9 32 9

545.444027 | 2.442916381 0.1101350 | 22.18110318 | 5.23E- 5.54E- ENSG0000001948 | PRDM11
26 109 108 5

94334.8653 | -1.250504806 0.1488983 | -8.398376563 | 4.53E-17 | 8.46E-17 | ENSG0000001958 | CD74

8 97 2

2899.02772 | 2.957766674 0.2535137 | 11.66708646 | 1.88E-31 | 4.88E-31 | ENSG0000001999 | HGF

4 36 1

680.406559 | 3.846958149 0.1849207 | 20.80328357 | 4.04E-96 | 3.43E-95 | ENSG0000002018 | ADGRA2

8 19 1

7962.81444 | -2.695648825 0.1605753 | -16.78744323 | 3.02E-63 | 1.45E-62 | ENSG0000002063 | RUNX3
05 3

1586.07810 | 1.097539774 0.0726783 | 15.10133764 | 1.59E-51 | 6.11E-51 | ENSG0000002092 | MREI11

6 15 2

257.588969 | -1.533412937 0.1382437 | -11.09209657 | 1.37E-28 | 3.35E-28 | ENSG0000002130 | PLEKHBI

5 42 0

23651.6887 | -1.329256961 0.1907711 | -6.967810503 | 3.22E-12 | 5.32E-12 | ENSG0000002135 | SERPINBI

7 12 5

4888.21178 | -2.222878841 0.0895736 | -24.81621065 | 5.99E- 9.87E- ENSG0000002227 | RTF2

9 61 136 135 7

3296.85642 | -3.602219757 0.1626785 | -22.14318174 | 1.21E- 1.28E- ENSG0000002256 | SLC45A4

9 08 108 107 7

27913.3116 | -3.513203858 0.1381194 | -25.43597999 | 1.01E- 1.87E- ENSG0000002284 | RNF10

1 61 142 141 0

4959.92648 | -1.132361052 0.0856707 | -13.21759817 | 6.94E-40 | 2.15E-39 | ENSG0000002319 | RNHI1

2 12 1

2544.10393 | -1.702735446 0.0866492 | -19.65090749 | 5.68E-86 | 4.05E-85 | ENSG0000002333 | ALASI

6 02 0

2191.74592 | -1.967944922 0.1446685 | -13.603131 3.84E-42 | 1.24E-41 | ENSG0000002344 | BIRC3

5 27 5

222991103 | 1.234131582 0.1293509 | 9.5409575 1.42E-21 | 2.95E-21 | ENSG0000002351 | AKAPI1

7 15 6

6318.22582 | -2.144137738 0.0920023 | -23.30525588 | 3.92E- 4.99E- ENSG0000002389 | DEF6

1 26 120 119 2

3789.19523 | -1.27630581 0.0931688 | -13.69884874 | 1.03E-42 | 3.38E-42 | ENSG0000002390 | PLEKHOI

5 37 2

338.603680 | 2.263070313 0.2198845 | 10.29208516 | 7.65E-25 | 1.72E-24 | ENSG0000002442 | EHD2

8 31 2




1075.89485 | -1.712406365 | 0.0720247 | -23.77524141 | 6.02E- | 8.38E- | ENSG0000002486 | CCDC28A

1 73 125 124 2

8080.60312 | -3.036082922 | 0.1790365 | -16.95789443 | 1.68E-64 | 8.27E-64 | ENSG0000002570 | TYMP

1 51 8

1399.63770 | -1.049671188 | 0.0761483 | -13.78455368 | 3.16E-43 | 1.04E-42 | ENSG0000002577 | NCAPH2

9 62 0

1357.53671 | -1.383395324 | 0.1050826 | -13.16482782 | 1.40E-39 | 4.31E-39 | ENSG0000002610 | FAS
75 3

11028.9458 | -2.569904657 | 0.1072376 | -23.96456554 | 6.51E- | 9.32E- | ENSG0000002629 | RNASET2

2 9 127 126 7

2653.70134 | -3.254131213 | 0.1759012 | -18.49975806 | 2.07E-76 | 1.25E-75 | ENSG0000002675 | SLAMF7

6 85 1

3987.47289 | -1.686776329 | 0.1050611 | -16.05518456 | 5.26E-58 | 2.29E-57 | ENSG0000002695 | BTN3Al

8 61 0

3090.18182 | -1.968434924 | 0.1518923 | -12.95940927 | 2.08E-38 | 6.25E-38 | ENSG0000002707 | PRKCH
34 5

10231.9972 | -2.754389999 | 0.1446159 | -19.04624585 | 7.06E-81 | 4.59E-80 | ENSG0000002769 | IFNGRI

8 01 7

2421.44888 | -5.196985658 | 0.2007172 | -25.89206924 | 8.18E- | 1.65E- | ENSG0000002786 | SH2D2A

5 78 148 146 9

37496.5591 | -4.101562412 | 0.1866617 | -21.97323932 | 5.19E- | 5.31E- | ENSG0000002813 | TNFRSFIB
09 107 106 7

1153.00288 | 1.038601599 | 0.1227487 | 8.461201807 | 2.65E-17 | 4.97E-17 | ENSG0000002820 | VEZT

5 09 3

2652.62065 | -1.11273884 0.2365077 | -4.704872374 | 2.54E-06 | 3.47E-06 | ENSG0000002953 | ANKI

2 63 4

2219.09224 | 1.502063033 | 0.0982861 | 15.2825428 | 1.00E-52 | 3.95E-52 | ENSG0000003006 | NUP160

1 98 6

1218.22447 | -1.311966011 | 0.0680925 | -19.26740636 | 1.01E-82 | 6.77E-82 | ENSG0000003011 | BAKI

2 07 0

22863.5883 | -1.168053557 | 0.1571816 | -7.431235313 | 1.08E-13 | 1.85E-13 | ENSG0000003058 | GRN

1 14 2

334823121 | -1.611295132 | 0.0487182 | -33.0737425 | 7.09E- | 4.86E- | ENSG0000003169 | SARS

1 58 240 238 8

6531.22039 | -2.16553932 0.1154386 | -18.75921564 | 1.63E-78 | 1.02E-77 | ENSG0000003244 | PNPLAG6

2 92 4

284.061767 | 1.255637306 | 0.0622143 | 20.18243482 | 1.40E-90 | 1.07E-89 | ENSG0000003274 | IFT88

1 62 2

6961.08030 | -1.410016361 | 0.1418855 | -9.937704612 | 2.85E-23 | 6.17E-23 | ENSG0000003332 | GAB2

2 17 7

1320.93255 | 1.006892734 | 0.1362897 | 7.387881285 | 1.49E-13 | 2.56E-13 | ENSG0000003386 | SLC4A7

8 83 7

807.158861 | -2.501239112 | 0.2244769 | -11.14252054 | 7.79E-29 | 1.91E-28 | ENSG0000003405 | APBA2

5 58 3




10698.9328 | -3.176451057 0.1262596 | -25.1580899 1.15E- 2.04E- ENSG0000003415 | MAP2K3
6 27 139 138 2

17485.6392 | -1.674321217 0.0782490 | -21.39732396 | 1.41E- 1.31E- ENSG0000003451 | TMSB10
6 94 101 100 0

4620.11543 | -3.023119994 0.0943068 | -32.05619493 | 1.80E- 1.04E- ENSG0000003471 | GABARAPL2
5 88 225 223 3

705.030086 | 1.052922936 0.0872754 | 12.06436152 | 1.63E-33 | 4.40E-33 | ENSG0000003511 | SH3YL1
8 79 5

2071.73714 | -4.600482853 0.1776854 | -25.89115604 | 8.38E- 1.69E- ENSG0000003566 | DAPK2
6 94 148 146 4

797.089946 | -3.676569371 0.2329935 | -15.77970695 | 4.29E-56 | 1.80E-55 | ENSG0000003644 | MYOM2
2 14 8

1316.55117 | 2.030486965 0.1090492 | 18.61990456 | 2.22E-77 | 1.36E-76 | ENSG0000003654 | AC118549.1
9 68 9

755.285995 | 1.350382339 0.0715035 | 18.8855197 1.50E-79 | 9.57E-79 | ENSG0000003775 | MRI1
1 84 7

702.223904 | -1.109294578 0.1660743 | -6.679507036 | 2.40E-11 | 3.86E-11 | ENSG0000003821 | PI4K2B
2 18 0

3393.03602 | 1.667821204 0.1291070 | 12.91812768 | 3.56E-38 | 1.06E-37 | ENSG0000003838 | TRIO
9 38 2

384.142205 | -1.761076871 0.2769497 | -6.358832507 | 2.03E-10 | 3.18E-10 | ENSG0000003894 | MSR1
2 18 5

1668.45647 | -1.115047232 0.0792376 | -14.07219741 | 5.63E-45 | 1.92E-44 | ENSG0000003965 | PNKP
9 06 0

205.190101 | 2.731251171 0.1686928 | 16.19067877 | 5.87E-59 | 2.61E-58 | ENSG0000004060 | RTN4R
7 15 8

1824.79159 | -2.080247255 0.0863725 | -24.08458976 | 3.63E- 5.31E- ENSG0000004063 | PHF23
5 43 128 127 3

660.632955 | 2.871564597 0.2278144 | 12.60483744 | 1.99E-36 | 5.71E-36 | ENSG0000004135 | RAB27B
3 89 3

205.105757 | 3.441943654 0.1828366 | 18.82523423 | 4.69E-79 | 2.96E-78 | ENSG0000004198 | TNC
8 97 2

356.958494 | -1.52872963 0.0540848 | -28.26540559 | 9.20E- 2.81E- ENSG0000004198 | THAP3
7 29 176 174 8

252.950429 | -1.837024756 0.1505371 | -12.20313183 | 2.99E-34 | 8.21E-34 | ENSG0000004228 | AIFM2
2 56 6

155.654952 | 2.120508841 0.0787185 | 26.93783987 | 7.92E- 1.89E- ENSG0000004231 | SPATA7
5 93 160 158 7

6269.29037 | -2.203701508 0.1724046 | -12.78214543 | 2.06E-37 | 6.06E-37 | ENSG0000004249 | CAPG
6 66 3

2309.57129 | -2.34277305 0.0997199 | -23.49353154 | 4.75E- 6.27E- ENSG0000004275 | AP2S1
4 18 122 121 3

149.795744 | -2.198008491 0.1641601 | -13.38941331 | 6.97E-41 | 2.20E-40 | ENSG0000004283 | TG

9 79 2




1529.99063 | 2.59651627 0.2015935 | 12.87995489 | 5.84E-38 | 1.73E-37 | ENSG0000004298 | ADAM28
84 0

11140.3231 | -1.634581828 0.1320457 | -12.37890313 | 3.40E-35 | 9.53E-35 | ENSG0000004346 | LCP2

1 73 2

4568.38737 | -1.028427506 0.0835303 | -12.312024 7.80E-35 | 2.17E-34 | ENSG0000004411 | CTNNAI
36 5

465.229523 | 2.290817518 0.1211667 | 18.90632839 | 1.01E-79 | 6.46E-79 | ENSG0000004445 | CNTLN

7 05 9

23730.7924 | -1.705125501 0.1278578 | -13.33610219 | 1.43E-40 | 4.48E-40 | ENSG0000004457 | HSPAS

1 61 4

230.323664 | 2.765542449 0.1386881 | 19.94072981 | 1.80E-88 | 1.33E-87 | ENSG0000004665 | GPM6B

7 26 3

616.253042 | 1.476218044 0.0985893 | 14.97340033 | 1.10E-50 | 4.14E-50 | ENSG0000004723 | CTPS2

3 66 0

2476.64706 | -2.159094213 0.1268990 | -17.01426142 | 6.44E-65 | 3.19E-64 | ENSG0000004764 | WWC3

3 85 4

1212.44811 | 1.205166114 0.1030906 | 11.69035573 | 1.43E-31 | 3.71E-31 | ENSG0000004793 | GOPC

9 28 2

819.063193 | 2.160698077 0.1614648 | 13.38185007 | 7.72E-41 | 2.44E-40 | ENSG0000004805 | HDAC9

6 25 2

1042.81171 | -1.161432473 0.0984651 | -11.79536445 | 4.12E-32 | 1.08E-31 | ENSG0000004814 | TSPAN17

8 62 0

182.701834 | 3.041013777 0.1520973 | 19.99386889 | 6.23E-89 | 4.62E-88 | ENSG0000004834 | CC2D2A

8 15 2

262.329961 | -2.789183261 0.2601998 | -10.71938689 | 8.25E-27 | 1.94E-26 | ENSG0000004846 | TNFRSF17

7 87 2

2115.3013 1.082058685 0.0535056 | 20.22326804 | 6.11E-91 | 4.70E-90 | ENSG0000004864 | RSF1
29 9

3053.79470 | 1.120296031 0.0589735 | 18.99658584 | 1.82E-80 | 1.18E-79 | ENSG0000004870 | VPS13D

1 46 7

1790.91100 | 1.004542669 0.0814547 | 12.33252642 | 6.05E-35 | 1.69E-34 | ENSG0000004899 | R3HDM1

9 35 1

1307.43067 | -1.95215081 0.1672535 | -11.6718046 1.78E-31 | 4.61E-31 | ENSG0000004908 | COL9A2

9 55 9

254.676121 | 1.701762033 0.0946786 | 17.97408476 | 3.11E-72 | 1.74E-71 | ENSG0000004916 | ERCCS8

5 47 7

90.5577124 | 1.416798747 0.2055359 | 6.893191216 | 5.46E-12 | 8.96E-12 | ENSG0000004919 | ADAMTS6

7 71 2

3351.02289 | -1.537267856 0.1139786 | -13.48733163 | 1.86E-41 | 5.93E-41 | ENSG0000004924 | VAMP3

3 5 5

189.828722 | -3.033776396 0.1533978 | -19.77717667 | 4.68E-87 | 3.39E-86 | ENSG0000004924 | TNFRSF9

2 51 9

793.733436 | 3.209613349 0.2274538 | 14.1110503 3.25E-45 | 1.12E-44 | ENSG0000004932 | LTBP1

3 95 3




975.471008 | 1.57495608 0.1377921 | 11.42993844 | 2.96E-30 | 7.51E-30 | ENSG0000004944 | RCN1

6 75 9

4644.44782 | 1.698890952 | 0.0691648 | 24.56291732 | 3.15E- | 5.00E- | ENSG0000004961 | ARIDIB

3 69 133 132 8

607.061251 | -1.986443777 | 0.1971666 | -10.0749504 | 7.13E-24 | 1.56E-23 | ENSG0000004975 | NEDDA4L
06 9

158.406298 | -1.789693821 | 0.1519976 | -11.77448296 | 5.28E-32 | 1.39E-31 | ENSG0000004976 | FOXP3

5 57 8

153.376618 | -1.047736258 | 0.0709356 | -14.77024456 | 2.28E-49 | 8.45E-49 | ENSG0000004976 | PPPIR3F

6 07 9

475991182 | 1.397187569 | 0.1104886 | 12.64553402 | 1.18E-36 | 3.42E-36 | ENSG0000004988 | PTCD2

4 17 3

77.1916136 | -2.008012619 | 0.1589967 | -12.62927102 | 1.46E-36 | 4.20E-36 | ENSG0000005032 | ARHGEF5

8 16 7

314.132089 | 1.33725606 0.1052280 | 12.70817564 | 5.33E-37 | 1.55E-36 | ENSG0000005043 | SLC4A8
12 8

749271152 | 1.763823116 | 0.2452814 | 7.191017313 | 6.43E-13 | 1.08E-12 | ENSG0000005055 | LAMC3
45 5

383.061936 | 3.411011393 | 0.2300302 | 14.82853106 | 9.58E-50 | 3.57E-49 | ENSG0000005076 | COL23A1

4 96 7

4674.00793 | -1.767903098 | 0.1211029 | -14.59834473 | 2.88E-48 | 1.05E-47 | ENSG0000005100 | FAM160A2

7 83 9

3806.30264 | -1.277085767 | 0.0798010 | -16.00336209 | 1.21E-57 | 5.25E-57 | ENSG0000005110 | HERPUDI

9 92 8

820.296882 | 1.618513451 | 0.2272531 | 7.12207417 | 1.06E-12 | 1.78E-12 | ENSG0000005134 | POLQ

5 02 1

21330.9002 | -2.639324164 | 0.1215226 | -21.71877604 | 1.36E- | 1.33E- | ENSG0000005152 | CYBA

9 93 104 103 3

2448.99708 | -1.061329675 | 0.1245205 | -8.523327642 | 1.55E-17 | 2.93E-17 | ENSG0000005162 | HEBP2

2 77 0

2057.74746 | 2.299077901 | 0.1002099 | 22.94261455 | 1.75E- | 2.10E- | ENSG0000005182 | MPHOSPH9

8 34 116 115 5

653.362154 | 4.424567975 | 0.1531302 | 28.89415407 | 1.41E- | 4.86E- | ENSG0000005212 | PLEKHAS

9 13 183 182 6

724283648 | -1.472756987 | 0.1221862 | -12.05337601 | 1.86E-33 | 5.02E-33 | ENSG0000005280 | MSMOI

9 64 2

4097.78529 | 1.342806353 | 0.0399347 | 33.62497203 | 7.24E- | 5.40E- | ENSG0000005284 | TTC17

2 95 248 246 1

72.0951010 | 2.304673024 | 0.0890581 | 25.87829853 | 1.17E- | 2.35E- | ENSG0000005343 | NNAT

3 36 147 146 8

51.9083175 | 1.15436251 0.1569101 | 7.356836704 | 1.88E-13 | 3.22E-13 | ENSG0000005352 | MCF2L2

1 72 4

285.18823 | 2.360336697 | 0.0763627 | 30.90951931 | 8.90E- | 424E- | ENSG0000005370 | NRIP2
76 210 208 2




1156.77063 | 1.148475351 0.0648991 | 17.69631456 | 4.48E-70 | 2.42E-69 | ENSG0000005390 | ANAPC4

8 26 0

1002.43693 | -1.918141615 | 0.2016098 | -9.514126014 | 1.83E-21 | 3.81E-21 | ENSG0000005391 | KCNQI

7 6 8

1407.52704 | -1.042585366 | 0.0589332 | -17.69095463 | 4.92E-70 | 2.65E-69 | ENSG0000005411 | TRAPPC3

7 45 6

1966.52811 | -1.151803982 | 0.1425022 | -8.08270921 | 6.33E-16 | 1.15E-15 | ENSG0000005421 | LY75

8 17 9

218.391236 | 1.661306028 | 0.0771740 | 21.52674547 | 8.75E- | 8.28E- | ENSG0000005427 | OPN3

1 45 103 102 7

1204.68793 | 1.873623532 | 0.0636449 | 29.43868605 | 1.76E- | 6.64E- | ENSG0000005428 | SDCCAGS

7 44 190 189 2

189.936716 | 1.565064798 | 0.1403145 | 11.15397533 | 6.85E-29 | 1.69E-28 | ENSG0000005439 | HHAT

6 29 2

283.002459 | 2.767349979 | 0.2687073 | 10.29875239 | 7.14E-25 | 1.60E-24 | ENSG0000005459 | FOXC1
03 8

1851.68474 | -1.099837493 | 0.0438542 | -25.07938394 | 8.35E- | 1.45E- | ENSG0000005461 | TBCID22A

5 47 139 137 1

2899.14116 | -1.818704396 | 0.1454905 | -12.50049563 | 7.42E-36 | 2.10E-35 | ENSG0000005465 | SYNE2

2 83 4

28.4111344 | 1.131329836 | 0.1523702 | 7.424875325 | 1.13B-13 | 1.94E-13 | ENSG0000005469 | PLEKHH]I
13 0

700.178953 | -1.385458787 | 0.2578115 | -5.373919793 | 7.70E-08 | 1.11E-07 | ENSG0000005479 | ATP9A

9 86 3

4248.98595 | -1.678691371 | 0.1254796 | -13.37819668 | 8.11E-41 | 2.56E-40 | ENSG0000005496 | RELT

4 45 7

9200.54971 | -1.744183067 | 0.0979518 | -17.80654137 | 6.29E-71 | 3.45E-70 | ENSG0000005516 | CYFIP2

9 16 3

6491.55989 | 1.509441745 | 0.0791178 | 19.07839931 | 3.82E-81 | 2.50E-80 | ENSG0000005560 | KMT2C

9 4 9

794.662872 | -3.907918446 | 0.1311938 | -29.78736592 | 5.69E- | 2.26E- | ENSG0000005595 | ITIH4

8 24 195 193 5

296.876212 | 1.92000618 0.1249957 | 15.36057235 | 3.01E-53 | 1.20E-52 | ENSG0000005627 | ZNF280C

8 45 7

2719.08035 | -3.083802544 | 0.1029684 | -29.94901057 | 4.53E- | 1.84B- | ENSG0000005655 | TRAFI

6 28 197 195 8

252237167 | 1.080035038 | 0.0520906 | 20.73377974 | 1.72B-95 | 1.44E-94 | ENSG0000005658 | RC3H2

8 01 6

242.366342 | 2.599778839 | 0.1604173 | 16.2063399 | 4.55B-59 | 2.03E-58 | ENSG0000005701 | DCBLD2

3 96 9

1460.13276 | -2.544214303 | 0.1216077 | -20.92147389 | 3.41E-97 | 2.93E-96 | ENSG0000005765 | PRDM]

5 95 7

2163.68551 | -5.340287628 | 0.1584872 | -33.69537445 | 6.76E- | 5.09E- | ENSG0000005770 | TMCC3

3 62 249 247 4




1542.40406 | -1.439723897 0.0721517 | -19.95412186 | 1.38E-88 | 1.02E-87 | ENSG0000005775 | PITHDI1
5 04 7

429.898414 | 1.580764795 0.1390806 | 11.36581639 | 6.19E-30 | 1.56E-29 | ENSG0000005805 | USP13

5 2 6

5894.96669 | -1.103077927 0.1178759 | -9.357958192 | 8.13E-21 | 1.66E-20 | ENSG0000005806 | ATP11B
9 2 3

3001.94356 | 8.21385546 0.0842589 | 97.48346302 | 0.00E+0 | 0.00E+0 | ENSG0000005867 | ZC3HI1A
1 63 0 0 3

1946.24974 | -2.620604621 0.1186765 | -22.08190354 | 4.72E- 4.91E- ENSG0000005879 | YIPFI

2 72 108 107 9

1066.94467 | 1.102486088 0.1500857 | 7.345708217 | 2.05E-13 | 3.50E-13 | ENSG0000005880 | NDCl1

3 45 4

1062.65173 | 2.956976655 0.1157135 | 25.55427776 | 4.92E- 9.37E- ENSG0000005886 | DGKG

1 68 144 143 6

747137073 | -1.899664268 0.1692204 | -11.22597184 | 3.04E-29 | 7.54E-29 | ENSG0000005937 | TBXASI
5 73 7

3334.48603 | 2.161115884 0.1333059 | 16.21169373 | 4.17E-59 | 1.86E-58 | ENSG0000005958 | TARBP1
8 9 8

40428.0604 | -4.313341171 0.1811827 | -23.80657477 | 2.86E- 4.00E- ENSG0000005972 | MXD1

7 7 125 124 8

84793.0251 | -5.391781193 0.1874216 | -28.76819217 | 5.36E- 1.81E- ENSG0000005980 | SLC2A3
8 2 182 180 4

2654.85868 | -1.564072603 0.1039390 | -15.04797714 | 3.56E-51 | 1.36E-50 | ENSG0000006006 | CTDP1

8 6 9

19071.4523 | -2.506294344 0.1666399 | -15.04017915 | 4.00E-51 | 1.53E-50 | ENSG0000006013 | YBX3

8 26 8

94.4800882 | 1.048623285 0.2165097 | 4.843307694 | 1.28E-06 | 1.77E-06 | ENSG0000006014 | STYKI

4 39 0

3018.93616 | 1.579507286 0.0999965 | 15.79561142 | 3.34E-56 | 1.40E-55 | ENSG0000006033 | CCARI

6 9 9

5273.30014 | -2.541670118 0.1008913 | -25.19213981 | 4.88E- 8.70E- ENSG0000006049 | OGFR

6 95 140 139 1

1397.96364 | 2.298511752 0.1304766 | 17.61627066 | 1.85E-69 | 9.84E-69 | ENSG0000006074 | QSERI1

2 37 9

3704.31767 | -2.409618426 0.0973517 | -24.75166882 | 2.97E- 4.87E- ENSG0000006097 | ACAALI
6 56 135 134 1

117.146520 | -1.27435955 0.1758705 | -7.246010251 | 4.29E-13 | 7.26E-13 | ENSG0000006167 | NCKAPI
1 14 6

489.293659 | 1.204492637 0.2053214 | 5.866375128 | 4.45E-09 | 6.67E-09 | ENSG0000006191 | GUCY1BI
2 48 8

6384.47716 | -1.006822812 0.0891572 | -11.29265781 | 1.43E-29 | 3.56E-29 | ENSG0000006193 | TNK2

9 94 8

2470.92109 | 1.273812222 0.0633050 | 20.12181603 | 4.75E-90 | 3.60E-89 | ENSG0000006198 | MON2

9 33 7




6021.21170 | -6.008478556 | 0.2161127 | -27.80251696 | 4.04E- | 1.12E- | ENSG0000006228 | DGAT?2
8 56 170 168 2

483.473579 | 1.017535146 | 0.2198108 | 4.629138725 | 3.67E-06 | 4.99E-06 | ENSG0000006252 | LTK
3 99 4

565.880110 | -3.705308323 | 0.0701259 | -52.83787539 | 0.00E+0 | 0.00E+0 | ENSG0000006258 | MRPS24
3 9 0 0 2

3757.50171 | -1.204714371 | 0.0942849 | -12.77737354 | 2.19E-37 | 6.44E-37 | ENSG0000006259 | ELMO2
8 77 8

11372.6896 | -1.991757024 | 0.1277285 | -15.59367427 | 8.04E-55 | 3.30E-54 | ENSG0000006271 | VMP1
4 26 6

131.412342 | 2.976022129 | 0.1373075 | 21.67413405 | 3.60E- | 3.50E- | ENSG0000006301 | SEZ6
7 45 104 103 5

20070.9304 | -1.470716265 | 0.0796163 | -18.47255235 | 3.43E-76 | 2.06E-75 | ENSG0000006317 | RPL18
9 7

170.185702 | -2.111010166 | 0.1180053 | -17.88910847 | 1.43E-71 | 7.96E-71 | ENSG0000006318 | CAll
2 31 0

4617.81416 | -1.556185694 | 0.0960651 | -16.19927995 | 5.10E-59 | 2.28E-58 | ENSG0000006324 | EPN1
7 15 5

329.541770 | -3.157151154 | 0.2777678 | -11.36615151 | 6.16E-30 | 1.55E-29 | ENSG0000006343 | AHRR
6 22 8

146.890160 | 1.695201484 | 0.1321573 | 12.82714698 | 1.16E-37 | 3.41E-37 | ENSG0000006366 | GPC1
7 29 0

3043.49776 | -3.497872217 | 0.1515754 | -23.07676801 | 7.92E- | 9.74E- | ENSG0000006385 | HAGH
9 81 118 117 4

4385.19738 | -1.065990297 | 0.1217328 | -8.756803066 | 2.01E-18 | 3.88E-18 | ENSG0000006401 | CASPS
1 16 2

3690.24214 | 2261912691 | 0.0969099 | 23.34035618 | 1.73E- | 2.21E- | ENSG0000006411 | TM7SF3
2 47 120 119 5

50.2008408 | 1.327979718 | 0.1322993 | 10.03768913 | 1.04E-23 | 2.27E-23 | ENSG0000006419 | SPA17
2 47 9

764.260879 | 1.537621429 | 0.1519282 | 10.12071037 | 4.47E-24 | 9.85E-24 | ENSG0000006422 | ST3GALG6
7 12 5

191.399073 | -3.980365551 | 0.2114354 | -18.82544238 | 4.67E-79 | 2.95E-78 | ENSG0000006427 | ATP2C2
5 33 0

1257.26112 | 1.167410141 | 0.0818173 | 14.26848774 | 3.44E-46 | 1.21E-45 | ENSG0000006431 | TAF2
1 7 3

1270.61322 | -1.512618585 | 0.0743240 | -20.35165952 | 4.49E-92 | 3.51E-91 | ENSG0000006449 | RFEXANK
5 91 0

6251.06207 | -3.645531569 | 0.1551557 | -23.49595165 | 4.49E- | 5.92E- | ENSG0000006454 | LPAR2
2 32 122 121 7

721.588509 | 1.551273999 | 0.1470581 | 10.54871438 | 5.15E-26 | 1.19E-25 | ENSG0000006465 | SLC12A2
6 1 1

17440.0972 | -3.009437432 | 0.1275234 | -23.59909827 | 3.94E- | 5.29E- | ENSG0000006466 | CNN2
4 08 123 122 6




10622.2363 | -2.584966471 0.1530135 | -16.89371081 | 5.01E-64 | 2.44E-63 | ENSG0000006468 | ABCA7

4 39 7

942.526434 | -5.109250523 0.1971770 | -25.91198895 | 4.88E- 9.85E- ENSG0000006488 | CHI3L2

1 88 148 147 6

13458.8174 | -3.605450791 0.1347653 | -26.75353629 | 1.12E- 2.60E- ENSG0000006493 | SBNO2

7 91 157 156 2

740.044479 | 1.607450973 0.1234195 | 13.02428078 | 8.90E-39 | 2.70E-38 | ENSG0000006493 | PMS1

9 58 3

262.866330 | 2.415782166 0.2125149 | 11.36758727 | 6.06E-30 | 1.53E-29 | ENSG0000006498 | CALCRL

5 43 9

1513.78376 | 1.886746298 0.0922464 | 20.45333006 | 5.61E-93 | 4.47E-92 | ENSG0000006506 | UHRF1BPI

3 11 0

4630.22931 | -1.064590768 0.0806674 | -13.19728253 | 9.10E-40 | 2.81E-39 | ENSG0000006513 | GNAI3
23 5

1304.15667 | 1.00194228 0.0970133 | 10.32788228 | 5.27E-25 | 1.19E-24 | ENSG0000006530 | TRAM2

1 33 8

215.235262 | 3.832033222 0.1852663 | 20.68391008 | 4.84E-95 | 4.01E-94 | ENSG0000006532 | NTNI

5 84 0

416.273782 | 1.116733414 0.1991105 | 5.608610112 | 2.04E-08 | 3.00E-08 | ENSG0000006532 | MCM10
45 8

4706.00498 | -1.537225089 0.1101806 | -13.95185464 | 3.07E-44 | 1.03E-43 | ENSG0000006535 | DGKA

8 98 7

1455.04937 | -1.082910504 0.0649927 | -16.66202625 | 2.47E-62 | 1.17E-61 | ENSG0000006551 | NDUFB4

6 26 8

321936179 | -1.115174866 0.1193737 | -9.341874 9.46E-21 | 1.93E-20 | ENSG0000006561 | CYB5R4
86 5

206.147438 | -3.00273613 0.2174033 | -13.81182086 | 2.16E-43 | 7.17E-43 | ENSG0000006561 | COL17Al

1 5 8

131.849307 | -2.606336392 0.1855762 | -14.04455418 | 8.32E-45 | 2.83E-44 | ENSG0000006571 | TLE2

9 99 7

1751.54713 | 1.349305664 0.1796945 | 7.508886578 | 5.96E-14 | 1.03E-13 | ENSG0000006592 | SLC9A7

4 06 3

19680.7400 | -1.362112174 0.0874115 | -15.58274415 | 9.54E-55 | 3.91E-54 | ENSG0000006597 | YBX1

8 73 8

1424.13525 | -2.860691024 0.1789371 | -15.9871295 1.57E-57 | 6.79E-57 | ENSG0000006598 | PDE4A

2 27 9

3414.36559 | -1.014448918 0.0849854 | -11.93673945 | 7.62E-33 | 2.03E-32 | ENSG0000006602 | PPP2R5SA

1 29 7

339.981797 | 2.416891851 0.1847356 | 13.0829764 4.12E-39 | 1.26E-38 | ENSG0000006605 | TIEI

5 27 6

2876.39081 | -1.13373718 0.0695565 | -16.29949317 | 9.95E-60 | 4.50E-59 | ENSG0000006613 | NFYC

3 91 6

64.9388711 | 1.853104814 0.1864633 | 9.938172393 | 2.84E-23 | 6.14E-23 | ENSG0000006623 | SLC9A3

8 4 0




1285.22802 | 1.320540057 0.2443365 | 5.40459551 6.50E-08 | 9.40E-08 | ENSG0000006627 | ASPM

8 2 9

3779.57039 | 1.897051406 0.1064191 | 17.82622299 | 4.42E-71 | 2.43E-70 | ENSG0000006629 | CDg&4
45 4

2522.20254 | -1.252875486 0.0766789 | -16.33922588 | 5.19E-60 | 2.36E-59 | ENSG0000006632 | ELOVLI1

9 99 2

29944.9021 | -3.660437812 0.1719362 | -21.28950532 | 1.42E- 1.29E-99 | ENSG0000006633 | SPI1

6 55 100 6

1797.69496 | 1.56317693 0.0601089 | 26.00572207 | 4.27E- 8.81E- ENSG0000006642 | ATXN3

8 61 149 148 7

1609.60754 | 1.181765862 0.0988655 | 11.95326771 | 6.24E-33 | 1.67E-32 | ENSG0000006665 | THUMPDI

1 06 4

129.772136 | 1.266119398 0.2589093 | 4.890203232 | 1.01E-06 | 1.40E-06 | ENSG0000006673 | KIF26A

6 62 5

2059.80750 | 1.183429684 0.0646581 | 18.30287428 | 7.85E-75 | 4.60E-74 | ENSG0000006673 | ATG2B

5 33 9

891.083284 | -1.119076338 0.1409461 | -7.9397423 2.03E-15 | 3.64E-15 | ENSG0000006682 | ZFAT

4 79 7

541.042060 | 2.119120725 0.1028699 | 20.60000469 | 2.74E-94 | 2.24E-93 | ENSG0000006685 | MTFR1

7 15 5

2189.89571 | -1.305404072 0.1557157 | -8.383247838 | 5.15E-17 | 9.60E-17 | ENSG0000006692 | FECH

9 91 6

1590.53770 | 2.463903339 0.0956705 | 25.75403335 | 2.90E- | 5.70E- | ENSG0000006693 | MYO9A

3 81 146 145 3

3025.05690 | -1.983404002 | 0.1245118 | -15.92944136 | 3.96E-57 | 1.70E-56 | ENSG0000006706 | IDI1

5 37 4

133.875964 | 1.279338432 0.1101540 | 11.61408519 | 3.50E-31 | 9.02E-31 | ENSG0000006711 | PLPP1

7 42 3

11895.7020 | -2.301985693 0.1605643 | -14.3368459 1.29E-46 | 4.56E-46 | ENSG0000006718 | TNFRSF1A

1 05 2

499.418537 | 1.279106328 0.1189730 | 10.75122316 | 5.85E-27 | 1.38E-26 | ENSG0000006720 | EVI5

7 98 8

36703.6087 | -1.765190029 0.0891045 | -19.8103272 2.43E-87 | 1.76E-86 | ENSG0000006722 | PKM

9 37 5

1708.94492 | 1.413254655 0.0871206 | 16.22181507 | 3.54E-59 | 1.58E-58 | ENSG0000006736 | TP53BP1

8 24 9

160.454279 | 1.019126986 0.2346894 | 4.342448222 | 1.41E-05 | 1.87E-05 | ENSG0000006744 | TRO

7 96 5

480.039881 1.192382122 0.1210021 | 9.854222686 | 6.57E-23 | 1.41E-22 | ENSG0000006753 | RRP15

6 49 3

29250.9387 | -1.72794906 0.0755280 | -22.87825211 | 7.65E- 9.09E- ENSG0000006756 | RHOA

8 19 116 115 0

356.785270 | -1.759537189 0.1771176 | -9.934284239 | 2.95E-23 | 6.38E-23 | ENSG0000006760 | PRKCZ

4 61 6




2286.33522 | -1.393060698 0.0691464 | -20.146527 2.89E-90 | 2.20E-89 | ENSG0000006782 | IDH3G

2 44 9

1924.83679 | -1.851691245 0.1583308 | -11.69507854 | 1.35E-31 | 3.52E-31 | ENSG0000006783 | ROGDI

5 09 6

1344.49950 | -5.05117241 0.2330637 | -21.67292459 | 3.70E- 3.59E- ENSG0000006784 | PDZD4

8 19 104 103 0

987.415650 | -1.570980639 0.0723900 | -21.70162086 | 1.98E- 1.93E- ENSG0000006799 | PDK3

1 14 104 103 2

78.8907678 | 2.253597061 0.1793480 | 12.56549569 | 3.27E-36 | 9.35E-36 | ENSG0000006807 | FGFR3

4 43 8

1213.62138 | -1.833188475 0.0825826 | -22.19821701 | 3.57E- 3.80E- ENSG0000006807 | IFI35

5 9 109 108 9

583.381007 | 1.184477869 0.0618787 | 19.14192422 | 1.13E-81 | 7.46E-81 | ENSG0000006809 | HEATR6

1 25 7

2079.99673 | -1.159247836 0.0549823 | -21.08401098 | 1.12E-98 | 9.87E-98 | ENSG0000006812 | COASY

8 2 0

219.727273 | -1.069180182 0.1991750 | -5.368042542 | 7.96E-08 | 1.15E-07 | ENSG0000006813 | PLEKHH3

8 57 7

461731198 | -1.949585985 0.0738743 | -26.3905678 1.76E- 3.86E- ENSG0000006830 | OTUDS

7 48 153 152 8

7159.88117 | -2.901928673 0.1156408 | -25.09431083 | 5.74E- 9.98E- ENSG0000006832 | TFE3

6 99 139 138 3

1705.58829 | -1.951194546 0.0852141 | -22.89753842 | 4.92E- 5.86E- ENSG0000006835 | TBC1D25

6 62 116 115 4

4302.44797 | -1.034575804 0.1256603 | -8.23311113 1.82E-16 | 3.36E-16 | ENSG0000006836 | ACSL4

9 72 6

931.874308 | -1.300943103 0.0878301 | -14.81202578 | 1.22E-49 | 4.56E-49 | ENSG0000006838 | INPPSA
94 3

738.761631 | -1.602300544 0.0539568 | -29.69597288 | 8.66E- 3.38E- ENSG0000006839 | GPKOW

5 29 194 192 4

943.217431 | 1.214757452 0.1547094 | 7.851865269 | 4.10E-15 | 7.31E-15 | ENSG0000006848 | PRR11

2 11 9

1856.61659 | 1.483450257 0.1038557 | 14.28376022 | 2.76E-46 | 9.73E-46 | ENSG0000006865 | POLRIA

1 24 4

10615.0142 | -1.240993525 0.1532022 | -8.100361125 | 5.48E-16 | 9.97E-16 | ENSG0000006883 | RASGRP2

5 47 1

529.736123 | 1.161399364 0.1270620 | 9.140410054 | 6.22E-20 | 1.24E-19 | ENSG0000006888 | IFT80

1 64 5

2829.85767 | -1.753813987 0.0973261 | -18.01996646 | 1.36E-72 | 7.66E-72 | ENSG0000006890 | SIRT2

8 52 3

1621.50257 | -3.199567879 0.1231464 | -25.98181384 | 7.95E- 1.63E- ENSG0000006897 | PPP2R5B

6 4 149 147 1

665.525487 | -2.858195209 0.2022862 | -14.12946103 | 2.50E-45 | 8.61E-45 | ENSG0000006897 | PYGM
16 6




1057.94695 | 2.796094256 0.1477598 | 18.92323388 | 7.34E-80 | 4.70E-79 | ENSG0000006902 | MAST4

5 53 0

767.395912 | 4.000236076 0.2610411 | 15.32415864 | 5.27E-53 | 2.09E-52 | ENSG0000006918 | SDK2

6 55 8

2180.77892 | -1.125860674 | 0.0564697 | -19.93742134 | 1.93E-88 | 1.42E-87 | ENSG0000006934 | DNAJA2
24 5

5755.97006 | -3.516803514 | 0.1458750 | -24.1083229 | 2.04E- | 3.01E- | ENSG0000006939 | BCL3

3 79 128 127 9

1195.44830 | -1.327813498 | 0.1470536 | -9.029451612 | 1.73E-19 | 3.41E-19 | ENSG0000006966 | RORA

9 15 7

59.6506199 | 2.4876596 0.1326160 | 18.75836235 | 1.65E-78 | 1.03E-77 | ENSG0000006969 | DRD4

3 33 6

564.316824 | -2.088586579 | 0.1914429 | -10.90970838 | 1.04E-27 | 2.48E-27 | ENSG0000006970 | TGFBR3

8 34 2

828.457477 | 1.984108786 0.1372264 | 14.45864702 | 2.21E-47 | 7.93E-47 | ENSG0000006986 | NEDD4

8 49 9

5564.54072 | -1.225456662 | 0.1292104 | -9.48419204 | 2.44E-21 | 5.05E-21 | ENSG0000006997 | RAB27A

5 44 4

307.869792 | 2.146066934 0.2343435 | 9.157779686 | 5.30E-20 | 1.06E-19 | ENSG0000007001 | LRP6

2 86 8

5314.77529 | 2.816580789 0.1044835 | 26.95716023 | 4.70E- 1.13E- | ENSG0000007008 | NUCB2

8 87 160 158 1

102.092416 | -1.792592078 | 0.1733984 | -10.33799221 | 4.74E-25 | 1.07E-24 | ENSG0000007008 | PFN2

1 74 7

1547.2965 | -1.557271582 | 0.2636767 | -5.905987389 | 3.51E-09 | 5.27E-09 | ENSG0000007018 | SPTB
54 2

3006.42345 | 1.750674997 0.1491239 | 11.73972986 | 7.97E-32 | 2.08E-31 | ENSG0000007021 | SLC44Al

7 59 4

1030.08640 | 1.145838451 0.2405060 | 4.764280349 | 1.90E-06 | 2.60E-06 | ENSG0000007037 | CLTCLI

6 93 1

4033.10043 | -1.418088022 | 0.1129967 | -12.54981447 | 3.98E-36 | 1.14E-35 | ENSG0000007041 | DGCR2
32 3

1815.23332 | -1.620102016 | 0.0832667 | -19.45677804 | 2.55E-84 | 1.77E-83 | ENSG0000007042 | RNF126

5 16 3

3415.40347 | -2.880068256 | 0.1102444 | -26.12437616 | 1.93E- | 4.05E- | ENSG0000007049 | IMJD6

1 8 150 149 5

1196.84659 | -2.806344908 | 0.1238761 | -22.65443386 | 1.26E- 1.46E- | ENSG0000007054 | WIPII

2 88 113 112 0

3055.58680 | -1.096036411 | 0.0681460 | -16.08363858 | 3.32E-58 | 1.46E-57 | ENSG0000007061 | GBA2

6 48 0

270.352174 | -1.71357809 0.1972370 | -8.687910104 | 3.69E-18 | 7.08E-18 | ENSG0000007073 | ST6GALNAC2

8 88 1

12170.6864 | -1.67865333 0.0749883 | -22.38552526 | 5.45E- 6.02E- | ENSG0000007083 | CDC42

1 38 111 110 1




1714.12350 | -1.047126787 0.0743186 | -14.08969599 | 4.39E-45 | 1.51E-44 | ENSG0000007105 | NCK2

2 22 1

8918.82689 | -1.476935425 0.1574667 | -9.379346706 | 6.64E-21 | 1.36E-20 | ENSG0000007105 | MAP4K4

8 69 4

15653.1528 | -1.979986191 0.0693273 | -28.55995233 | 2.11E- 6.82E- ENSG0000007112 | WDR1

3 63 179 178 7

52.4504394 | -1.411540315 0.2075922 | -6.799579753 | 1.05E-11 | 1.71E-11 | ENSG0000007128 | LMCDI

7 88 2

8330.55002 | -1.807316983 0.1064868 | -16.97221327 | 1.32E-64 | 6.49E-64 | ENSG0000007155 | ATP6API

8 18 3

650.351085 | -1.317205981 0.1637645 | -8.043290714 | 8.75E-16 | 1.58E-15 | ENSG0000007157 | TRIB2

7 62 5

1748.03967 | -2.329669181 0.0916090 | -25.43054526 | 1.16E- 2.14E- ENSGO0000007185 | FAMS0A

9 93 142 141 9

1142.60218 | -1.45379239 0.0745868 | -19.49128059 | 1.30E-84 | 9.06E-84 | ENSG0000007188 | FAM3A

5 07 9

5297.75065 | -2.585576053 0.1190106 | -21.72559291 | 1.18E- 1.16E- ENSG0000007206 | PRKACA

3 09 104 103 2

14477.5071 | -1.968106228 0.1610221 | -12.22258062 | 2.35E-34 | 6.48E-34 | ENSG0000007211 | ACTNI1

3 51 0

6358.80583 | -1.052222335 0.1003982 | -10.48048883 | 1.06E-25 | 2.43E-25 | ENSG0000007213 | PTPN18

2 12 5

130.480480 | -2.317619141 0.1537391 | -15.07500839 | 2.36E-51 | 9.07E-51 | ENSG0000007216 | LIMS2

4 61 3

109.776544 | -1.341653567 0.1967522 | -6.818998515 | 9.17E-12 | 1.50E-11 | ENSG0000007219 | SPEG

5 89 5

2228.79697 | -2.011777298 0.1544917 | -13.02190606 | 9.18E-39 | 2.78E-38 | ENSG0000007240 | UBE2D1

6 69 1

586.165903 | 1.493837272 0.0840157 | 17.78045187 | 1.00E-70 | 5.47E-70 | ENSG0000007241 | MPP5
09 5

234.224641 | 2.343802388 0.1666904 | 14.06080937 | 6.61E-45 | 2.25E-44 | ENSG0000007242 | RHOBTBI1

8 32 2

1074.33797 | -1.524196409 0.0696967 | -21.86897034 | 5.13E- 5.17E- ENSG0000007250 | HSD17B10

2 61 106 105 6

4685.10118 | -1.45052457 0.0996027 | -14.56310022 | 4.82E-48 | 1.75E-47 | ENSG0000007251 | MARK2

7 32 8

123.158597 | -1.101784998 0.1626979 | -6.771964884 | 1.27E-11 | 2.06E-11 | ENSG0000007268 | PAHA2

6 79 2

521.957361 | -2.008124991 0.1658497 | -12.10809989 | 9.57E-34 | 2.60E-33 | ENSG0000007269 | FCGR2B

3 21 4

2511.41834 | 1.455560229 0.0656135 | 22.18383422 | 4.92E- 5.22E- ENSG0000007273 | NFATC3

7 55 109 108 6

695.400664 | 1.36182429 0.1081500 | 12.59199476 | 2.34E-36 | 6.71E-36 | ENSG0000007275 | TRNT]I

5 04 6




15306.2878 | -1.990508735 0.0930458 | -21.39278384 | 1.56E- 1.45E- ENSG0000007278 | STK10
02 101 100 6

11876.1635 | -2.492904943 0.0926410 | -26.90929316 | 1.71E- 4.03E- ENSG0000007281 | ACAPI

9 41 159 158 8

109.539009 | 1.03724209 0.2634485 | 3.93717087 8.24E-05 | 1.06E-04 | ENSG0000007284 | EVC

5 84 0

818.638437 | -1.481921622 0.1328778 | -11.15250766 | 6.96E-29 | 1.71E-28 | ENSG0000007285 | SIDT1

5 84 8

2439.99787 | -4.70213094 0.2493250 | -18.85943707 | 2.46E-79 | 1.56E-78 | ENSG0000007295 | MRVI1

5 95 2

279.405526 | -3.09234054 0.1719709 | -17.98176408 | 2.71E-72 | 1.52E-71 | ENSG0000007295 | TMEM38A

9 22 4

1279.81463 | -1.019414305 0.0577801 | -17.64297637 | 1.15E-69 | 6.17E-69 | ENSG0000007305 | XRCC1
77 0

686.268973 | -2.962294764 0.1919493 | -15.43268736 | 9.87E-54 | 3.97E-53 | ENSG0000007315 | PANX2

8 8 0

1730.96552 | -1.486192805 0.0868098 | -17.12010034 | 1.05E-65 | 5.28E-65 | ENSG0000007316 | SELENOO

9 19 9

4314.16508 | -1.686962321 0.1304670 | -12.93017503 | 3.04E-38 | 9.11E-38 | ENSG0000007333 | ALPKI

5 91 1

1251.00142 | -2.053642057 0.1689087 | -12.158293 5.18E-34 | 1.42E-33 | ENSG0000007335 | LLGL2

6 49 0

2812.04295 | -1.27715378 0.0633382 | -20.16401231 | 2.03E-90 | 1.55E-89 | ENSG0000007357 | SDHA

1 76 8

62.5954216 | 1.911793014 0.1397912 | 13.67605834 | 1.41E-42 | 4.61E-42 | ENSG0000007367 | ADAMI11

4 3 0

87.7131440 | 1.913838108 0.1204247 | 15.89239357 | 7.15E-57 | 3.05E-56 | ENSG0000007371 | PPP2R3A

5 87 1

55.4257877 | -1.073061557 0.1774493 | -6.047143111 | 1.47E-09 | 2.25E-09 | ENSG0000007371 | FERMT2
41 2

1515.23943 | -2.430965947 0.2880444 | -8.439551156 | 3.19E-17 | 5.97E-17 | ENSG0000007373 | DHRS9

1 59 7

2225.54773 | -1.797538318 0.2664834 | -6.745404218 | 1.53E-11 | 2.47E-11 | ENSGO0000007375 | PTGS2

2 1 6

2734.39929 | 1.183886546 0.2304782 | 5.136652429 | 2.80E-07 | 3.96E-07 | ENSG0000007379 | IGF2BP2

6 27 2

1370.49598 | -4.604340226 0.1983384 | -23.21456535 | 3.25E- 4.06E- ENSG0000007386 | TBX21

8 21 119 118 1

2753.58430 | 1.316511429 0.1248968 | 10.54079313 | 5.60E-26 | 1.29E-25 | ENSG0000007391 | FRY

2 09 0

10637.1293 | -1.266900197 0.1119249 | -11.31919456 | 1.05E-29 | 2.64E-29 | ENSG0000007392 | PICALM

8 42 1

1134.10613 | -1.114524257 0.0704861 | -15.81195835 | 2.57E-56 | 1.09E-55 | ENSG0000007407 | MRPS34

6 62 1




291.859974 | 1.377335069 0.2216069 | 6.215215746 | 5.13E-10 | 7.92E-10 | ENSG0000007418 | NOTCH3

1 6 1

2265.40720 | 1.213293393 0.0866646 | 13.99985817 | 1.56E-44 | 5.28E-44 | ENSG0000007420 | CLNS1A

7 92 1

1916.85369 | -1.276020046 0.0713277 | -17.88953892 | 1.42E-71 | 7.90E-71 | ENSG0000007431 | TSG101

3 21 9

675.520215 | 2.833196693 0.0812002 | 34.89147222 | 1.00E- 8.77E- ENSG0000007462 | SLC24A1

6 62 266 265 1

1225.69067 | 1.634737994 0.1081396 | 15.11692143 | 1.25E-51 | 4.83E-51 | ENSG0000007469 | HACD3

9 1 6

1094.22320 | -1.817957159 0.1338639 | -13.58062839 | 5.22E-42 | 1.69E-41 | ENSG0000007470 | IPCEF1

5 94 6

47863.6784 | -1.535359335 0.0760539 | -20.18777631 | 1.25E-90 | 9.60E-90 | ENSG0000007480 | ENOI
11 0

347.384522 | 1.336246626 0.0994195 | 13.44047572 | 3.50E-41 | 1.11E-40 | ENSG0000007493 | TUBEI

5 93 5

2192.95036 | -1.746173336 0.1174671 | -14.86520955 | 5.54E-50 | 2.07E-49 | ENSG0000007523 | TTC38

4 19 4

1571.89794 | 1.000696835 0.0899457 | 11.12556032 | 9.42E-29 | 2.31E-28 | ENSG0000007524 | GRAMDA4

1 47 0

208.883652 | 1.206990203 0.1674600 | 7.207629763 | 5.69E-13 | 9.60E-13 | ENSG0000007527 | CELSR1

2 73 5

3770.74297 | 1.1653409 0.0709171 | 16.43242564 | 1.12E-60 | 5.15E-60 | ENSG0000007529 | ZNF638

1 56 2

213.701830 | 3.718753174 0.1612711 | 23.05900653 | 1.19E- 1.46E- ENSG0000007539 | RASAL2

3 79 117 116 1

2842.93243 | -3.21973224 0.1540338 | -20.90275324 | 5.05E-97 | 4.33E-96 | ENSG0000007539 | VPS9ODI1

6 83 9

999.688706 | 1.681637622 0.1101908 | 15.26114186 | 1.39E-52 | 5.47E-52 | ENSG0000007540 | ZNF37A

1 13 7

5369.31459 | 1.154520878 0.1200249 | 9.619007739 | 6.65E-22 | 1.40E-21 | ENSG0000007542 | FNDC3B
45 0

19685.5811 | -1.789888914 0.1889653 | -9.472049052 | 2.74E-21 | 5.67E-21 | ENSG0000007542 | FOSL2

3 34 6

3302.44529 | 1.475964359 0.0663135 | 22.25736981 | 9.57E- 1.03E- ENSG0000007553 | FRYL

9 12 110 108 9

288709.325 | -2.047679069 0.0901124 | -22.72359418 | 2.62E- 3.05E- ENSG0000007562 | ACTB

1 64 114 113 4

1347.33036 | 1.94667936 0.1102541 | 17.65629899 | 9.10E-70 | 4.88E-69 | ENSG0000007565 | PLDI

1 1

715.644775 | 1.241935965 0.1332417 | 9.320920106 | 1.15E-20 | 2.34E-20 | ENSG0000007570 | WDR62
78 2

1641.55669 | 1.525482212 0.0804863 | 18.95330864 | 4.15E-80 | 2.66E-79 | ENSG0000007571 | DLGI

8 28 1




14801.6508 | -2.069404116 0.0965520 | -21.43304242 | 6.57E- 6.13E- ENSGO0000007578 | RAB7A

1 47 102 101 5

876.713113 | 1.874631178 0.1015706 | 18.45643173 | 4.63E-76 | 2.77E-75 | ENSG0000007606 | RBMS2

1 18 7

126.966082 | 1.077962633 0.0802755 | 13.42828713 | 4.13E-41 | 1.31E-40 | ENSG0000007625 | FMO4

8 13 8

596.062263 | 1.140599425 0.0597142 | 19.10096979 | 2.48E-81 | 1.63E-80 | ENSG0000007632 | KLHL20

8 15 1

102.545261 | 1.46655211 0.1132765 | 12.94664692 | 2.45E-38 | 7.37E-38 | ENSG0000007635 | SLC46Al

5 97 1

5977.55696 | -1.474124346 0.0795289 | -18.53568769 | 1.06E-76 | 6.44E-76 | ENSG0000007651 | ANKRDI3A

7 81 3

712.989543 | -1.678319211 0.1735948 | -9.668022395 | 4.12E-22 | 8.69E-22 | ENSG0000007655 | TPDS52

4 82 4

716.138473 | 1.123531469 0.1276891 | 8.798959654 | 1.38E-18 | 2.68E-18 | ENSG0000007655 | ACACB

9 26 5

950.995909 | -1.008364942 0.1621733 | -6.217821991 | 5.04E-10 | 7.79E-10 | ENSG0000007660 | TRAF4

7 37 4

5572.45077 | -1.366365228 0.1395268 | -9.792850708 | 1.21E-22 | 2.58E-22 | ENSG0000007664 | PAG1

4 11 1

3700.01492 | -3.204310765 0.1401976 | -22.85566047 | 1.28E- 1.52E- ENSG0000007666 | ICAM3

6 88 115 114 2

154.736831 | -1.066025118 0.1742877 | -6.116467109 | 9.57E-10 | 1.46E-09 | ENSG0000007670 | MCAM

7 22 6

51.7117807 | -2.342559933 0.1812550 | -12.92410704 | 3.29E-38 | 9.85E-38 | ENSG0000007682 | CAMSAP3

8 71 6

895.517981 | -4.23928838 0.2748429 | -15.42440369 | 1.12E-53 | 4.51E-53 | ENSG0000007686 | RAP1GAP

5 35 4

2656.7054 -1.529807417 0.0684274 | -22.35663529 | 1.04E- 1.14E- ENSG0000007692 | XAB2
44 110 109 4

21421.3841 | -2.05290574 0.1020389 | -20.11884386 | 5.05E-90 | 3.82E-89 | ENSG0000007692 | ARHGEF1

5 52 8

17297.3926 | -3.754913172 0.1421820 | -26.40919658 | 1.07E- 2.37E- ENSG0000007694 | STXBP2

3 3 153 152 4

1983.45758 | -1.127351297 0.0674979 | -16.70201637 | 1.27E-62 | 6.04E-62 | ENSG0000007698 | MAP2K7

8 16 4

7088.98143 | -1.117321976 0.0833489 | -13.40534983 | 5.63E-41 | 1.78E-40 | ENSG0000007704 | DGKD

6 61 4

7187.90391 | 1.055615644 0.0573340 | 18.41165878 | 1.06E-75 | 6.30E-75 | ENSG0000007709 | TOP2B

6 87 7

4529.18945 | -3.229024279 0.0996738 | -32.39590419 | 3.13E- 1.90E- ENSG0000007715 | NFKB2

6 43 230 228 0

2400.65761 | 1.439250627 0.0844141 | 17.04987426 | 3.50E-65 | 1.74E-64 | ENSG0000007723 | DNAJC10

9 49 2




13278.5635 | -3.884893746 0.1537936 | -25.26043481 | 8.70E- 1.57E- ENSG0000007723 | IL4R

4 21 141 139 8

12445.8395 | -2.031069516 0.1177347 | -17.25123393 | 1.10E-66 | 5.61E-66 | ENSG0000007742 | APBBI1IP

3 39 0

8672.30233 | -2.894069698 0.1128240 | -25.65118517 | 4.10E- 7.91E- ENSG0000007745 | LRCH4

4 15 145 144 4

699.523309 | -1.278693585 0.0754924 | -16.93803587 | 2.36E-64 | 1.16E-63 | ENSG0000007746 | SIRT6

7 36 3

14322.3794 | -2.149304431 0.0750096 | -28.65371222 | 1.44E- 4.75E- ENSG0000007754 | CAPZB

4 33 180 179 9

442.148951 | -1.719806868 0.1216572 | -14.13649408 | 2.26E-45 | 7.80E-45 | ENSG0000007758 | GPR137B

5 41 5

75.3971429 | 1.218329813 0.1379495 | 8.831703054 | 1.03E-18 | 2.00E-18 | ENSG0000007761 | NAALAD?2

7 9 6

503.998950 | 1.022443221 0.0821734 | 12.44250189 | 1.54E-35 | 4.33E-35 | ENSG0000007771 | SLC25A43

6 43 3

1042.57768 | 1.008916929 0.1934748 | 5.214717518 | 1.84E-07 | 2.63E-07 | ENSG0000007778 | FGFRI

2 96 2

25078.498 -3.689993638 0.2583939 | -14.28049797 | 2.90E-46 | 1.02E-45 | ENSG0000007798 | CST7
05 4

1317.79922 | 1.178667281 0.0948181 | 12.43082363 | 1.78E-35 | 5.00E-35 | ENSG0000007804 | PIAS2

5 16 3

305.052944 | -1.813726934 0.2566119 | -7.067975619 | 1.57E-12 | 2.62E-12 | ENSG0000007805 | AMPH

4 4 3

459477738 | -1.416736299 0.0780403 | -18.15390441 | 1.20E-73 | 6.90E-73 | ENSG0000007806 | ARAF

1 08 1

1327.68961 | 2.673340347 0.1192803 | 22.41224081 | 2.99E- 3.32E- ENSG0000007817 | N4BP2

3 69 111 110 7

5146.67394 | -1.082376787 0.0554291 | -19.52720621 | 6.45E-85 | 4.51E-84 | ENSG0000007830 | PPP2R5C

6 68 4

49.4978989 | -3.146633093 0.1526249 | -20.6167666 | 1.94E-94 | 1.59E-93 | ENSG0000007840 | EDNI1

3 56 1

2214.01754 | 2.040565662 0.0732553 | 27.855517 9.24E- 2.62E- ENSG0000007840 | MLLT10
51 171 169 3

485.212854 | -2.416707236 0.1739213 | -13.8954052 | 6.75E-44 | 2.26E-43 | ENSG0000007858 | P2RY10

9 22 9

2568.24867 | 1.013186884 0.1861331 | 5.443344422 | 5.23E-08 | 7.59E-08 | ENSG0000007859 | ITM2A
57 6

9838.66144 | -1.387222979 0.0788852 | -17.58533902 | 3.19E-69 | 1.69E-68 | ENSG0000007861 | NRDC

6 8

5596.53523 | 1.161712529 0.0813741 | 14.2761857 3.08E-46 | 1.08E-45 | ENSG0000007867 | PCMI
54 4

3513.07585 | -1.181193385 0.0627265 | -18.83082322 | 4.22E-79 | 2.67E-78 | ENSG0000007880 | SDF4

9 93 8




261.583492 | 2.71277348 0.1005671 | 26.97474007 | 2.92E- 7.06E- ENSG0000007881 | MYH7B

6 78 160 159 4

2633.92453 | -1.759442384 0.0994252 | -17.69612852 | 4.49E-70 | 2.42E-69 | ENSG0000007890 | TOLLIP

6 72 2

1229.24665 | 1.686667695 0.0770736 | 21.88383218 | 3.70E- 3.74E- ENSG0000007913 | THOCI1

3 9 106 105 4

111.118947 | 2.501645545 0.1402934 | 17.83151614 | 4.02E-71 | 2.21E-70 | ENSG0000007915 | FKBP7

1 85 0

289.941958 | 1.144023616 0.1263143 | 9.05695912 1.34E-19 | 2.66E-19 | ENSG0000007925 | LXN
18 7

1193.92078 | -2.699127464 0.1268870 | -21.27188541 | 2.07E- 1.88E-99 | ENSG0000007926 | SP140

3 82 100 3

7829.71528 | -2.390655426 0.1591894 | -15.01767141 | 5.62E-51 | 2.14E-50 | ENSG0000007927 | MKNK1

7 88 7

3501.38431 | -1.987655861 0.2064482 | -9.627866386 | 6.10E-22 | 1.28E-21 | ENSG0000007930 | TNS1

6 18 8

788.356924 | 1.61165429 0.0804638 | 20.02953443 | 3.04E-89 | 2.27E-88 | ENSG0000007933 | CDCI4A

2 92 5

245.813480 | 1.545338235 0.1293299 | 11.94880661 | 6.59E-33 | 1.76E-32 | ENSG0000007933 | RAPGEF3

8 23 7

2837.74564 | -3.902134465 0.2165252 | -18.02161548 | 1.32E-72 | 7.44E-72 | ENSG0000007938 | CEACAMI1

6 32 5

6665.63367 | -1.049022342 0.0980602 | -10.69773097 | 1.04E-26 | 2.44E-26 | ENSG0000007943 | CIC

5 66 2

4941.23622 | -1.042565038 0.0570148 | -18.28584361 | 1.07E-74 | 6.28E-74 | ENSG0000007945 | FDFTI
72 9

123.380606 | 2.664911368 0.1752277 | 15.20827246 | 3.12E-52 | 1.22E-51 | ENSG0000007948 | OPHNI1

3 5 2

1817.79920 | -1.731182055 0.1002057 | -17.27627572 | 7.10E-67 | 3.64E-66 | ENSG0000007973 | PGM1

5 44 9

13955.2441 | -1.263414826 0.0862938 | -14.64083765 | 1.54E-48 | 5.62E-48 | ENSG0000007980 | DNM2

1 89 5

54.3305552 | 1.571165698 0.1705468 | 9.212517007 | 3.19E-20 | 6.41E-20 | ENSG0000008000 | DDX43

1 44 7

401.652553 | 2.700791929 0.1611195 | 16.76266257 | 4.58E-63 | 2.20E-62 | ENSG0000008020 | CRYBG3

6 07 0

3192.02087 | 2.025240621 0.1089679 | 18.58566001 | 4.20E-77 | 2.56E-76 | ENSG0000008034 | RIF1

3 15 5

44.6243566 | -1.08059252 0.2039058 | -5.299469137 | 1.16E-07 | 1.67E-07 | ENSG0000008056 | MID2

9 05 1

109.478988 | -1.672575738 0.2065110 | -8.099205484 | 5.53E-16 | 1.01E-15 | ENSG0000008057 | COL5A3

3 88 3

219.134477 | 2.605314921 0.1640768 | 15.87862116 | 8.91E-57 | 3.79E-56 | ENSG0000008082 | MOK

7 99 3




935.781582 | 1.854853318 0.1102270 | 16.82756853 | 1.53E-63 | 7.41E-63 | ENSG0000008083 | RBLI1

7 55 9

138.297391 | 1.20813508 0.1373568 | 8.795595761 | 1.42E-18 | 2.75E-18 | ENSG0000008102 | MAGI3

4 22 6

176.930499 | 1.956379852 0.2323500 | 8.41996813 3.77E-17 | 7.05E-17 | ENSG0000008104 | CXCL2
31 1

2837.94130 | -1.923372018 0.1449970 | -13.26490391 | 3.70E-40 | 1.15E-39 | ENSG0000008105 | TCF7

5 56 9

47.2635030 | 1.61435789 0.1405256 | 11.48799731 | 1.52E-30 | 3.86E-30 | ENSG0000008114 | IMPG2

7 15 8

368.832652 | 1.364536627 0.0959409 | 14.22267611 | 6.63E-46 | 2.31E-45 | ENSG0000008117 | EXD2

9 2 7

35016.2313 | -1.859558142 0.1257932 | -14.78265092 | 1.90E-49 | 7.03E-49 | ENSG0000008123 | PTPRC

8 8 7

9720.08569 | -1.062675704 0.1146016 | -9.27278052 1.81E-20 | 3.67E-20 | ENSG0000008132 | STK17B

3 24 0

133.234307 | -1.119075657 0.1709589 | -6.545872803 | 5.91E-11 | 9.42E-11 | ENSG0000008137 | CDC14B

3 68 7

467.890408 | 1.603114155 0.0775499 | 20.67201958 | 6.19E-95 | 5.12E-94 | ENSG0000008138 | ZNF510

8 53 6

1281.45853 | 1.513883014 0.0707410 | 21.40035138 | 1.33E- 1.23E- ENSG0000008166 | ZNF506

5 35 101 100 5

520.103924 | 5.214941125 0.1111310 | 46.92603227 | 0.00E+0 | 0.00E+0 | ENSGO0000008192 | ATP8BI

7 9 0 0 3

1457.33225 | -2.165529607 0.1899237 | -11.40210133 | 4.08E-30 | 1.03E-29 | ENSG0000008201 | SMARCD3

2 29 4

5217.39504 | -3.581961997 0.1803017 | -19.86648918 | 7.94E-88 | 5.80E-87 | ENSG0000008214 | STRADB
11 6

172.350910 | 1.851161109 0.0890235 | 20.7940634 4.90E-96 | 4.13E-95 | ENSG0000008219 | C1QTNF3

7 39 6

496.760989 | 2.120251988 0.1445929 | 14.66358863 | 1.10E-48 | 4.03E-48 | ENSG0000008226 | FAM135A

4 81 9

91.2142844 | -1.93702554 0.2331760 | -8.307138689 | 9.80E-17 | 1.82E-16 | ENSG0000008229 | COL19A1

4 2 3

765.865619 | -1.16145707 0.2767811 | -4.196301672 | 2.71E-05 | 3.57E-05 | ENSG0000008239 | EPB41L3

8 18 7

541.890190 | 2.948981342 0.2245207 | 13.13455871 | 2.09E-39 | 6.41E-39 | ENSG0000008243 | COBLLI

7 78 8

212.270193 | -2.069555023 0.1781238 | -11.61863157 | 3.31E-31 | 8.55E-31 | ENSG0000008245 | DLG3

5 19 8

427.487566 | -1.886977001 0.1788553 | -10.55029873 | 5.06E-26 | 1.17E-25 | ENSG0000008278 | ITGBS

6 15 1

1390.55388 | 2.140844056 0.0675789 | 31.67917591 | 3.01E- 1.66E- ENSG0000008280 | ERC1

7 06 220 218 5




7130.53763 | 1.128273804 | 0.0950967 | 11.86447801 | 1.81E-32 | 4.80E-32 | ENSG0000008289 | XPO1
93 8

3165.67246 | -1.951521279 | 0.1248593 | -15.62975444 | 4.57E-55 | 1.88E-54 | ENSG0000008299 | RNF13

6 69 6

435.848752 | 1.075321941 0.1034458 | 10.39502143 | 2.61E-25 | 5.93E-25 | ENSG0000008309 | PALB2

4 61 3

963.762208 | 1.504011381 0.0905421 | 16.61116638 | 5.79E-62 | 2.72E-61 | ENSG0000008309 | DOP1A
9 7

3757.26565 | -1.16948421 0.0942560 | -12.40752492 | 2.38E-35 | 6.69E-35 | ENSG0000008322 | TUT7
44 3

3266.09534 | -1.763493319 | 0.1081751 | -16.30220316 | 9.52E-60 | 4.31E-59 | ENSG0000008344 | PLODI

8 53 4

1081.04594 | -2.346134787 | 0.1352161 | -17.35099145 | 1.94E-67 | 1.00E-66 | ENSG0000008345 | P2RXS5
8 4

642.604594 | 1.778186604 | 0.0963722 | 18.45123927 | 5.10E-76 | 3.05E-75 | ENSG0000008353 | PIBF1

6 04 5

453.725644 | 1.170076657 | 0.0793982 | 14.73681496 | 3.74E-49 | 1.38E-48 | ENSG0000008375 | RRAGB

1 05 0

1315.08035 | 1.617508714 | 0.0763763 | 21.17812251 | 1.52E-99 | 1.36E-98 | ENSG0000008384 | ZNF264

6 98 4

1195.09368 | -1.375528157 | 0.0872938 | -15.75745102 | 6.10E-56 | 2.56E-55 | ENSG0000008393 | CHMP2B

7 24 7

36442.7551 | -3.463680248 | 0.1464300 | -23.65415518 | 1.07E- | 1.46E- | ENSG0000008407 | SMAP2

3 97 123 122 0

2225.04978 | 1.714539825 | 0.0738513 | 23.2160786 | 3.13E- | 3.92E- | ENSG0000008409 | REST

7 96 119 118 3

2964.20905 | -1.584085245 | 0.2386679 | -6.637193483 | 3.20E-11 | 5.14E-11 | ENSG0000008411 | HAL
32 0

6604.96662 | -1.103660463 | 0.0883217 | -12.49591047 | 7.86E-36 | 2.23E-35 | ENSG0000008420 | GSTPI

9 33 7

287.976539 | 1.468862512 | 0.0980654 | 14.97838321 | 1.02E-50 | 3.85E-50 | ENSG0000008444 | FAM234B

2 92 4

3699.27387 | -1.216369557 | 0.0607149 | -20.03411663 | 2.78E-89 | 2.07E-88 | ENSG0000008462 | EIF3I

3 08 3

621.284231 | -1.114132581 | 0.1540390 | -7.232794869 | 4.73E-13 | 8.00E-13 | ENSG0000008473 | KIF3C

4 13 1

313.202086 | -2.43490756 0.1462162 | -16.65278844 | 2.89E-62 | 1.37E-61 | ENSG0000008476 | MAPRE3

1 07 4

265027746 | 1.163937831 0.0908371 | 12.81345428 | 1.38E-37 | 4.06E-37 | ENSG0000008477 | CAD

6 63 4

3586.83805 | -2.616882102 | 0.1718018 | -15.23198059 | 2.17E-52 | 8.52E-52 | ENSG0000008506 | CD59
28 3

615536381 | -1.923619791 | 0.1194654 | -16.10188941 | 2.47E-58 | 1.09E-57 | ENSG0000008511 | CD82

7 7 7




4484.84752 | 1.88270895 0.0808167 | 23.29602846 | 4.86E- 6.18E- ENSG0000008522 | ATRX

7 35 120 119 4

27912.7509 | -2.884828606 0.3043027 | -9.480126076 | 2.54E-21 | 5.25E-21 | ENSG0000008526 | FCN1

6 68 5

933.956624 | 1.271885256 0.0784763 | 16.2072428 4.48E-59 | 2.00E-58 | ENSG0000008536 | SCAMP1
5 5

494.302238 | 1.929033447 0.1137313 | 16.96131347 | 1.59E-64 | 7.81E-64 | ENSG0000008538 | HACE1

8 72 2

1372.91537 | 1.520473723 0.1101574 | 13.80273695 | 2.45E-43 | 8.12E-43 | ENSG0000008541 | SEHIL

9 08 5

131.140409 | -1.176268984 0.1154747 | -10.18637128 | 2.28E-24 | 5.06E-24 | ENSG0000008546 | OVGP1

1 8 5

4064.11453 | -3.095379715 0.1847681 | -16.75277562 | 5.40E-63 | 2.59E-62 | ENSGO0000008551 | PILRA

5 71 4

1542.80012 | -1.61747232 0.1053300 | -15.35622933 | 3.22E-53 | 1.28E-52 | ENSG0000008566 | AKR1BI
45 2

389.694098 | -2.441811206 0.1780146 | -13.71691038 | 8.04E-43 | 2.63E-42 | ENSG0000008573 | CTTN

3 65 3

1287.75171 | 1.070598856 0.0896942 | 11.93609482 | 7.67E-33 | 2.05E-32 | ENSG0000008578 | DDHD2

1 32 8

881.845417 | 1.293523973 0.0861313 | 15.01803154 | 5.59E-51 | 2.13E-50 | ENSG0000008598 | USP40

9 93 2

425.393633 | 1.306996916 0.1889024 | 6.918898391 | 4.55E-12 | 7.49E-12 | ENSG0000008599 | RAD54L

3 59 9

5449.22622 | -1.638834413 0.0745227 | -21.9910639 | 3.51E- 3.59E- ENSG0000008606 | B4GALT1

3 43 107 106 2

1035.40338 | 1.192529907 0.0826313 | 14.43193314 | 3.26E-47 | 1.16E-46 | ENSG0000008618 | DIMT1

5 35 9

8042.15539 | -1.620446558 0.1040701 | -15.57071621 | 1.15E-54 | 4.71E-54 | ENSG0000008623 | EIF2AKI1

8 36 2

504.213875 | 2.596168985 0.1622761 | 15.9984635 1.31E-57 | 5.67E-57 | ENSG0000008628 | EPDR1

2 45 9

1622.16236 | -2.189120477 0.0705130 | -31.04560755 | 1.31E- 6.42E- ENSG0000008650 | MRPL28

8 5 211 210 4

24039.2481 | -11.22977911 0.2881400 | -38.97334233 | 0.00E+0 | 0.00E+0 | ENSG0000008650 | HBQ1

8 06 0 0 6

1651.76158 | -3.368465796 0.1635266 | -20.59888368 | 2.81E-94 | 2.29E-93 | ENSG0000008654 | ITPKC

3 19 4

107.744680 | 1.678787919 0.1463055 | 11.47453091 | 1.77E-30 | 4.51E-30 | ENSGO0000008657 | FAT2

6 82 0

823.939364 | 1.03142758 0.0894682 | 11.52842199 | 9.49E-31 | 2.43E-30 | ENSG0000008671 | TXLNG

6 36 2

10258.2456 | -1.852618565 0.1253851 | -14.77541935 | 2.11E-49 | 7.83E-49 | ENSG0000008673 | LAT2

5 77 0




11443.0204 | 1.063136825 0.0802201 | 13.25273343 | 4.35E-40 | 1.35E-39 | ENSG0000008675 | HUWEI

2 92 8

17126.2854 | -2.486684162 0.1414458 | -17.58046311 | 3.48E-69 | 1.84E-68 | ENSG0000008707 | PPPIR15A
85 4

517.162622 | -1.064292296 0.1247950 | -8.528322478 | 1.48E-17 | 2.81E-17 | ENSG0000008707 | TRIP6

3 34 7

216.367715 | -2.065507966 0.2297340 | -8.990865617 | 2.45E-19 | 4.83E-19 | ENSG0000008708 | ACHE

1 49 5

223891.286 | -4.145801031 0.1376167 | -30.12570915 | 2.23E- 9.39E- ENSG0000008708 | FTL

2 12 199 198 6

4450.31449 | -1.071049429 0.0682628 | -15.69007169 | 1.77E-55 | 7.34E-55 | ENSG0000008708 | SRRT

8 77 7

2770.46322 | -1.668959622 0.0711641 | -23.45223776 | 1.25E- 1.64E- ENSG0000008708 | BAX

9 95 121 120 8

4111.87836 | -1.421080799 0.0916104 | -15.51221048 | 2.87E-54 | 1.17E-53 | ENSG0000008715 | ATXN7L3

3 64 2

4923.30823 | -2.152134916 0.1272825 | -16.90833019 | 3.91E-64 | 1.91E-63 | ENSG0000008715 | PGS1

2 22 7

2580.77987 | -1.761385722 0.0700910 | -25.12996206 | 2.34E- 4.11E- ENSG0000008720 | UIMC1

6 62 139 138 6

814.122913 | 3.600549424 0.2376364 | 15.15150203 | 7.41E-52 | 2.87E-51 | ENSG0000008724 | MMP2

2 68 5

112.624279 | -2.666445712 0.1899116 | -14.04045441 | 8.81E-45 | 3.00E-44 | ENSG0000008725 | GNAOI

3 39 8

12491.1669 | -1.817553682 0.1210579 | -15.01390827 | 5.95E-51 | 2.26E-50 | ENSG0000008726 | SH3BP2

1 98 6

259.965034 | 1.106899219 0.1691412 | 6.544231049 | 5.98E-11 | 9.52E-11 | ENSG0000008729 | L2ZHGDH
19 9

8134.18297 | -1.434198316 0.0482235 | -29.74063801 | 2.29E- 9.01E- ENSG0000008736 | SF3B2

7 22 194 193 5

860.556224 | 1.95587271 0.0737165 | 26.53232816 | 4.11E- 9.18E- ENSG0000008744 | KLHL42

4 88 155 154 8

46597.3822 | -1.783587274 0.0921716 | -19.35071184 | 2.01E-83 | 1.37E-82 | ENSG0000008746 | GNAS

2 62 0

2688.08536 | 1.409252356 0.0885764 | 15.91000598 | 5.40E-57 | 2.31E-56 | ENSG0000008747 | DNMIL

6 82 0

129.945033 | 1.869380729 0.0723610 | 25.83407441 | 3.67E- 7.34E- ENSG0000008788 | AAMDC
49 147 146 4

1585.10661 | -1.420882691 0.1633979 | -8.695840147 | 3.44E-18 | 6.61E-18 | ENSG0000008790 | RFX2

7 77 3

41.6645203 | -1.119404646 0.1914002 | -5.848502935 | 4.96E-09 | 7.43E-09 | ENSG0000008828 | ASAP3

3 03 0

179230821 | -1.247615167 0.0905416 | -13.77946811 | 3.39E-43 | 1.12E-42 | ENSG0000008829 | EDEM2

3 06 8




610.286163 | 4.955776572 0.1398311 | 35.4411406 3.97E- 3.89E- ENSG0000008830 | DNMT3B
3 82 275 273 5

393.585731 | -1.172151642 0.0560995 | -20.894122 6.06E-97 | 5.18E-96 | ENSG0000008835 | PDRGI1
8 88 6

122.936491 | 1.002333352 0.1921750 | 5.215732106 | 1.83E-07 | 2.61E-07 | ENSG0000008853 | DOCK3
5 07 8

218.816908 | 2.5267864 0.0743368 | 33.99105477 | 3.02E- 2.33E- ENSG0000008872 | KIF9

1 05 253 251 7

294.653743 | -1.393988891 0.1406421 | -9.911599634 | 3.71E-23 | 8.00E-23 | ENSG0000008880 | PPP1R13B
6 71 8

1527.49819 | 1.829091964 0.0522298 | 35.02005614 | 1.11E- 1.01E- ENSGO0000008881 | ATRN
2 41 268 266 2

1194.25775 | -2.814466356 0.2117374 | -13.29224704 | 2.57E-40 | 8.03E-40 | ENSG0000008882 | SMOX
6 4 6

8753.93093 | -1.683709133 0.0949712 | -17.72861121 | 2.52E-70 | 1.37E-69 | ENSG0000008883 | FKBP1A
6 93 2

4138.91904 | -1.716804666 0.1109891 | -15.46821996 | 5.69E-54 | 2.30E-53 | ENSG0000008883 | NSFL1C
6 55 3

63.8972003 | 1.478901177 0.1663496 | 8.890316058 | 6.09E-19 | 1.19E-18 | ENSG0000008883 | SLC4All
6 74 6

1231.17514 | 2.660865024 0.1089999 | 24.411612 1.29E- 2.01E- ENSG0000008885 | C200rf194
7 72 131 130 4

156.210969 | -1.541415857 0.2585707 | -5.961292084 | 2.50E-09 | 3.79E-09 | ENSG0000008888 | EBF4
8 65 1

1766.16086 | 4.028447024 0.2063582 | 19.52161738 | 7.19E-85 | 5.02E-84 | ENSG0000008888 | CPXM1
2 61 2

6839.57725 | 1.056780139 0.0655779 | 16.11488215 | 2.01E-58 | 8.85E-58 | ENSG0000008888 | MAVS
3 01 8

105.607070 | -1.446762763 0.1542086 | -9.381850341 | 6.48E-21 | 1.33E-20 | ENSG0000008889 | LZTS3
1 81 9

3134.66411 | -3.255642687 0.1838453 | -17.70859876 | 3.60E-70 | 1.95E-69 | ENSG0000008899 | TESC
2 02 2

267.730660 | -2.366108294 0.2296314 | -10.30393783 | 6.76E-25 | 1.52E-24 | ENSG0000008901 | SIRPG

2 61 2

1280.73842 | 1.423724178 0.0670762 | 21.22547095 | 5.56E- 5.02E-99 | ENSG0000008902 | MAPKAPKS5
7 11 100 2

567.567289 | 1.423613131 0.1709472 | 8.32778979 8.24E-17 | 1.53E-16 | ENSG0000008904 | ESF1
6 94 8

2503.02296 | -1.190500072 0.1265949 | -9.404005777 | 5.25E-21 | 1.08E-20 | ENSG0000008906 | SLC8BI
9 96 0

254.983828 | 1.172376985 0.1048575 | 11.18066417 | 5.07E-29 | 1.25E-28 | ENSG0000008912 | TASPI
3 44 3

1945.89135 | -1.85734584 0.1534615 | -12.10300147 | 1.02E-33 | 2.76E-33 | ENSG0000008912 | OAS1
9 &9 7




12377.6804 | -2.833618287 0.1508590 | -18.78322249 | 1.04E-78 | 6.50E-78 | ENSG0000008915 | PXN

5 07 9

348.118290 | 1.059368281 0.1299327 | 8.153202391 | 3.54E-16 | 6.48E-16 | ENSG0000008917 | KIF16B

1 84 7

4975.08062 | -1.180661305 0.0673945 | -17.51863513 | 1.03E-68 | 5.42E-68 | ENSG0000008924 | ERP29

3 94 8

12451.0666 | -1.700375922 0.1172084 | -14.50728101 | 1.09E-47 | 3.92E-47 | ENSG0000008932 | FXYDS5

2 5 7

652.657054 | 1.669904968 0.1433770 | 11.64694833 | 2.38E-31 | 6.17E-31 | ENSG0000008933 | ZNF302

8 39 5

9927.96819 | -2.495935693 0.1155648 | -21.59770483 | 1.89E- 1.80E- ENSG0000008935 | GRAMDIA

7 58 103 102 1

197.654189 | -1.38479653 0.1760148 | -7.867498166 | 3.62E-15 | 6.46E-15 | ENSG0000008950 | CMTM1
53 5

11660.7563 | -2.496597415 0.1214184 | -20.56193025 | 6.02E-94 | 4.87E-93 | ENSG0000008963 | GMIP

2 36 9

510.220246 | 2.272900256 0.0958939 | 23.70221833 | 3.42E- 4.72E- ENSG0000008968 | RBM41

5 89 124 123 2

561.363766 | -3.695943768 0.2158307 | -17.12427178 | 9.78E-66 | 4.92E-65 | ENSG0000008969 | LAG3

3 12 2

6018.11629 | -2.028790769 0.0778830 | -26.04921059 | 1.37E- 2.86E- ENSG0000008969 | MLF2

9 04 149 148 3

46.7972844 | 2.132112781 0.1107865 | 19.24522634 | 1.55E-82 | 1.04E-81 | ENSG0000008972 | OTUB2
79 3

15868.0028 | -1.91687724 0.1244108 | -15.40764318 | 1.45E-53 | 5.83E-53 | ENSG0000008982 | ARHGAP4

8 02 0

3402.10703 | 1.254552979 0.0642230 | 19.53431065 | 5.61E-85 | 3.93E-84 | ENSG0000008991 | GPATCH2L

1 48 6

6692.74047 | -3.656898785 0.1794906 | -20.37375768 | 2.86E-92 | 2.24E-91 | ENSG0000009001 | BLVRB

9 39 3

2059.55182 | -1.184425496 0.0988088 | -11.98704389 | 4.15E-33 | 1.11E-32 | ENSG0000009002 | SLC9A1
06 0

398.207856 | -1.867325438 0.1412270 | -13.2221559 | 6.54E-40 | 2.03E-39 | ENSG0000009009 | PCBP4
02 7

2911.37019 | -3.038983302 0.2717329 | -11.18371421 | 4.90E-29 | 1.21E-28 | ENSG0000009010 | RGSI

3 18 4

15044.5045 | -4.437842535 0.1567131 | -28.31826041 | 2.06E- 6.40E- ENSG0000009023 | YPEL3

7 06 176 175 8

2631.16227 | -1.6082917 0.0885957 | -18.15314017 | 1.21E-73 | 6.99E-73 | ENSG0000009027 | NUDC

4 85 3

3811.89578 | -1.822649423 0.0900646 | -20.2371122 | 4.61E-91 | 3.56E-90 | ENSG0000009031 | MAEA

4 99 6

1810.38128 | -2.249158933 0.1205059 | -18.66430229 | 9.66E-78 | 5.95E-77 | ENSG0000009033 | ICAMI

8 21 9




4365.80277 | -1.10521375 0.0819038 | -13.49403492 | 1.70E-41 | 5.42E-41 | ENSG0000009037 | STRN4
75 2

774.382599 | -1.139819266 | 0.0821026 | -13.88285534 | 8.05E-44 | 2.69E-43 | ENSG0000009043 | MULI

9 54 2

481.885465 | 1.018118978 | 0.0770186 | 13.2191219 | 6.81E-40 | 2.11E-39 | ENSG0000009044 | TFAP4

2 54 7

3887.13941 | -1.127609109 | 0.0698914 | -16.13372556 | 1.48E-58 | 6.55E-58 | ENSG0000009048 | SPG21
27 7

875.238683 | -4.484509648 | 0.1506625 | -29.76526454 | 1.10E- | 4.35E- | ENSG0000009055 | FLT3LG

9 16 194 193 4

446.993852 | 1.493190547 | 0.1097627 | 13.60380306 | 3.80E-42 | 1.23E-41 | ENSG0000009061 | ZNF268

4 29 2

946.726292 | -1.382260528 | 0.1493988 | -9.252149905 | 2.20E-20 | 4.44E-20 | ENSG0000009066 | CERS4

2 47 1

3553.47564 | -3.281120982 | 0.1613333 | -20.3375194 | 5.99E-92 | 4.67E-91 | ENSG0000009067 | MCOLN1

5 92 4

2851.90689 | 1.574482657 | 0.0647610 | 24.3121866 | 1.46E- | 2.23E- | ENSG0000009085 | PDPR

7 47 130 129 7

2203.58219 | 1.315544338 | 0.0628160 | 20.94280402 | 2.18E-97 | 1.89E-96 | ENSG0000009090 | TNRC6A

9 55 5

122133425 | -2.090346867 | 0.0984135 | -21.24043098 | 4.04E- | 3.66E-99 | ENSG0000009107 | DTX2

9 81 100 3

2682.73247 | -3.387758255 | 0.2393440 | -14.15434397 | 1.76E-45 | 6.06E-45 | ENSG0000009110 | NLRC4

1 67 6

430.206942 | 1.209403649 | 0.1626750 | 7.434475748 | 1.05E-13 | 1.81E-13 | ENSG0000009112 | PUS7

3 41 7

147.66805 | 1.158128937 | 0.1067088 | 10.85316784 | 1.93E-27 | 4.59E-27 | ENSG0000009113 | LAMBI
39 6

245289404 | 1.951313238 | 0.1521646 | 12.82369643 | 1.21E-37 | 3.56E-37 | ENSG0000009126 | ABCC6

4 47 2

7014.68971 | -1.228183287 | 0.1354970 | -9.064281385 | 1.25E-19 | 2.49E-19 | ENSG0000009131 | CMTM6

4 39 7

175748447 | 2.135117813 | 0.1666003 | 12.81580806 | 1.34E-37 | 3.94E-37 | ENSG0000009140 | ITGA6

4 27 9

1370.72747 | 1.070691726 | 0.1421663 | 7.531260042 | 5.03E-14 | 8.74E-14 | ENSG0000009143 | MAP3K20
47 6

97.0134635 | 1.162850351 | 0.1993824 | 5.832261343 | 5.47E-09 | 8.17E-09 | ENSG0000009151 | TF

4 15 3

3212.75512 | -1.161053485 | 0.0559759 | -20.74199519 | 1.45E-95 | 1.21E-94 | ENSG0000009154 | ALKBHS

6 79 2

9899.68243 | -1.762258332 | 0.1363808 | -12.92159621 | 3.40E-38 | 1.02E-37 | ENSG0000009159 | NLRP1

1 54 2

59.9391524 | 1.117108066 | 0.1560962 | 7.156532925 | 8.27E-13 | 1.39E-12 | ENSG0000009184 | RGS17

2 66 4




141.452935 | 4.098573667 0.1281259 | 31.98863093 | 1.57E- 8.96E- ENSG0000009187 | ANGPT2

2 48 224 223 9

648.948960 | -1.095366179 0.0590474 | -18.55059394 | 8.07E-77 | 4.89E-76 | ENSG0000009194 | TMEMI101

6 99 7

627.093572 | 1.581202544 0.2301700 | 6.86971447 6.43E-12 | 1.05E-11 | ENSG0000009197 | CD200

3 53 2

8064.92406 | -2.140430133 0.0664609 | -32.20582475 | 1.46E- 8.68E- ENSG0000009201 | PSME1

2 63 227 226 0

2933.3407 -2.882660756 0.1327156 | -21.72058533 | 1.31E- 1.28E- ENSG0000009203 | HAUS4
11 104 103 6

544.069396 | -1.903723194 0.2681355 | -7.099854652 | 1.25E-12 | 2.08E-12 | ENSG0000009206 | CEBPE

6 16 7

105.415463 | -1.298742106 0.2147907 | -6.046545853 | 1.48E-09 | 2.26E-09 | ENSG0000009209 | SLC22A17
48 6

2373.85876 | -1.658384921 0.0578547 | -28.66464871 | 1.05E- 3.49E- ENSG0000009209 | RNF31

2 09 180 179 8

806.674962 | 1.234472067 0.1006782 | 12.26156 1.46E-34 | 4.02E-34 | ENSG0000009214 | G2E3
23 0

3768.29699 | 1.490510387 0.0731202 | 20.3843586 2.30E-92 | 1.81E-91 | ENSG0000009214 | HECTDI

6 99 8

15261.0043 | -1.071505857 0.0441830 | -24.25151343 | 6.37E- 9.65E- ENSG0000009219 | HNRNPC

2 51 130 129 9

3318.15298 | -1.25044783 0.0523075 | -23.90570139 | 2.67E- 3.80E- ENSG0000009220 | TOX4

4 15 126 125 3

2861.02253 | -1.749672945 0.0742206 | -23.57392597 | 7.14E- 9.54E- ENSG0000009233 | TINF2

5 85 123 122 0

290.855087 | 1.388914472 0.1435976 | 9.672261762 | 3.96E-22 | 8.34E-22 | ENSG0000009242 | SEMAG6A

3 93 1

2639.82336 | 1.698030682 0.0957598 | 17.73217243 | 2.37E-70 | 1.28E-69 | ENSG0000009243 | TRPM7

9 79 9

54.6915030 | 1.298238981 0.1655756 | 7.840760765 | 4.48E-15 | 7.98E-15 | ENSG0000009244 | TYRO3

8 4 5

982.187868 | -3.205413172 0.1273169 | -25.17664872 | 7.22E- 1.28E- ENSG0000009252 | CAPN3
12 140 138 9

180.494789 | -2.193441164 0.1978545 | -11.0861301 1.46E-28 | 3.58E-28 | ENSG0000009275 | COL9A3
39 8

8015.10567 | -2.237029241 0.1072750 | -20.85321233 | 1.43E-96 | 1.21E-95 | ENSG0000009282 | EZR

3 43 0

17325.9875 | -1.980880564 0.1113765 | -17.78543096 | 9.17E-71 | 5.01E-70 | ENSG0000009284 | MYL6

2 85 1

642.677498 | 2.305788512 0.1744498 | 13.21748351 | 6.96E-40 | 2.15E-39 | ENSG0000009285 | CLSPN
88 3

1912.95366 | -1.290000162 0.0542023 | -23.7996879 | 3.36E- 4.71E- ENSG0000009287 | RFFL

6 98 125 124 1




11740.5092 | -1.624594572 0.1124583 | -14.44618526 | 2.65E-47 | 9.48E-47 | ENSG0000009292 | UNCI13D
4 79 9

348.803758 | 1.272494905 0.0862165 | 14.7592942 2.68E-49 | 9.92E-49 | ENSG0000009297 | GPATCH2
9 15 8

464.884599 | 1.003173553 0.1767538 | 5.675541439 | 1.38E-08 | 2.04E-08 | ENSG0000009300 | CDC45
8 07 9

2033.28544 | -4.970186347 0.2652966 | -18.73445108 | 2.59E-78 | 1.61E-77 | ENSG0000009313 | VNN3
7 09 4

117.843628 | 2.201109533 0.1277863 | 17.22491324 | 1.73E-66 | 8.82E-66 | ENSG0000009321 | XYLB
2 93 7

4953.31767 | 1.380303393 0.1328539 | 10.38962785 | 2.76E-25 | 6.27E-25 | ENSG0000009491 | CBXS
2 78 6

1520.80712 | 1.591892006 0.0743507 | 21.41058495 | 1.06E- 9.90E- ENSG0000009497 | SUCO
7 01 101 101 5

1055.69830 | 1.369418039 0.1386844 | 9.874347943 | 5.38E-23 | 1.16E-22 | ENSG0000009500 | MSH2
3 02 2

4185.99491 | -1.677373481 0.1259592 | -13.3168001 1.85E-40 | 5.79E-40 | ENSG0000009537 | SH2D3C
1 0

2522.33569 | -1.995274943 0.1846346 | -10.80660916 | 3.20E-27 | 7.59E-27 | ENSG0000009538 | TBC1D2
3 91 3

419.754132 | -1.65515992 0.2147800 | -7.706302987 | 1.30E-14 | 2.29E-14 | ENSG0000009539 | WHRN
3 21 7

1560.72702 | -1.121449461 0.0746853 | -15.01564701 | 5.80E-51 | 2.21E-50 | ENSG0000009548 | CWF19L1
6 91 5

89.3838609 | 1.513605572 0.0965678 | 15.67401816 | 2.28E-55 | 9.44E-55 | ENSG0000009553 | SEMA4G
2 08 9

1049.24940 | -2.971669182 0.1228863 | -24.18224998 | 3.42E- 5.10E- ENSG0000009579 | CREM
1 81 129 128 4

1078.35741 | -1.31246268 0.0581668 | -22.56375735 | 9.84E- 1.12E- ENSG0000009590 | NUBP2
3 5 113 111 6

19208.4819 | -1.855223325 0.1841795 | -10.07290806 | 7.28E-24 | 1.59E-23 | ENSG0000009606 | FKBP5
8 15 0

6198.96036 | -1.850542967 0.0984175 | -18.80297124 | 7.14E-79 | 4.49E-78 | ENSG0000009606 | SRPK1
7 82 3

562.892804 | 2.084547632 0.0834127 | 24.9907503 7.71E- 1.31E- ENSG0000009609 | EFHCI
3 67 138 136 3

1989.62808 | -1.678820445 0.1533582 | -10.94704768 | 6.86E-28 | 1.65E-27 | ENSG0000009643 | ITPR3
6 84 3

340.535239 | 1.134615499 0.0950172 | 11.94115102 | 7.22E-33 | 1.93E-32 | ENSG0000009665 | ZNF184
2 64 4

61.2445367 | -2.333852079 0.1833667 | -12.72778363 | 4.14E-37 | 1.21E-36 | ENSG0000009669 | DSP
3 31 6

312.849569 | 1.893037707 0.1249683 | 15.14813942 | 7.79E-52 | 3.02E-51 | ENSGO0000009687 | IFT74
1 31 2




1193.07540 | -1.91871778 0.1291583 | -14.85554841 | 6.40E-50 | 2.39E-49 | ENSG0000009699 | IL12RBI

4 27 6

7427.00705 | -1.714070715 | 0.1124744 | -15.23964073 | 1.93E-52 | 7.58E-52 | ENSG0000009703 | SH3GLBI
83 3

576.724284 | 1.138181708 | 0.1401760 | 8.119656324 | 4.68E-16 | 8.53E-16 | ENSG0000009704 | CDC7

5 94 6

161.573345 | -1.022328736 | 0.1961729 | -5.211364291 | 1.87E-07 | 2.67E-07 | ENSG0000009913 | PCSK5

9 56 9

1664.80408 | -1.789816254 | 0.2085319 | -8.582936431 | 9.25E-18 | 1.76E-17 | ENSG0000009919 | SCD

4 25 4

617.44811 | -2.580959386 | 0.0767706 | -33.61908889 | 8.83E- | 6.55E- | ENSG0000009920 | TMEDI
52 248 246 3

1680.63583 | 2.106299794 | 0.1047570 | 20.10652935 | 6.47E-90 | 4.88E-89 | ENSG0000009921 | ERMPI

5 05 9

216317391 | 2.100146552 | 0.2319631 | 9.053794377 | 1.38E-19 | 2.74E-19 | ENSG0000009925 | NRPI
38 0

47.7879606 | -1.425250158 | 0.1872291 | -7.612330713 | 2.69E-14 | 4.71E-14 | ENSG0000009928 | TSPAN15

3 43 2

144.250303 | 1.341511067 | 0.2162338 | 6.203982507 | 5.51E-10 | 8.49E-10 | ENSG0000009928 | H2AFY2

8 57 4

6920.73648 | -2.589788783 | 0.1206836 | -21.45931526 | 3.74E- | 3.49E- | ENSG0000009930 | MAST3

6 64 102 101 8

1683.33615 | 1.413117921 0.0719636 | 19.63653951 | 7.54E-86 | 5.36E-85 | ENSG0000009932 | MZF1

2 94 6

400.851712 | -1.568766936 | 0.0935920 | -16.76175464 | 4.65E-63 | 2.23E-62 | ENSG0000009933 | OCELI1

6 48 0

15633.8640 | -1.084522338 | 0.0719712 | -15.06883392 | 2.60E-51 | 9.95E-51 | ENSG0000009933 | MYO9B

5 18 1

188.913584 | 1.721323327 | 0.1223640 | 14.06723074 | 6.04E-45 | 2.06E-44 | ENSG0000009933 | CATSPERG

1 5 8

3061.52799 | -1.510469739 | 0.0534091 | -28.2810923 | 5.90E- | 1.81E- | ENSG0000009934 | PSMDS

6 73 176 174 1

128.530437 | -1.154873484 | 0.1859167 | -6.21177666 | 5.24E-10 | 8.09E-10 | ENSG0000009937 | HSD3B7

3 75 7

7838.97264 | -1.689463987 | 0.0660547 | -25.57672889 | 2.77E- | 5.30E- | ENSG0000009962 | CIRBP

9 33 144 143 2

1736.76141 | -1.778312978 | 0.0882167 | -20.15844119 | 2.27E-90 | 1.73E-89 | ENSG0000009962 | ATP5F1D

9 9 4

3483.62837 | -3.710168899 | 0.1520088 | -24.40759042 | 1.42E- | 2.21E- | ENSG0000009978 | 2-Mar

4 15 131 130 5

854.857637 | -1.969206964 | 0.0716333 | -27.49007463 | 2.31E- | 6.06E- | ENSG0000009979 | NDUFB7

8 8 166 165 5

5450.63360 | -4.378704639 | 0.1493182 | -29.32465324 | 5.03E- | 1.85E- | ENSG0000009980 | CDC34

7 07 189 187 4




1023.52781 | 1.545025818 0.0909586 | 16.98602832 | 1.04E-64 | 5.14E-64 | ENSG0000009981 | MTAP

3 27 0

4029.56689 | -1.895299307 0.0600529 | -31.56048377 | 1.29E- 6.93E- ENSG0000009981 | POLR2E

6 23 218 217 7

151.017668 | 3.583646927 0.1286577 | 27.85409938 | 9.61E- 2.72E- ENSG0000009983 | CDHRS5

2 92 171 169 4

150.196039 | -1.889907867 0.1245257 | -15.17684225 | 5.03E-52 | 1.96E-51 | ENSG0000009984 | IZUMO4

1 63 0

757.910570 | -2.105693901 0.1014894 | -20.74791149 | 1.28E-95 | 1.07E-94 | ENSG0000009984 | RASSF7

4 39 9

8779.62388 | -4.662258936 0.1712727 | -27.22124745 | 3.64E- 9.07E- ENSG0000009986 | GADD45B

3 88 163 162 0

309.785438 | 3.118341996 0.2114989 | 14.74401015 | 3.36E-49 | 1.24E-48 | ENSG0000009986 | PALM

1 05 4

31.8273623 | -1.503365567 0.1330862 | -11.29617687 | 1.37E-29 | 3.42E-29 | ENSG0000009986 | MADCAMI

9 28 6

13561.9532 | -2.712990665 0.0684560 | -39.63110997 | 0.00E+0 | 0.00E+0 | ENSG0000009987 | MKNK2

5 86 0 0 5

6397.43107 | -1.105281762 0.0849832 | -13.00588103 | 1.13E-38 | 3.43E-38 | ENSG0000009991 | MED15

5 29 7

86.8044586 | 1.468226171 0.1961317 | 7.485917863 | 7.10E-14 | 1.23E-13 | ENSG0000009993 | SERPINDI1

5 5 7

413.636178 | -1.752722819 0.0817100 | -21.45052511 | 4.52E- 4.21E- ENSG0000009997 | DDT

7 19 102 101 7

3734.64563 | -4.396332623 0.2297247 | -19.13739625 | 1.23E-81 | 8.13E-81 | ENSG0000009998 | OSM

5 01 5

1171.50629 | -2.335422017 0.0943889 | -24.7425434 | 3.73E- 6.09E- ENSG0000009999 | TBCID10A

6 23 135 134 2

6991.30646 | -1.040880004 0.0705588 | -14.75193405 | 2.99E-49 | 1.11E-48 | ENSG0000009999 | SF3Al

3 84 5

333.156968 | 3.415727388 0.2063790 | 16.55074288 | 1.58E-61 | 7.36E-61 | ENSGO0000009999 | GGTS5

1 98 8

174.995044 | -2.50927449 0.1558975 | -16.09566611 | 2.74E-58 | 1.20E-57 | ENSG0000010002 | UPBI

9 24 4

1105.03047 | -2.203288478 0.1418117 | -15.5367105 1.96E-54 | 7.98E-54 | ENSG0000010003 | GGTI
74 1

45.5604468 | 1.469444455 0.0663130 | 22.15919222 | 8.51E- 8.99E- ENSG0000010003 | TOP3B

9 88 109 108 8

15756.3570 | -3.191843492 0.1796290 | -17.76908675 | 1.23E-70 | 6.69E-70 | ENSG0000010005 | CYTH4

7 12 5

804.974791 | -1.573901868 0.0670764 | -23.46430386 | 9.45E- 1.24E- ENSG0000010005 | ESS2

5 36 122 120 6

7680.58172 | -1.968471402 0.1518051 | -12.96709512 | 1.88E-38 | 5.66E-38 | ENSG0000010009 | LGALSI1

4 18 7




2191.42288 | 1.557560949 0.0841749 | 18.50385972 | 1.92E-76 | 1.16E-75 | ENSG0000010009 | HPS4

6 22 9

3898.25541 | -2.673033296 0.1514931 | -17.64458299 | 1.12E-69 | 6.00E-69 | ENSG0000010010 | PIK3IP1

8 41 0

1410.90874 | 1.364160671 0.0586623 | 23.25444836 | 1.28E- 1.62E- ENSG0000010010 | PATZ1

9 54 119 118 5

2528.00903 | -2.140380407 0.0954299 | -22.42881718 | 2.06E- 2.30E- ENSG0000010010 | TRIOBP

1 28 111 110 6

629.399187 | 4.5938952 0.1258423 | 36.50516605 | 9.18E- 1.04E- ENSG0000010015 | TTC28

5 31 292 289 4

83.1832796 | 2.379408742 0.1075047 | 22.13306105 | 1.52E- 1.60E- ENSG0000010019 | KDELR3

2 3 108 107 6

119.591820 | 1.231039074 0.1130084 | 10.89334071 | 1.24E-27 | 2.96E-27 | ENSG0000010019 | CYP2D6

5 06 7

3969.30032 | -1.766792111 0.0982310 | -17.98608664 | 2.50E-72 | 1.40E-71 | ENSG0000010022 | JOSDI1

7 46 1

23922.6016 | -3.456268099 0.1542212 | -22.41110436 | 3.07E- 3.41E- ENSG0000010022 | FBXO7

5 31 111 110 5

13438.3165 | -3.111948848 0.1309547 | -23.76354216 | 7.96E- 1.11E- ENSG0000010022 | GTPBP1

3 55 125 123 6

175.857881 | -3.091854008 0.2084731 | -14.83094638 | 9.24E-50 | 3.45E-49 | ENSG0000010022 | RAB36

5 43 8

5033.30916 | -1.187242622 0.0819593 | -14.48575034 | 1.49E-47 | 5.36E-47 | ENSG0000010024 | CYB5R3

6 46 3

3541.00945 | -1.712347681 0.0948363 | -18.05580822 | 7.10E-73 | 4.03E-72 | ENSG0000010025 | LMF2

8 91 8

6181.25414 | -2.186684217 0.0898382 | -24.34022413 | 7.36E- 1.13E- ENSG0000010026 | PACSIN2

9 94 131 129 6

28.8304451 | 1.309894373 0.1756137 | 7.458950837 | 8.72E-14 | 1.51E-13 | ENSG0000010027 | RASL10A
56 6

896.025060 | 1.095540027 0.0847501 | 12.92670737 | 3.18E-38 | 9.52E-38 | ENSG0000010028 | HMGXB4

4 22 1

6197.72854 | -2.972510446 0.1400672 | -21.22202821 | 5.98E- 5.39E-99 | ENSG0000010028 | TOMI
18 100 4

1908.98906 | -3.55554186 0.0727428 | -48.87823207 | 0.00E+0 | 0.00E+0 | ENSG0000010028 | CHKB

1 49 0 0 8

5900.25026 | -4.070552892 0.2187699 | -18.60654742 | 2.84E-77 | 1.74E-76 | ENSG0000010029 | HMOX1

6 2 2

2272.87101 | -1.235933607 0.1023569 | -12.07474583 | 1.44E-33 | 3.89E-33 | ENSG0000010029 | THOCS

1 05 6

121.485726 | -1.842189853 0.1522439 | -12.10025257 | 1.05E-33 | 2.86E-33 | ENSG0000010029 | APOBEC3H

3 17 8

225438604 | -2.086453585 0.1190988 | -17.51866698 | 1.03E-68 | 5.42E-68 | ENSG0000010029 | ARSA

7 78 9




142437775 | -3.862529547 | 0.1694255 | -22.79779815 | 4.82E- | 5.69E- | ENSG0000010030 | TSPO

6 52 115 114 0

155029524 | -2.160874048 | 0.1040514 | -20.76736887 | 8.54E-96 | 7.18E-95 | ENSG0000010030 | CBX7

6 12 7

66.9077038 | -1.494413227 | 0.1600455 | -9.337423799 | 9.87E-21 | 2.01E-20 | ENSG0000010031 | PDGFB

7 61 1

384.934415 | -1.459063871 | 0.0882320 | -16.53665752 | 2.00E-61 | 9.29E-61 | ENSG0000010031 | ZMAT5

9 91 9

126.008858 | 2.061594669 | 0.1880009 | 10.9658764 | 5.58E-28 | 1.35E-27 | ENSG0000010032 | RBFOX2

5 03 0

1412.13726 | 2.128488694 | 0.1353909 | 15.72105731 | 1.08E-55 | 4.52E-55 | ENSG0000010032 | SYNGRI
38 1

7405.38961 | -2.685702871 | 0.1316285 | -20.40365687 | 1.55E-92 | 1.22E-91 | ENSG0000010032 | ASCC2
06 5

1188.86336 | -1.444750944 | 0.1350985 | -10.69405159 | 1.09E-26 | 2.54E-26 | ENSG0000010033 | MTMR3

7 57 0

147.393886 | 2.330806368 | 0.2385985 | 9.768736708 | 1.53E-22 | 3.26E-22 | ENSG0000010033 | APOL4

2 45 6

1098.04624 | -1.533422647 | 0.0981827 | -15.61804744 | 5.49E-55 | 2.26E-54 | ENSG0000010034 | APOLI1

6 37 2

46968.8741 | -1.060524707 | 0.0849390 | -12.48571529 | 8.93E-36 | 2.53E-35 | ENSG0000010034 | MYH9

6 43 5

350.686049 | -2.892230132 | 0.2133854 | -13.55401816 | 7.50E-42 | 2.42E-41 | ENSG0000010034 | CACNAII

8 4 6

550242511 | 1.926069222 | 0.1461120 | 13.1821355 | 1.11E-39 | 3.43E-39 | ENSG0000010035 | FOXRED2
79 0

1452.02091 | -2.480856535 | 0.1617115 | -15.34124832 | 4.05E-53 | 1.61E-52 | ENSG0000010035 | GRAP2

5 17 1

547425630 | 1.333909251 | 0.0648338 | 20.57427701 | 4.67E-94 | 3.79E-93 | ENSG0000010035 | TNRC6B

6 34 4

653.848229 | 1.697519393 | 0.0596200 | 28.4723001 | 2.58E- | 8.27E- | ENSG0000010036 | IFT27

1 3 178 177 0

16825.1782 | -3.725372172 | 0.1613782 | -23.0847158 | 6.59E- | 8.12E- | ENSG0000010036 | NCF4

1 99 118 117 5

8309.17347 | -2.386705446 | 0.1844523 | -12.93941196 | 2.70E-38 | 8.08E-38 | ENSG0000010036 | CSF2RB

1 89 8

313.146866 | -1.86495373 0.1233807 | -15.11543993 | 1.28E-51 | 4.94E-51 | ENSG0000010037 | KCTD17

7 1 9

6209.79627 | -3.930903097 | 0.1804448 | -21.78451375 | 3.25E- | 3.24E- | ENSG0000010038 | IL2RB

3 4 105 104 5

3765.62195 | -1.074397438 | 0.0960612 | -11.18449846 | 4.86E-29 | 1.20E-28 | ENSG0000010040 | RANGAPI

9 98 1

431.442365 | -2.140970237 | 0.0986080 | -21.71192825 | 1.58E- | 1.55E- | ENSG0000010041 | PMM]

7 19 104 103 7




1538.53462 | -1.057831988 0.0694965 | -15.22135744 | 2.55E-52 | 1.00E-51 | ENSG0000010041 | DESII

5 61 8

1871.50390 | 1.824736968 0.0807324 | 22.60228653 | 4.12E- 4.71E- ENSG0000010042 | ZBED4

3 06 113 112 6

2586.63257 | 1.469481071 0.1828561 | 8.036269961 | 9.26E-16 | 1.68E-15 | ENSG0000010042 | MLC1

5 11 7

443.024838 | 2.57035441 0.1030032 | 24.95410516 | 1.93E- 3.24E- ENSG0000010042 | HDACI10

3 69 137 136 9

2094.28540 | -1.211723469 0.1234846 | -9.812744366 | 9.92E-23 | 2.12E-22 | ENSG0000010043 | ABHD4

2 67 9

3785.75217 | -1.116639169 0.0609443 | -18.3222809 | 5.50E-75 | 3.23E-74 | ENSG0000010044 | KHNYN

4 32 1

2272.03358 | -5.465604746 0.2754280 | -19.84403554 | 1.24E-87 | 9.06E-87 | ENSG0000010045 | GZMH

9 87 0

3959.24459 | -5.908263437 0.2772991 | -21.3064594 | 9.89E- 9.02E- ENSG0000010045 | GZMB

5 67 101 100 3

258.861806 | 1.323947895 0.2239990 | 5.910505887 | 3.41E-09 | 5.13E-09 | ENSG0000010047 | COCH

9 82 3

461.260849 | 1.543344341 0.0560360 | 27.5420028 5.52E- 1.46E- ENSG0000010047 | AP4S1

5 24 167 165 8

319.258603 | 2.18634612 0.1795642 | 12.17584139 | 4.18E-34 | 1.14E-33 | ENSG0000010047 | POLE2

7 74 9

103.589906 | 1.269700295 0.0994929 | 12.76171556 | 2.68E-37 | 7.85E-37 | ENSG0000010049 | CDKL1

8 16 0

18775.7125 | -2.855742966 0.2174041 | -13.13564093 | 2.06E-39 | 6.32E-39 | ENSG0000010050 | PYGL

7 59 4

314.802221 | 1.348740197 0.1498153 | 9.002682381 | 2.20E-19 | 4.34E-19 | ENSG0000010052 | GNPNAT1

6 71 2

1195.83614 | -1.330317445 0.0754793 | -17.62491365 | 1.59E-69 | 8.46E-69 | ENSG0000010055 | ATP6V1D

7 74 4

856.310718 | 1.288887679 0.0811690 | 15.87905204 | 8.85E-57 | 3.77E-56 | ENSG0000010057 | KIAA0586

1 57 8

45.5494626 | 1.114637759 0.1878092 | 5.934944507 | 2.94E-09 | 4.43E-09 | ENSG0000010058 | SAMDIS5

9 98 3

2653.63090 | -1.355684801 0.0931284 | -14.557145 5.26E-48 | 1.90E-47 | ENSG0000010059 | AHSAI

7 81 1

617.369638 | 1.17889828 0.1328222 | 8.875759449 | 6.95E-19 | 1.36E-18 | ENSG0000010059 | DAAMI
43 2

14434.6243 | -2.289287826 0.1366801 | -16.74923146 | 5.74E-63 | 2.75E-62 | ENSG0000010059 | RIN3

9 71 9

970.701607 | -2.884514021 0.2255823 | -12.78696892 | 1.94E-37 | 5.70E-37 | ENSG0000010060 | LGMN

7 13 0

5369.62297 | -2.261155453 0.1122088 | -20.15131197 | 2.62E-90 | 2.00E-89 | ENSG0000010060 | ITPK1

2 46 5




4567.42865 | -2.589756801 | 0.1074431 | -24.10350002 | 2.30E- 3.37E- | ENSG0000010061 | DHRS7

7 85 128 127 2

4229.18095 | -1.281529772 | 0.0936744 | -13.68067156 | 1.32E-42 | 4.33E-42 | ENSG0000010061 | PPM1A

1 78 4

150.102673 | -1.863875319 | 0.1767590 | -10.54472633 | 5.37E-26 | 1.24E-25 | ENSG0000010062 | ASB2

7 04 8

469.784057 | 2.046005665 0.1137516 | 17.98659525 | 2.48E-72 | 1.39E-71 | ENSG0000010062 | CEP128

5 93 9

8948.61723 | -1.464185837 | 0.1036297 | -14.12901052 | 2.52E-45 | 8.66E-45 | ENSG0000010064 | HIF1A

7 51 4

5068.86895 | -1.685189177 | 0.0928455 | -18.15044928 | 1.27E-73 | 7.34E-73 | ENSG0000010064 | SUSD6

4 9 7

938.581069 | -4.14142658 0.2170780 | -19.07805407 | 3.84E-81 | 2.51E-80 | ENSG0000010072 | TCL1A

7 4 1

1080.23206 | 1.215075822 0.0660433 | 18.39816386 | 1.36E-75 | 8.04E-75 | ENSG0000010072 | ZC3H14

8 2 2

401.795360 | 1.425952189 0.1419222 | 10.04741625 | 9.43E-24 | 2.06E-23 | ENSG0000010076 | PAPLN

4 77 7

942.392055 | 1.894128183 0.0962281 | 19.68371278 | 2.97E-86 | 2.13E-85 | ENSG0000010078 | RPS6KAS

7 97 4

1244.27968 | 1.245923228 0.0819010 | 15.21254431 | 2.92E-52 | 1.14E-51 | ENSG0000010081 | TRIP11

5 42 5

5756.01975 | -1.300806375 | 0.0572140 | -22.73576943 | 1.98E- | 2.32E- | ENSG0000010083 | PABPNI

1 91 114 113 6

874.242344 | 1.63661419 0.1547164 | 10.57815108 | 3.76E-26 | 8.70E-26 | ENSG0000010085 | ARHGAP5
7 2

808.759321 | -1.128025068 | 0.0578086 | -19.51308493 | 8.50E-85 | 5.93E-84 | ENSG0000010086 | CINP

4 48 5

999.566714 | -1.18462401 0.0967087 | -12.24939247 | 1.69E-34 | 4.67E-34 | ENSG0000010088 | PCK2
97 9

848.652777 | -1.47680666 0.0567535 | -26.02139206 | 2.84E- 5.88E- | ENSG0000010089 | PRORP
61 149 148 0

4385.59493 | -1.421581504 | 0.0661494 | -21.49046137 | 1.91E- 1.80E- | ENSG0000010089 | DCAF11

8 18 102 101 7

2176.43906 | -2.055997747 | 0.0974040 | -21.10791825 | 6.73E-99 | 5.97E-98 | ENSG0000010090 | PSMA6

6 98 2

6653.67582 | -1.682660497 | 0.1155447 | -14.56284736 | 4.84E-48 | 1.75E-47 | ENSG0000010090 | NFKBIA

8 46 6

256377248 | -1.764831468 | 0.0867729 | -20.33849549 | 5.87E-92 | 4.58E-91 | ENSG0000010090 | EMC9

6 61 8

3393.77903 | -1.540915145 | 0.0829875 | -18.56803801 | 5.83E-77 | 3.54E-76 | ENSG0000010091 | PSME2

6 05 1

159.814415 | 1.050454236 0.1399085 | 7.508149588 | 6.00E-14 | 1.04E-13 | ENSG0000010091 | BRMSIL

5 39 6




705.042749 | -3.051467902 0.0682145 | -44.73340913 | 0.00E+0 | 0.00E+0 | ENSG0000010092 | TMISF1

7 17 0 0 6

2720.84659 | -1.553784259 0.0919134 | -16.9048713 4.14E-64 | 2.03E-63 | ENSG0000010093 | GMPR2

5 04 8

3067.60341 | -1.499526772 0.0777533 | -19.28568196 | 7.08E-83 | 4.77E-82 | ENSG0000010098 | PCIF1
7 2

21803.8726 | -8.178429308 0.2877930 | -28.4177461 | 1.22E- 3.89E- ENSG0000010098 | MMP9

3 32 177 176 5

579498723 | -1.161285538 0.0648481 | -17.90776917 | 1.03E-71 | 5.71E-71 | ENSG0000010099 | TRPC4AP

7 41 1

749.223509 | -3.357385407 0.1764915 | -19.02292152 | 1.10E-80 | 7.15E-80 | ENSG0000010101 | CD40

9 76 7

2816.97059 | 1.702912675 0.0850829 | 20.01474183 | 4.10E-89 | 3.04E-88 | ENSG0000010104 | ZMYNDS

4 2 0

51.9652047 | 2.040236491 0.1394663 | 14.6288797 1.84E-48 | 6.70E-48 | ENSG0000010104 | SGK2

1 52 9

2205.84903 | -2.298369018 0.2050355 | -11.20961198 | 3.66E-29 | 9.06E-29 | ENSG0000010108 | SLA2

5 55 2

4022.75351 | -3.488088356 0.1128480 | -30.90960722 | 8.87E- 4.24E- ENSG0000010108 | RABSIF

7 32 210 208 4

8098.72228 | -1.19058464 0.0617309 | -19.28667695 | 6.95E-83 | 4.68E-82 | ENSG0000010110 | STK4

7 37 9

6424.44739 | -2.039108746 0.1054824 | -19.3312555 2.93E-83 | 1.99E-82 | ENSG0000010115 | TPD52L2

7 79 0

6489.60118 | -1.919463867 0.1044746 | -18.37252624 | 2.18E-75 | 1.29E-74 | ENSG0000010115 | DNAJCS5

6 84 2

8946.07561 | -1.997343091 0.1290313 | -15.47952311 | 4.77E-54 | 1.93E-53 | ENSG0000010116 | CTSZ

5 06 0

928.133778 | -2.430727358 0.2225488 | -10.92221929 | 9.03E-28 | 2.17E-27 | ENSG0000010116 | TUBBI

8 51 2

1069.91275 | -1.675640749 0.0603319 | -27.77369759 | 9.02E- 2.48E- ENSG0000010118 | MTG2

2 29 170 168 1

3980.66423 | -1.291306665 0.0543887 | -23.74216745 | 1.32E- 1.84E- ENSG0000010118 | PSMA7

2 44 124 123 2

304.569241 | -1.301442468 0.2815722 | -4.622055197 | 3.80E-06 | 5.16E-06 | ENSG0000010118 | NTSRI

7 47 8

610.026876 | -1.189777236 0.0581836 | -20.44865118 | 6.18E-93 | 4.91E-92 | ENSG0000010118 | MRGBP

7 54 9

2967.12655 | 1.2587609 0.1338883 | 9.401573604 | 5.38E-21 | 1.10E-20 | ENSG0000010119 | SLC17A9
21 4

3671.96079 | -1.27662302 0.0702703 | -18.16730968 | 9.37E-74 | 5.41E-73 | ENSG0000010119 | ARFGAP1

1 4 9

102.745643 | -2.387956259 0.2293658 | -10.41112348 | 2.21E-25 | 5.01E-25 | ENSG0000010121 | EEF1A2

2 57 0




1272.35660 | -1.42499989 0.0607862 | -23.44279409 | 1.57E- | 2.05E- | ENSG0000010121 | GMEB2

5 65 121 120 6

1604.86520 | -1.01245688 0.1191052 | -8.500525767 | 1.89E-17 | 3.56E-17 | ENSG0000010122 | C200rf27

7 07 0

3240.52215 | -1.913162438 | 0.1007942 | -18.98087283 | 2.45E-80 | 1.58E-79 | ENSG0000010122 | CDC25B

5 29 4

1119.62292 | -1.171483244 | 0.0549010 | -21.33808393 | 5.03E- | 4.63E- | ENSG0000010124 | ARFRPI

9 51 101 100 6

503.907437 | -1.194558679 | 0.1200967 | -9.94663557 | 2.61E-23 | 5.65E-23 | ENSG0000010125 | TRIB3

6 57 5

18406.4185 | -2.362024859 | 0.1561811 | -15.12362172 | 1.13E-51 | 4.37E-51 | ENSG0000010126 | RASSF2

7 65 5

163277691 | -1.531857082 | 0.1737448 | -8.816702945 | 1.18E-18 | 2.29E-18 | ENSG0000010129 | SNPH

2 9 8

8948.50501 | -3.175144151 | 0.2699434 | -11.7622548 | 6.11E-32 | 1.60E-31 | ENSG0000010130 | SIRPBI

1 93 7

1249.64897 | -4.038305335 | 0.1893834 | -21.32343284 | 6.88E- | 6.30E- | ENSG0000010133 | MYL9

4 53 101 100 5

22412.3251 | -3.998115279 | 0.2138222 | -18.69831211 | 5.11E-78 | 3.16E-77 | ENSG0000010133 | HCK

7 56 6

1209.3372 | 1.089685252 | 0.0727101 | 14.98670065 | 8.97E-51 | 3.40E-50 | ENSG0000010134 | POFUTI
5 6

752347678 | 1346650419 | 0.1014046 | 13.27997083 | 3.03E-40 | 9.44E-40 | ENSG0000010135 | MROHS

8 22 3

2452.83173 | -1.086466455 | 0.0553902 | -19.61476587 | 1.16E-85 | 8.20E-85 | ENSG0000010136 | IDH3B

4 33 5

712.153699 | 2.248971126 | 0.1613137 | 13.94159536 | 3.54E-44 | 1.19E-43 | ENSG0000010138 | JAGI

1 57 4

187.969525 | -1.147415187 | 0.1373005 | -8.356961139 | 6.44E-17 | 1.20E-16 | ENSG0000010140 | SNTAI1

9 29 0

5233.61922 | -2.566915279 | 0.0754065 | -34.04101237 | 5.51E- | 428E- | ENSG0000010142 | CHMP4B

7 49 254 252 1

5094.96023 | -3.74741869 0.3458271 | -10.83610317 | 2.32E-27 | 5.52E-27 | ENSG0000010142 | BPI

5 51 5

10135.8948 | -1.260439045 | 0.1992634 | -6.325489043 | 2.52E-10 | 3.94E-10 | ENSG0000010143 | CST3

7 94 9

278225586 | -2.351730591 | 0.1614582 | -14.56556276 | 4.65E-48 | 1.69E-47 | ENSG0000010144 | PPPIR16B

2 72 5

1659.89401 | -2.021662488 | 0.1042754 | -19.38771304 | 9.80E-84 | 6.71E-83 | ENSG0000010145 | DNTTIPI
49 7

524.039778 | -3.359953875 | 0.1842852 | -18.23234967 | 2.86E-74 | 1.66E-73 | ENSG0000010146 | MAPILC3A

8 92 0

630.738101 | 1.073132778 | 0.0880239 | 12.19137917 | 3.46E-34 | 9.47E-34 | ENSG0000010146 | PIGU

9 03 4




61.9539778 | -3.452748776 0.2095152 | -16.47969948 | 5.13E-61 | 2.37E-60 | ENSG0000010147 | TNNC2

6 76 0

10802.1384 | -2.955623542 0.1326460 | -22.28202972 | 5.52E- 5.97E- ENSG0000010147 | APMAP

8 64 110 109 4

14364.8939 | -2.504693665 0.1124398 | -22.27586318 | 6.33E- 6.83E- ENSG0000010160 | MYL12A

3 03 110 109 8

214.107126 | 1.500195239 0.1203591 | 12.46431751 | 1.17E-35 | 3.30E-35 | ENSG0000010162 | CEP76

2 96 4

2074.25575 | 1.510323731 0.0942889 | 16.01802935 | 9.56E-58 | 4.15E-57 | ENSG0000010163 | CEP192

1 85 9

429.974381 | -2.890300753 0.1435033 | -20.14100523 | 3.23E-90 | 2.45E-89 | ENSG0000010166 | SMAD7

7 02 5

1723.61453 | 1.455696782 0.1191493 | 12.21741583 | 2.51E-34 | 6.90E-34 | ENSG0000010169 | RNF125
19 5

2978.79773 | 1.314466379 0.0846870 | 15.52145533 | 2.48E-54 | 1.01E-53 | ENSG0000010174 | ANKRDI2

5 57 5

834.837189 | 1.36940745 0.1109022 | 12.34787827 | 5.00E-35 | 1.40E-34 | ENSG0000010175 | POLI

7 47 1

2289.61247 | 1.718152643 0.1110643 | 15.46988694 | 5.54E-54 | 2.24E-53 | ENSG0000010175 | MIBI

1 31 2

5847.61643 | -1.845656372 0.1091894 | -16.90325257 | 4.26E-64 | 2.08E-63 | ENSG0000010178 | RIOK3
22 2

62.6358301 | -1.845450462 0.2019912 | -9.136288269 | 6.46E-20 | 1.29E-19 | ENSG0000010184 | VSIG1

7 69 2

2805.52407 | -1.471884264 0.1215037 | -12.11390375 | 8.91E-34 | 2.42E-33 | ENSG0000010184 | TBL1X

2 11 9

794.328375 | 1.205692114 0.1329168 | 9.071025217 | 1.18E-19 | 2.34E-19 | ENSG0000010186 | POLAI

2 52 8

695.302117 | 1.16387404 0.1155710 | 10.07063892 | 7.45E-24 | 1.63E-23 | ENSG0000010188 | NXT2

4 23 8

85.8994459 | 3.219341245 0.0912382 | 35.28498661 | 9.98E- 9.40E- ENSG0000010189 | MCTS2P

6 73 273 271 8

1616.14501 | 1.365685993 0.0728704 | 18.74127503 | 2.28E-78 | 1.42E-77 | ENSG0000010190 | ALG13

4 95 1

4553.31743 | -2.776713814 0.3132579 | -8.863986141 | 7.72E-19 | 1.51E-18 | ENSG0000010191 | TLRS&

1 15 6

556.597088 | 1.031718762 0.1007685 | 10.23850096 | 1.33E-24 | 2.97E-24 | ENSG0000010193 | AMMECRI

9 37 5

2585.87900 | -1.836125027 0.0892894 | -20.56372936 | 5.80E-94 | 4.69E-93 | ENSG0000010194 | WDRI13

1 96 0

1269.21054 | -1.019820097 0.1309705 | -7.786638502 | 6.88E-15 | 1.22E-14 | ENSG0000010198 | ABCD1

6 2 6

1183.93182 | -1.377514914 0.0692308 | -19.89742451 | 4.28E-88 | 3.14E-87 | ENSG0000010199 | CCDC22

8 15 7




82.1357779 | -1.774599659 0.1344693 | -13.19705315 | 9.12E-40 | 2.82E-39 | ENSG0000010200 | SYP

4 88 3

11008.309 -2.133633068 0.1456632 | -14.64771165 | 1.39E-48 | 5.09E-48 | ENSG0000010200 | PLP2
35 7

1247.42414 | -1.815069485 0.0660654 | -27.47379119 | 3.61E- 9.45E- ENSG0000010203 | NAAI1O

6 9 166 165 0

1029.68894 | -2.181905223 0.1378459 | -15.82857887 | 1.98E-56 | 8.35E-56 | ENSG0000010203 | RENBP
33 2

133.646384 | 2.597453524 0.1027491 | 25.2795512 5.36E- 9.72E- ENSG0000010205 | ZC3H12B

1 95 141 140 3

439.483632 | -1.051015058 0.1167014 | -9.006014559 | 2.14E-19 | 4.22E-19 | ENSG0000010205 | KCND1

1 61 7

4921.59570 | -2.02965363 0.0982210 | -20.6641399 | 7.28E-95 | 6.02E-94 | ENSG0000010209 | PIM2

7 55 6

423.659073 | 4.988483688 0.1509485 | 33.04757183 | 1.69E- 1.13E- ENSG0000010209 | SCML2

3 69 239 237 8

1488.64243 | -1.356535431 0.0661890 | -20.49486745 | 2.39E-93 | 1.92E-92 | ENSG0000010210 | PQBP1

8 32 3

3220.79186 | -2.922584731 0.1321893 | -22.10908054 | 2.58E- 2.71E- ENSG0000010211 | EMD

2 39 108 107 9

2529.64791 | -1.527238603 0.0836673 | -18.25369347 | 1.93E-74 | 1.13E-73 | ENSG0000010212 | TAZ

4 74 5

28341.4167 | -2.374638669 0.0757426 | -31.35142447 | 9.30E- 4.85E- ENSG0000010214 | PGK1

1 08 216 214 4

1203.84315 | -2.728502045 0.2692666 | -10.13308549 | 3.94E-24 | 8.69E-24 | ENSG0000010214 | GATA1

3 56 5

1015.79648 | -1.05632934 0.0629265 | -16.78671469 | 3.05E-63 | 1.47E-62 | ENSG0000010217 | UBL4A

7 08 8

1106.91403 | 1.472655942 0.1217767 | 12.09307722 | 1.15E-33 | 3.12E-33 | ENSG0000010218 | EEALl

4 75 9

359.803192 | 1.881246477 0.1117471 | 16.83485238 | 1.36E-63 | 6.57E-63 | ENSG0000010222 | JADE3

5 32 1

2848.99530 | -1.036461969 0.0752407 | -13.77528243 | 3.59E-43 | 1.18E-42 | ENSG0000010222 | CDK16

2 06 5

1403.57067 | 1.024401815 0.0718494 | 14.25760634 | 4.02E-46 | 1.41E-45 | ENSG0000010224 | HTATSF1

3 95 1

278.026143 | -2.548489656 0.2271406 | -11.21987678 | 3.26E-29 | 8.07E-29 | ENSG0000010224 | CD40LG
1 5

13922.7609 | -3.394651946 0.1809692 | -18.75817188 | 1.66E-78 | 1.04E-77 | ENSG0000010226 | TIMP1

9 31 5

389.643841 | -1.276972011 0.0879663 | -14.51659551 | 9.51E-48 | 3.43E-47 | ENSG0000010231 | PORCN
56 2

223.609613 | 1.449651288 0.2211043 | 6.556412128 | 5.51E-11 | 8.78E-11 | ENSG0000010238 | CENPI

4 57 4




1828.90002 | -3.042884895 0.1789790 | -17.00134791 | 8.03E-65 | 3.97E-64 | ENSG0000010244 | RUBCNL

6 38 5

190.267448 | -1.552027999 0.1705432 | -9.100496786 | 8.99E-20 | 1.79E-19 | ENSG0000010255 | KLF5

4 17 4

995.062762 | -3.119374603 0.1480000 | -21.07684446 | 1.30E-98 | 1.15E-97 | ENSG0000010257 | ACP5

8 77 5

166.366097 | 1.554364726 0.1095799 | 14.1847501 1.14E-45 | 3.95E-45 | ENSG0000010274 | SLC25A15

6 87 3

191.439853 | -2.581567714 0.1796369 | -14.37102583 | 7.87E-47 | 2.79E-46 | ENSG0000010275 | FLT1

2 82 5

572.122815 | 1.83769962 0.0913572 | 20.11553523 | 5.40E-90 | 4.07E-89 | ENSG0000010278 | KATNALI1

9 32 1

906.269517 | -1.855357689 0.1332627 | -13.92255051 | 4.62E-44 | 1.55E-43 | ENSG0000010279 | DHRS12

9 73 6

1699.35563 | 1.362016824 0.1105383 | 12.32167077 | 6.92E-35 | 1.93E-34 | ENSG0000010280 | TSC22DlI

4 23 4

6924.40236 | -1.066150632 0.0922439 | -11.55794951 | 6.73E-31 | 1.73E-30 | ENSG0000010285 | MGRNI1

4 25 8

615.273434 | 2.162387004 0.0775286 | 27.89147382 | 3.39E- 9.72E- ENSG0000010287 | ZNF629

7 03 171 170 0

1089.75069 | -2.48679497 0.0674355 | -36.87662974 | 1.10E- 1.31E- ENSG0000010287 | TRADD
27 297 295 1

222.701927 | -1.162044269 0.1019181 | -11.40173601 | 4.10E-30 | 1.04E-29 | ENSG0000010287 | HSF4

6 88 8

35343.2714 | -2.408373662 0.1071161 | -22.48376621 | 5.98E- 6.74E- ENSG0000010287 | COROI1A

6 14 112 111 9

4826.92651 | -2.976958549 0.1193406 | -24.9450568 | 2.42E- 4.06E- ENSG0000010288 | MAPK3
2 137 136 2

370.041654 | -2.049016373 0.1363172 | -15.03123821 | 4.58E-51 | 1.75E-50 | ENSG0000010288 | GDPD3

3 05 6

2858.95530 | 1.147181763 0.0511287 | 22.43712275 | 1.71E- 1.91E- ENSG0000010289 | PHKB

8 38 111 110 3

970.420106 | -1.167724571 0.1093603 | -10.6777689 1.29E-26 | 3.02E-26 | ENSG0000010289 | LYRM1

9 53 7

3986.32708 | 1.613693465 0.0842053 | 19.16378476 | 7.43E-82 | 4.92E-81 | ENSG0000010290 | NFATS
64 8

4066.84001 | -1.954845793 0.0915708 | -21.34790168 | 4.08E- 3.75E- ENSG0000010292 | N4BP1

1 64 101 100 1

112.819266 | 2.256446388 0.0544327 | 41.45381487 | 0.00E+0 | 0.00E+0 | ENSG0000010293 | ARL2BP

2 8 0 0 1

485.021762 | 1.279256255 0.0844244 | 15.15268348 | 7.27E-52 | 2.82E-51 | ENSG0000010296 | DHODH

1 03 7

1651.05701 | -1.102787568 0.0500298 | -22.04257332 | 1.13E- 1.16E- ENSG0000010297 | POLR2C

3 92 107 106 8




118.965781 | -2.154112986 | 0.0857065 | -25.13357299 | 2.14E- | 3.75E- | ENSG0000010298 | PARD6A

3 96 139 138 1

118.496325 | -1.51231487 0.0760317 | -19.89057932 | 4.91E-88 | 3.59E-87 | ENSG0000010298 | ZNF821

5 16 4

110.155915 | 2.284338096 | 0.2041318 | 11.19050267 | 4.54E-29 | 1.12E-28 | ENSG0000010299 | MMP15

3 57 6

5278.29222 | -2.376779698 | 0.1183450 | -20.08346673 | 1.03E-89 | 7.75E-89 | ENSG0000010300 | USBI

5 91 5

629.395450 | -1.863354657 | 0.0873292 | -21.33712338 | 5.14E- | 472E- | ENSG0000010302 | NME3

1 35 101 100 4

362.779259 | 1.119225307 | 0.0786481 | 14.23078511 | 5.90E-46 | 2.06E-45 | ENSG0000010303 | SETD6

6 77 7

57.1943803 | 1.158573637 | 0.1054980 | 10.981947 4.67E-28 | 1.13E-27 | ENSG0000010304 | HAS3
18 4

912.155501 | 1.081952879 | 0.0726426 | 14.89419086 | 3.60E-50 | 1.35E-49 | ENSG0000010306 | SLC7A6

7 09 4

297.190521 | 5.203658473 | 0.1065076 | 48.85714239 | 0.00E+0 | 0.00E+0 | ENSG0000010306 | ESRP2

8 31 0 0 7

2511.20932 | -1.024349647 | 0.0772589 | -13.25864617 | 4.02E-40 | 1.25E-39 | ENSG0000010312 | AXIN1

1 93 6

664.676773 | -1.891514632 | 0.0893148 | -21.17806203 | 1.52E-99 | 1.36E-98 | ENSG0000010314 | HCFCIRI

2 12 5

6913.83413 | -2.735225078 | 0.1543042 | -17.7261793 | 2.63E-70 | 1.43E-69 | ENSG0000010314 | NPRL3

3 66 8

714.448203 | 1.122514145 | 0.0656968 | 17.08627905 | 1.88E-65 | 9.37E-65 | ENSG0000010315 | MLYCD

6 17 0

38217.2355 | -3.457448708 | 0.1427020 | -24.22844544 | 1.12E- | 1.67E- | ENSG0000010318 | COTLI

3 45 129 128 7

4723.15118 | -1.071115827 | 0.0896362 | -11.94958684 | 6.52E-33 | 1.74E-32 | ENSG0000010319 | USP10

2 23 4

2748.35883 | -3.189140235 | 0.2536321 | -12.57387787 | 2.94E-36 | 8.42E-36 | ENSG0000010319 | CRISPLD2

7 94 6

4352.19229 | 1.456960681 | 0.0806887 | 18.05655634 | 7.01E-73 | 3.98E-72 | ENSG0000010322 | ABCCI

1 35 2

255.649171 | -1.167422461 | 0.0794363 | -14.69633459 | 6.80E-49 | 2.50E-48 | ENSG0000010325 | ANTKMT

9 01 4

725.556389 | -1.137306004 | 0.0724963 | -15.68777676 | 1.83E-55 | 7.61E-55 | ENSG0000010326 | STUBI

6 15 6

6097.65531 | -3.897472318 | 0.2765146 | -14.09499559 | 4.08E-45 | 1.40E-44 | ENSG0000010331 | MEFV

2 18 3

158539738 | 1.516437993 | 0.1104448 | 13.73027125 | 6.69E-43 | 2.19E-42 | ENSG0000010331 | EEF2K

1 68 9

8772.21357 | 1.407385639 | 0.0957671 | 14.69591275 | 6.85E-49 | 2.51E-48 | ENSG0000010333 | PIEZO1

6 47 5




7479.36535 | -1.148987004 0.1180957 | -9.729286554 | 2.26E-22 | 4.80E-22 | ENSG0000010334 | GSPT]1

9 1 2

396.501899 | 1.246386425 0.0729487 | 17.08577656 | 1.89E-65 | 9.44E-65 | ENSG0000010335 | CLUAPI

8 72 1

3282.57392 | -2.583806073 0.1076944 | -23.99201093 | 3.37E- 4.84E- ENSG0000010336 | ELOB

2 35 127 126 3

7545.75800 | -2.535335592 0.1775844 | -14.27678721 | 3.05E-46 | 1.07E-45 | ENSG0000010338 | CPPEDI1

4 63 1

395.506769 | 1.206905352 0.0849845 | 14.20146604 | 8.97E-46 | 3.12E-45 | ENSG0000010340 | USP31

9 61 4

1280.55626 | -1.67431621 0.0633049 | -26.44843545 | 3.80E- 8.43E- ENSG0000010341 | HMOX2

5 25 154 153 5

2226.90451 | 1.835008744 0.0995246 | 18.43773235 | 6.54E-76 | 3.91E-75 | ENSG0000010348 | XYLT1

4 44 9

2063.60266 | -1.966458872 0.1508698 | -13.034139 7.82E-39 | 2.37E-38 | ENSG0000010349 | PYCARD
71 0

163.174312 | 1.872055513 0.1586509 | 11.79983989 | 3.91E-32 | 1.03E-31 | ENSG0000010349 | RPGRIPIL
25 4

2059.10936 | 1.65494828 0.0706265 | 23.4323684 2.00E- 2.61E- ENSG0000010349 | MAZ

3 9 121 120 5

2561.25282 | -1.822453529 0.0784887 | -23.21929487 | 2.91E- 3.64E- ENSG0000010349 | STX4

4 54 119 118 6

2526.00604 | -1.740560303 0.0975943 | -17.8346472 | 3.80E-71 | 2.09E-70 | ENSG0000010350 | CDIPT

4 22 2

3047.06312 | -2.099734243 0.0869814 | -24.14002921 | 9.50E- 1.41E- ENSG0000010350 | BCKDK

8 29 129 127 7

2283.27382 | -1.038677569 0.0927803 | -11.19501414 | 4.31E-29 | 1.07E-28 | ENSG0000010351 | KATS

9 71 0

664.990518 | -3.373715753 0.1571639 | -21.46621978 | 3.22E- 3.02E- ENSG0000010352 | IL21R

1 44 102 101 2

41.674 -1.529731231 0.1862698 | -8.212447274 | 2.17E-16 | 3.98E-16 | ENSG0000010353 | TMCS5
39 4

1245.41484 | 1.227045272 0.0975890 | 12.57360005 | 2.95E-36 | 8.45E-36 | ENSG0000010354 | CCP110

3 17 0

364.168758 | 1.524861356 0.1070462 | 14.24488365 | 4.82E-46 | 1.69E-45 | ENSG0000010355 | KNOPI

6 49 0

27494.0564 | -6.815615941 0.2943956 | -23.15121201 | 1.41E- 1.75E- ENSG0000010356 | AQP9

5 43 118 117 9

9959.75129 | -2.054957031 0.0805647 | -25.50689383 | 1.65E- 3.12E- ENSG0000010365 | CSK

2 7 143 142 3

47.4696940 | 1.389184635 0.1510143 | 9.19902124 3.61E-20 | 7.26E-20 | ENSG0000010374 | ACSBGI1

3 96 0

4799.01584 | -2.508265143 0.1239003 | -20.244217 3.99E-91 | 3.08E-90 | ENSG0000010381 | CTSH

29

1




118.166414 | 1.088811127 0.1843219 | 5907116916 | 3.48E-09 | 5.23E-09 | ENSG0000010385 | TTC23

4 19 2

98.6755402 | 1.513079583 0.2342046 | 6.460502858 | 1.04E-10 | 1.65E-10 | ENSG0000010385 | CD276

3 15 5

132.595561 | 2.936365015 0.1008862 | 29.10571272 | 3.04E- 1.08E- ENSG0000010388 | CEMIP
09 186 184 8

345.936073 | 1.847751918 0.1392560 | 13.26873282 | 3.51E-40 | 1.10E-39 | ENSG0000010394 | HOMER2

9 95 2

1318.04144 | -1.39609605 0.1272847 | -10.96829049 | 5.43E-28 | 1.31E-27 | ENSG0000010396 | EHD4

6 44 6

863.077080 | 1.402200513 0.1363331 | 10.28510288 | 8.23E-25 | 1.84E-24 | ENSG0000010399 | CEP152

2 54 5

4639.95922 | 3.42512211 0.1825200 | 18.7657332 1.44E-78 | 9.01E-78 | ENSG0000010404 | ATP8B4

8 26 3

589.593454 | 1.938379209 0.0826280 | 23.45909063 | 1.07E- 1.40E- ENSG0000010404 | DTWD1

4 63 121 120 7

4919.54435 | 2.222195669 0.1505095 | 14.76447949 | 2.48E-49 | 9.19E-49 | ENSG0000010409 | DMXL2

1 84 3

2204.57521 | -1.870380019 0.1093827 | -17.09940528 | 1.50E-65 | 7.49E-65 | ENSG0000010414 | VPSI8

5 53 2

117.975316 | 1.371145205 0.1803613 | 7.602210777 | 2.91E-14 | 5.09E-14 | ENSG0000010414 | OIP5

5 77 7

842.568031 | 2.775324773 0.0916652 | 30.27673718 | 2.32E- 1.00E- ENSG0000010421 | CSPP1

6 53 201 199 8

724.121471 | 1.13466918 0.1197862 | 9.472450135 | 2.73E-21 | 5.65E-21 | ENSG0000010423 | ZFANDI

3 39 1

2583.76384 | -2.993464997 0.2002099 | -14.95162984 | 1.52E-50 | 5.74E-50 | ENSG0000010432 | CPQ

3 46 4

2109.52867 | -1.359792897 0.0798008 | -17.03983992 | 4.16E-65 | 2.06E-64 | ENSG0000010432 | DECR1

5 02 5

712.185063 | 2.44261541 0.1887121 | 12.94360718 | 2.55E-38 | 7.66E-38 | ENSG0000010434 | LAPTM4B

3 09 1

984.686049 | 1.494033891 0.1141903 | 13.08371977 | 4.08E-39 | 1.25E-38 | ENSG0000010436 | NIPAL2

1 1

9521.10825 | -1.688737684 0.1684318 | -10.02623767 | 1.17E-23 | 2.55E-23 | ENSG0000010441 | NDRGI

7 43 9

380.630800 | -1.882857864 0.1659900 | -11.34319481 | 8.02E-30 | 2.01E-29 | ENSG0000010449 | NCALD

3 84 0

290.670633 | 1.115809329 0.1077299 | 10.35746466 | 3.87E-25 | 8.75E-25 | ENSG0000010449 | SNX16

9 67 7

3882.24137 | -1.897820454 0.0928567 | -20.43815411 | 7.66E-93 | 6.08E-92 | ENSG0000010451 | GSDMD
44 8

3440.65167 | -3.093371387 0.1580422 | -19.57306793 | 2.62E-85 | 1.85E-84 | ENSG0000010452 | TSTA3

9 34 2




4988.74155 | -1.338018914 0.0652363 | -20.51033197 | 1.74E-93 | 1.40E-92 | ENSG0000010452 | EEF1D

9 36 9

817.719330 | 1.477467795 0.0799925 | 18.47006385 | 3.60E-76 | 2.16E-75 | ENSG0000010464 | MTMR9

8 66 3

2810.12699 | -1.168102966 0.0857192 | -13.62708495 | 2.76E-42 | 8.97E-42 | ENSG0000010468 | GSR

4 11 7

201.701420 | 1.011009437 0.0897663 | 11.26267993 | 2.01E-29 | 4.99E-29 | ENSG0000010469 | UBXNS

8 29 1

183.280281 | 1.661436026 0.1763938 | 9.418897612 | 4.56E-21 | 9.36E-21 | ENSG0000010472 | ARHGEF10

8 94 8

3215.84095 | 1.35919878 0.1748278 | 7.774499358 | 7.57E-15 | 1.34E-14 | ENSG0000010473 | MCM4

2 21 8

10574.7504 | -1.874416532 0.1183385 | -15.83944713 | 1.66E-56 | 7.04E-56 | ENSG0000010476 | ASAHI1

3 07 3

7673.27833 | -2.218224407 0.1157234 | -19.16832828 | 6.81E-82 | 4.51E-81 | ENSG0000010476 | BNIP3L

7 15 5

10090.7918 | -2.131193168 0.1063687 | -20.0358981 | 2.68E-89 | 2.00E-88 | ENSG0000010480 | NUCBI1

7 37 5

2988.16179 | -1.148648669 0.1021075 | -11.24940222 | 2.33E-29 | 5.80E-29 | ENSG0000010481 | MAP4K1
3 4

3533.01571 | -1.418079008 0.0681010 | -20.82315967 | 2.67E-96 | 2.27E-95 | ENSG0000010482 | ECHI1

5 49 3

10152.5742 | -1.145524185 0.0515332 | -22.22883895 | 1.81E- 1.94E- ENSG0000010482 | HNRNPL

8 44 109 108 4

1113.39773 | -2.276177203 0.0739536 | -30.77843974 | 5.09E- 2.34E- ENSG0000010482 | NFKBIB

9 25 208 206 5

419.526750 | -1.595782767 0.0830693 | -19.21024259 | 3.04E-82 | 2.02E-81 | ENSG0000010483 | SARS2

3 71 5

1288.81201 | -2.51119914 0.0977258 | -25.69637203 | 1.28E- 2.50E- ENSG0000010485 | RELB

1 24 145 144 6

3377.85211 | -1.078588112 0.0759998 | -14.1919701 1.03E-45 | 3.57E-45 | ENSG0000010485 | CLASRP
86 9

10329.4297 | -3.002389855 0.2087501 | -14.38269377 | 6.65E-47 | 2.36E-46 | ENSG0000010487 | FCGRT

4 76 0

270.102493 | -3.16132278 0.2234240 | -14.14943174 | 1.88E-45 | 6.50E-45 | ENSG0000010487 | CKM

4 1 9

2596.96068 | -3.097536257 0.0721809 | -42.91346768 | 0.00E+0 | 0.00E+0 | ENSG0000010488 | ARHGEF18

4 82 0 0 0

1199.77120 | -1.783317345 0.0566185 | -31.49706005 | 9.53E- 5.07E- ENSG0000010488 | PLEKHIJ1

7 33 218 216 6

17178.8265 | -2.245417978 0.0979830 | -22.91639993 | 3.19E- 3.82E- ENSG0000010489 | CD37

4 16 116 115 4

3594.75544 | -1.144095345 0.0895889 | -12.77049576 | 2.40E-37 | 7.03E-37 | ENSG0000010489 | SF3A2

8 53 7




6498.96567 | -2.052142712 0.1773253 | -11.57275167 | 5.66E-31 | 1.46E-30 | ENSG0000010490 | LYLI1

4 91 3

51262.4907 | -3.61482458 0.1139864 | -31.71274534 | 1.04E- 5.76E- ENSG0000010490 | OAZ1

9 92 220 219 4

3471.48089 | -2.889211818 0.1133467 | -25.49002587 | 2.54E- 4.78E- ENSG0000010491 | STX10

1 59 143 142 5

2160.23944 | -4.361362751 0.3272923 | -13.32558554 | 1.64E-40 | 5.15E-40 | ENSG0000010491 | RETN

2 91 8

1873.10168 | -3.290478067 0.2324167 | -14.15766609 | 1.67E-45 | 5.79E-45 | ENSG0000010492 | FCER2

3 02 1

577.241341 | -2.672313346 0.1445079 | -18.4925008 | 2.37E-76 | 1.43E-75 | ENSG0000010493 | DMPK

7 48 6

2045.85685 | -1.437372913 0.0852006 | -16.87044434 | 7.42E-64 | 3.61E-63 | ENSG0000010494 | TBCIDI17

4 55 6

457.995501 | -4.142782112 0.2559158 | -16.18806504 | 6.12E-59 | 2.73E-58 | ENSG0000010495 | IL4I1

7 31 1

1775.20140 | -1.422622187 0.0788868 | -18.03369861 | 1.06E-72 | 5.99E-72 | ENSG0000010495 | CCDC130

4 78 7

9763.28324 | -1.570376303 0.0938127 | -16.73948487 | 6.76E-63 | 3.23E-62 | ENSG0000010496 | TLES

2 02 4

2107.04961 | -1.016887064 0.0516986 | -19.66951537 | 3.94E-86 | 2.81E-85 | ENSG0000010496 | SGTA

1 33 9

2582.68080 | -2.064063252 0.1739164 | -11.86813461 | 1.73E-32 | 4.59E-32 | ENSG0000010497 | LILRBI

6 01 2

4458.75478 | -1.995709123 0.1127929 | -17.6935582 | 4.70E-70 | 2.53E-69 | ENSG0000010497 | MED25

8 78 3

2329.00096 | -1.704643222 0.2495050 | -6.832100235 | 8.37E-12 | 1.37E-11 | ENSG0000010497 | LILRA1

4 08 4

547.464233 | -1.89687474 0.0827596 | -22.92028071 | 2.92E- 3.49E- ENSG0000010497 | SNAPC2

9 64 116 115 6

1276.76078 | -2.101099338 0.0681563 | -30.82762542 | 1.12E- 5.23E- ENSG0000010497 | C19o0rf53

2 8 208 207 9

278.261533 | -2.825874489 0.2690032 | -10.50498153 | 8.19E-26 | 1.88E-25 | ENSG0000010504 | TNNTI1

1 8 8

2165.37214 | -1.437480012 0.0665324 | -21.60570508 | 1.59E- 1.52E- ENSG0000010505 | VRK3

8 28 103 102 3

173.835126 | 1.416094226 0.0895219 | 15.81840453 | 2.32E-56 | 9.81E-56 | ENSG0000010507 | C19orf44

3 38 2

542.274573 | -1.347411897 0.0592214 | -22.75208625 | 1.37E- 1.61E- ENSG0000010508 | MED26

1 66 114 113 5

5712.34771 | -1.998385181 0.1031212 | -19.37897816 | 1.16E-83 | 7.94E-83 | ENSG0000010512 | RASAL3
88 2

1845.70802 | 1.021138729 0.0848100 | 12.04030033 | 2.18E-33 | 5.88E-33 | ENSG0000010517 | URI1

7 71 6




2311.08859 | 1.191129239 0.0801446 | 14.86224942 | 5.79E-50 | 2.17E-49 | ENSG0000010518 | ANKRD27

5 14 6

17676.9225 | -1.294439525 0.0751836 | -17.21703872 | 1.98E-66 | 1.01E-65 | ENSG0000010519 | RPS16

8 33 3

1767.33502 | -1.566747734 0.3245153 | -4.827961755 | 1.38E-06 | 1.90E-06 | ENSG0000010520 | CLC

4 57 5

12618.1088 | -1.445177559 0.1086783 | -13.29775495 | 2.39E-40 | 7.46E-40 | ENSG0000010522 | GPI

7 12 0

1754.45430 | -1.951864768 0.0751810 | -25.96219333 | 1.32E- 2.71E- ENSG0000010525 | TBCB

8 43 148 147 4

410.245322 | 2.790791075 0.1905694 | 14.64448362 | 1.46E-48 | 5.33E-48 | ENSG0000010527 | CLIP3

2 42 0

6419.58409 | -2.763383823 0.1053837 | -26.22209962 | 1.49E- 3.19E- ENSG0000010528 | PRKD2

6 74 151 150 7

80.3294486 | -2.302587707 0.1834870 | -12.54904622 | 4.02E-36 | 1.15E-35 | ENSG0000010528 | TJP3

2 69 9

1719.83650 | -2.591797625 0.1106264 | -23.42836561 | 2.20E- 2.86E- ENSG0000010532 | CCDC9

4 8 121 120 1

2506.01327 | -1.44487607 0.0840120 | -17.19843149 | 2.73E-66 | 1.39E-65 | ENSG0000010532 | FZR1

7 84 5

767.149650 | -3.419225325 | 0.1235187 | -27.68182743 | 1.16E- | 3.11E- | ENSG0000010532 | BBC3

6 72 168 167 7

18870.9536 | -2.286199899 0.1175821 | -19.44342524 | 3.31E-84 | 2.29E-83 | ENSG0000010532 | TGFBI1

8 58 9

19113.5420 | -1.733951979 0.1248081 | -13.89293934 | 6.99E-44 | 2.34E-43 | ENSG0000010533 | DENND3

7 44 9

343521625 | -3.785420095 | 0.2879989 | -13.14386787 | 1.85E-39 | 5.68E-39 | ENSG0000010535 | CEACAM4

2 46 2

4359.47710 | -1.50769731 0.1111924 | -13.55934751 | 6.98E-42 | 2.25E-41 | ENSG0000010535 | PLIN3

1 68 5

3106.42142 | -3.5828365 0.1516846 | -23.62029266 | 2.38E- 3.23E- ENSG0000010536 | CD79A

8 79 123 122 9

22818.951 -1.714968141 0.0824398 | -20.80266678 | 4.09E-96 | 3.47E-95 | ENSG0000010537 | RPS19
22 2

14392.7439 | -2.028911824 0.0938287 | -21.62355714 | 1.08E- 1.04E- ENSG0000010537 | NOP53

1 73 103 102 3

15375.3464 | -4.340857812 0.2170057 | -20.00342371 | 5.14E-89 | 3.81E-88 | ENSG0000010537 | NKG7

6 42 4

201.420582 | 1.23228336 0.1942269 | 6.344555021 | 2.23E-10 | 3.49E-10 | ENSG0000010537 | ICAMS

5 17 6

1043.99235 | -1.378090377 0.0710580 | -19.3938569 8.70E-84 | 5.96E-83 | ENSG0000010537 | ETFB

5 87 9

2386.50599 | -2.273718444 0.0804088 | -28.27696576 | 6.64E- 2.03E- ENSG0000010539 | BABAMI1

4 55 176 174 3




9923.77782 | -1.486211473 | 0.0776664 | -19.13583181 | 1.27E-81 | 8.38E-81 | ENSG0000010539 | TYK2

3 16 7

6057.62427 | -1.55208201 0.0623986 | -24.87363138 | 1.44E- | 2.38E- | ENSG0000010540 | CDC37

3 9 136 135 1

4104.73986 | -1.838739323 | 0.0992557 | -18.52526061 | 1.29E-76 | 7.81E-76 | ENSG0000010540 | NAPA
87 2

3399.62885 | -3.390881174 | 0.1296719 | -26.14969318 | 9.93E- | 2.11E- | ENSG0000010540 | RABACI

6 3 151 149 4

269.512835 | -1.279121903 | 0.1883390 | -6.79159 1.11E-11 | 1.80E-11 | ENSG0000010540 | ATP1A3

5 93 9

397.149863 | 2.530549932 | 0.1990753 | 12.71151918 | 5.10E-37 | 1.48E-36 | ENSG0000010542 | PTPRS

6 34 6

1273.89264 | 1.392838891 0.0713158 | 19.5305684 | 6.04E-85 | 4.22E-84 | ENSG0000010542 | MEGF$

9 4 9

3418.48905 | 3.485266747 | 0.2235660 | 15.58942785 | 8.59E-55 | 3.52E-54 | ENSG0000010547 | CLECI1A

1 46 2

494.177033 | 1.547360976 | 0.1013780 | 15.26326911 | 1.34B-52 | 5.30E-52 | ENSG0000010549 | ZNF175

5 84 7

4024.75144 | -5.805691655 | 0.2317367 | -25.0529552 | 1.62E- | 2.79E- | ENSG0000010550 | SIGLEC5

3 99 138 137 1

3968.14117 | -1.212571532 | 0.1749733 | -6.930035016 | 4.21E-12 | 6.93E-12 | ENSG0000010551 | RAB3D

1 63 4

857.00303 | -1.097026337 | 0.0913466 | -12.0094865 | 3.17E-33 | 8.50E-33 | ENSG0000010551 | CAPS
48 9

5624.60827 | -3.617016097 | 0.1728080 | -20.93082927 | 2.81E-97 | 2.42E-96 | ENSG0000010552 | PLPPR2

1 65 0

6147.71554 | -1.042796421 | 0.0470542 | -22.16159361 | 8.06E- | 8.53E- | ENSG0000010556 | PPP2RIA

8 16 109 108 8

2274.82146 | -1.071428294 | 0.0761037 | -14.07852306 | 5.15B-45 | 1.76E-44 | ENSG0000010558 | WDRS830S

1 43 3

75.8557564 | -1.153133537 | 0.2394028 | -4.816706715 | 1.46E-06 | 2.01E-06 | ENSG0000010560 | LILRBS

3 96 9

1305.27567 | -2.811418292 | 0.2631179 | -10.68501092 | 1.20E-26 | 2.80E-26 | ENSG0000010561 | KLF1

2 61 0

1224.61600 | -1.832263639 | 0.1034922 | -17.70435537 | 3.88E-70 | 2.10E-69 | ENSG0000010561 | DNASE2

9 54 2

57.7895992 | 1.372490649 | 0.1598670 | 8.585198149 | 9.07E-18 | 1.72E-17 | ENSG0000010561 | MASTI

3 9 3

285310130 | -1.732675962 | 0.0716503 | -24.18238874 | 3.41E- | 5.09B- | ENSG0000010561 | LENGI

9 23 129 128 7

400.325148 | -1.278996698 | 0.0630591 | -20.28250811 | 1.84E-91 | 1.42E-90 | ENSG0000010561 | TFPT

2 9

14973.6802 | -2.338388263 | 0.1399428 | -16.70959049 | 1.12E-62 | 5.32E-62 | ENSG0000010563 | JAK3

7 83 9




17124.8349 | -1.69516384 0.0851075 | -19.9179099 | 2.85E-88 | 2.09E-87 | ENSG0000010564 | RPL18A

5 16 0

3180.53457 | -1.577332965 0.1280007 | -12.32284072 | 6.82E-35 | 1.90E-34 | ENSG0000010564 | ARRDC2

3 59 3

553.624256 | -4.52625635 0.0814857 | -55.54657503 | 0.00E+0 | 0.00E+0 | ENSG0000010564 | PIK3R2

3 86 0 0 7

175.137962 | -2.744079213 0.1128390 | -24.31852099 | 1.25E- 1.92E- ENSG0000010564 | RAB3A

7 67 130 129 9

4416.29087 | -3.069991199 0.1074139 | -28.58094896 | 1.16E- 3.77E- ENSG0000010565 | ELL

7 179 178 6

6211.03525 | -2.072611668 0.0811144 | -25.55169999 | 5.26E- 9.99E- ENSG0000010566 | COPE

9 33 144 143 9

6499.43704 | -1.971432221 0.0704334 | -27.99001091 | 2.15E- 6.26E- ENSG0000010569 | USF2

4 21 172 171 8

356.498962 | -1.58204203 0.1145530 | -13.8105634 | 2.20E-43 | 7.29E-43 | ENSG0000010569 | LSR

2 41 9

2075.85441 | -1.125834108 0.0471095 | -23.89821154 | 3.20E- 4.54E- ENSG0000010570 | KXD1

8 55 126 125 0

135103.908 | -6.102898444 0.1791200 | -34.07154875 | 1.95E- 1.52E- ENSG0000010570 | FKBPS8

1 77 254 252 1

294.639314 | -2.243012521 0.2017508 | -11.11773607 | 1.03E-28 | 2.52E-28 | ENSG0000010571 | SCN1B

6 34 1

184.918834 | -2.298799291 0.1274297 | -18.03973266 | 9.50E-73 | 5.39E-72 | ENSG0000010571 | PBX4

3 87 7

3297.84721 | -2.286620263 0.1145791 | -19.95669142 | 1.31E-88 | 9.70E-88 | ENSG0000010572 | ERF

8 26 2

4039.19241 | -1.966308855 0.0857232 | -22.93787781 | 1.95E- 2.34E- ENSG0000010572 | GSK3A

6 25 116 115 3

673.686509 | 4.351214671 0.1677451 | 25.93943328 | 2.39E- 4.87E- ENSG0000010573 | GRIKS
71 148 147 7

1840.09128 | 1.379678555 0.0977114 | 14.11992494 | 2.86E-45 | 9.85E-45 | ENSG0000010573 | SIPA1L3

8 65 8

290.609445 | 2.032030383 0.1718879 | 11.82183268 | 3.01E-32 | 7.94E-32 | ENSG0000010575 | ZNF85

9 33 0

101.128433 | -1.868075017 0.1390015 | -13.4392421 3.56E-41 | 1.13E-40 | ENSG0000010576 | CADM4

4 15 7

561.113807 | 1.20528239 0.0974188 | 12.37217315 | 3.70E-35 | 1.04E-34 | ENSG0000010579 | GTPBP10

2 1 3

12418.9458 | 3.893089529 0.1439909 | 27.03704484 | 5.42E- 1.32E- ENSG0000010581 | CDK6

7 41 161 159 0

1035.63162 | 1.352638693 0.0965834 | 14.00486384 | 1.46E-44 | 4.93E-44 | ENSG0000010582 | DNAJC2

7 95 1

47690.6910 | -4.831694353 0.1831394 | -26.38259938 | 2.17E- 4.75E- ENSG0000010583 | NAMPT

8 35 153 152 5




1020.77435 | 1.87037956 0.1321092 | 14.15782784 | 1.67E-45 | 5.78E-45 | ENSG0000010584 | TWISTNB

4 18 9

376.456493 | 1.452712519 0.1430601 | 10.15455918 | 3.16E-24 | 6.99E-24 | ENSG0000010585 | PON2

1 26 4

158.986239 | 1.203805674 0.1200471 | 10.02777549 | 1.15E-23 | 2.51E-23 | ENSG0000010586 | DUS4L

4 31 5

1384.56912 | -1.19002464 0.0786604 | -15.12862909 | 1.05E-51 | 4.05E-51 | ENSG0000010587 | WDR91

8 41 5

523.387810 | -2.821457318 0.2884907 | -9.780060375 | 1.37E-22 | 2.92E-22 | ENSG0000010592 | GSDME

5 87 8

1132.28640 | -1.784721092 0.1379658 | -12.93596414 | 2.82E-38 | 8.45E-38 | ENSG0000010596 | ADAP1

5 35 3

2270.66427 | 3.01880936 0.1544604 | 19.54422062 | 4.62E-85 | 3.24E-84 | ENSG0000010596 | TFEC

1 63 7

66.2036694 | 1.163536079 0.2089529 | 5.568410938 | 2.57E-08 | 3.76E-08 | ENSG0000010597 | CAV2

1 84 1

94.3587863 | 1.220434208 0.1092837 | 11.16757275 | 5.88E-29 | 1.45E-28 | ENSG0000010598 | RNF32

9 48 2

36.8777572 | 1.096448212 0.1853759 | 5.914728844 | 3.32E-09 | 5.00E-09 | ENSG0000010599 | HOXA1
05 1

1695.98773 | -1.75807835 0.1905754 | -9.225105484 | 2.83E-20 | 5.71E-20 | ENSG0000010600 | LFNG

7 2 3

114.811074 | 1.153097334 0.2253703 | 5.116455916 | 3.11E-07 | 4.40E-07 | ENSG0000010603 | CPEDI1

8 25 4

2258.64366 | -1.419743232 0.2633868 | -5.390334917 | 7.03E-08 | 1.02E-07 | ENSG0000010606 | CPVL

3 31 6

339.577590 | -1.569804042 0.0940941 | -16.68334079 | 1.73E-62 | 8.24E-62 | ENSG0000010607 | ABHDI11

6 06 7

224929261 | -3.267447681 0.1504241 | -21.72155615 | 1.28E- 1.26E- ENSG0000010608 | STX1A
99 104 103 9

709.206940 | 1.251619593 0.0667470 | 18.75167461 | 1.88E-78 | 1.17E-77 | ENSG0000010610 | NODI1

3 84 0

34.4207370 | -1.283159298 0.1451840 | -8.838155197 | 9.73E-19 | 1.89E-18 | ENSG0000010612 | MINDY4

3 65 5

4332.53376 | 1.29984608 0.0712569 | 18.24168116 | 2.41E-74 | 1.40E-73 | ENSG0000010614 | CASP2
24 4

4216.81688 | -1.688932845 0.0672946 | -25.09756464 | 5.29E- 9.22E- ENSG0000010615 | CHCHD2

4 91 139 138 3

6656.29197 | -3.79960535 0.1854148 | -20.49245723 | 2.51E-93 | 2.01E-92 | ENSG0000010621 | HSPBI

8 24 1

2430.35894 | -1.369147657 0.0445938 | -30.702594 5.26E- 2.38E- ENSG0000010624 | PDAPI

5 76 207 205 4

425.039347 | -1.287130648 0.0559053 | -23.02340008 | 2.72E- 3.31E- ENSG0000010624 | PTCD1
24 117 116 6




83.6406035 | 2.796589576 0.1299759 | 21.51620936 | 1.10E- 1.04E- ENSG0000010625 | CYP3AS

7 42 102 101 8

3296.11487 | 1.292012231 0.0765520 | 16.87757046 | 6.58E-64 | 3.20E-63 | ENSG0000010626 | ZKSCANI1

6 27 1

782.294133 | -1.414088438 0.1098357 | -12.87457403 | 6.26E-38 | 1.86E-37 | ENSG0000010626 | SNX8

3 46 6

692.864245 | -2.144266908 0.1252931 | -17.1139984 1.17E-65 | 5.86E-65 | ENSG0000010633 | MOSPD3

5 58 0

160.746982 | -1.161310307 0.1328884 | -8.738986656 | 2.35E-18 | 4.53E-18 | ENSG0000010633 | PCOLCE
4 3

39.7799777 | 1.516063233 0.0950662 | 15.94743162 | 2.97E-57 | 1.28E-56 | ENSG0000010633 | FBX024
95 6

1676.54563 | 1.549074513 0.0696404 | 22.24389578 | 1.29E- 1.39E- ENSG0000010634 | RBM28

4 32 109 108 4

10889.7175 | -3.022079712 0.1593639 | -18.96338379 | 3.42E-80 | 2.20E-79 | ENSG0000010634 | IMPDHI1

3 48 8

457.407832 | -1.124147052 0.1050815 | -10.69785603 | 1.04E-26 | 2.44E-26 | ENSG0000010636 | AP1SI

6 27 7

1599.30588 | -1.514327962 0.0690142 | -21.94226216 | 1.03E- 1.05E- ENSG0000010640 | ZNHIT1
13 106 105 0

1343.68915 | 2.115635731 0.0865483 | 24.44456159 | 5.75E- 8.99E- ENSG0000010644 | PHF14

9 2 132 131 3

1054.39297 | 1.166762408 0.0949313 | 12.29059239 | 1.02E-34 | 2.82E-34 | ENSG0000010646 | TMEM106B

8 4 0

584.741712 | 2.073508383 0.1046677 | 19.81038776 | 2.42E-87 | 1.76E-86 | ENSG0000010647 | CEP41
33 7

1467.46738 | 4.774782033 0.1924826 | 24.80630093 | 7.67E- 1.26E- ENSG0000010648 | MEST

4 3 136 134 4

493.329059 | 1.86955068 0.1317332 | 14.19193832 | 1.03E-45 | 3.57E-45 | ENSG0000010652 | ANKMY2

7 87 4

79.4388915 | 1.37977843 0.1185268 | 11.64105805 | 2.55E-31 | 6.60E-31 | ENSG0000010652 | ACTR3C

4 92 6

297.873805 | 1.918592479 0.1934973 | 9.915342267 | 3.57E-23 | 7.70E-23 | ENSG0000010653 | TSPANI3

5 53 7

43.5763759 | -1.120960369 0.1888039 | -5.937165634 | 2.90E-09 | 4.38E-09 | ENSG0000010653 | RARRES2

4 58 8

2912.35466 | 1.783701326 0.1414351 | 12.61144357 | 1.83E-36 | 5.25E-36 | ENSG0000010654 | AHR

5 43 6

1427.32114 | -1.111165378 0.1192718 | -9.316240466 | 1.21E-20 | 2.45E-20 | ENSG0000010656 | GIMAP2

5 65 0

1295.88802 | -2.148356378 0.2890017 | -7.433713596 | 1.06E-13 | 1.82E-13 | ENSG0000010656 | TMEM176B

2 69 5

1487.68532 | -2.64769419 0.1113495 | -23.7782201 5.61E- 7.83E- ENSG0000010658 | PSMA2
53 125 124 8




870.160780 | -1.611579661 0.1329862 | -12.11839666 | 8.44E-34 | 2.29E-33 | ENSG0000010660 | BLVRA

3 11 5

2015.96239 | -1.261005066 0.0696879 | -18.0950108 | 3.49E-73 | 2.00E-72 | ENSG0000010663 | YKT6

7 97 6

2117.93295 | 1.326637279 0.1455039 | 9.117533006 | 7.69E-20 | 1.53E-19 | ENSG0000010666 | CLIP2

3 73 5

6587.58481 | -1.315750783 0.0452721 | -29.06316197 | 1.05E- 3.70E- ENSG0000010668 | EIF4H

6 14 185 184 2

1742.94474 | -1.188040272 0.0714746 | -16.6218394 | 4.84E-62 | 2.28E-61 | ENSG0000010668 | LIMK1

3 57 3

669.022025 | 1.584645788 0.1172675 | 13.51307695 | 1.31E-41 | 4.20E-41 | ENSG0000010669 | FKTN

2 77 2

2033.42808 | 2.431331216 0.0690776 | 35.19705918 | 2.22E- 2.06E- ENSG0000010672 | SPIN1

2 81 271 269 3

601.510613 | -1.553045456 0.0984508 | -15.77483027 | 4.64E-56 | 1.94E-55 | ENSG0000010673 | NMRK1

6 5 3

1929.26690 | 1.283872032 0.0806256 | 15.92386524 | 4.33E-57 | 1.85E-56 | ENSG0000010677 | TMEM245

2 53 1

6909.10039 | -1.804173432 0.1948830 | -9.257723848 | 2.09E-20 | 4.22E-20 | ENSG0000010678 | MEGF9
47 0

1527.60603 | -1.425756449 0.0789228 | -18.0651928 | 5.99E-73 | 3.41E-72 | ENSG0000010680 | SEC61B

3 47 3

387.713353 | 2.159285485 0.0939566 | 22.9817189 7.10E- 8.57E- ENSG0000010680 | C5

2 57 117 116 4

19954.2389 | -1.755736171 0.1024809 | -17.13231046 | 8.52E-66 | 4.29E-65 | ENSG0000010694 | AKNA

5 92 8

1022.22915 | 4.015141242 0.1698739 | 23.63600388 | 1.64E- 2.23E- ENSG0000010697 | DNM1
46 123 122 6

987.652996 | -5.474834154 0.1546777 | -35.39508946 | 2.03E- 1.95E- ENSG0000010699 | AK1

1 88 274 272 2

355.863744 | -1.417766241 0.0890528 | -15.9205122 | 4.57E-57 | 1.95E-56 | ENSG0000010702 | PLGRKT

2 03 0

628.366084 | 2.976959129 0.1150608 | 25.87291422 | 1.34E- 2.70E- ENSG0000010710 | KANK1

8 36 147 146 4

1151.44157 | -1.407411507 0.1125879 | -12.50055047 | 7.41E-36 | 2.10E-35 | ENSG0000010714 | TESK1

7 62 0

792.27522 -1.651314452 0.0531310 | -31.08003077 | 4.48E- 2.22E- ENSG0000010717 | CREB3
43 212 210 5

3734.90681 | -2.156817757 0.0665942 | -32.38746621 | 4.12E- 2.48E- ENSG0000010722 | EDFI

6 11 230 228 3

5807.35446 | -2.759528435 0.1377957 | -20.02622909 | 3.25E-89 | 2.42E-88 | ENSG0000010726 | BAGI1

2 09 2

7470.16668 | -1.401566468 0.0744826 | -18.81735342 | 5.44E-79 | 3.43E-78 | ENSG0000010726 | RAPGEF1
56 3




1468.25553 | -2.134702875 0.2968497 | -7.191190685 | 6.42E-13 | 1.08E-12 | ENSG0000010731 | PTGDS

3 11 7

7211.89630 | -1.056863848 0.1795306 | -5.886815783 | 3.94E-09 | 5.91E-09 | ENSG0000010733 | ABCA2

1 47 1

144.218065 | -1.800844037 0.1438397 | -12.51979818 | 5.82E-36 | 1.65E-35 | ENSG0000010733 | SHB

2 02 8

7650.93903 | -1.956255468 0.0870211 | -22.48021893 | 6.48E- 7.28E- ENSG0000010734 | UBE2R2

7 93 112 111 1

1036.32975 | -1.114255062 0.0755319 | -14.75211057 | 2.98E-49 | 1.10E-48 | ENSG0000010740 | DVLI

3 08 4

531.307636 | 2.191860224 0.0813022 | 26.95939673 | 4.43E- 1.06E- ENSG0000010744 | CCNJ

6 73 160 158 3

362.730827 | -2.15073802 0.1763866 | -12.19331643 | 3.37E-34 | 9.25E-34 | ENSG0000010748 | GATA3

3 32 5

6770.17290 | -1.882681017 0.1081544 | -17.40733059 | 7.26E-68 | 3.77E-67 | ENSG0000010752 | HPS1

1 93 1

790.181078 | 1.491233264 0.0859309 | 17.35385098 | 1.84E-67 | 9.53E-67 | ENSG0000010756 | RABI11FIP2
71 0

1129.11861 | 3.515590433 0.2716110 | 12.94347156 | 2.56E-38 | 7.67E-38 | ENSG0000010756 | CXCL12

9 91 2

229.883960 | 1.493227036 0.1655340 | 9.020664203 | 1.87E-19 | 3.69E-19 | ENSG0000010761 | CUBN

9 45 1

433.703207 | 1.946099433 0.0904201 | 21.52284489 | 9.51E- 9.00E- ENSG0000010761 | TRDMTI

6 76 103 102 4

1156.45674 | 1.141224784 0.0823947 | 13.8506896 1.26E-43 | 4.20E-43 | ENSG0000010764 | MAPKS

3 99 3

867.272189 | 1.116905007 0.0725865 | 15.38721551 | 1.99E-53 | 7.98E-53 | ENSG0000010766 | ATE1

5 58 9

289.146893 | 1.550496838 0.2050603 | 7.561173748 | 3.99E-14 | 6.96E-14 | ENSG0000010771 | PALDI

2 37 9

72.4085542 | 2.050949391 0.1789558 | 11.46064195 | 2.08E-30 | 5.28E-30 | ENSG0000010773 | UNC5B

6 91 1

1146.92340 | -1.935135662 0.1938243 | -9.983964163 | 1.79E-23 | 3.89E-23 | ENSG0000010773 | CDH23

7 8 6

60396.4823 | -3.691992671 0.2089229 | -17.67154945 | 6.95E-70 | 3.73E-69 | ENSG0000010773 | VSIR

5 74 8

6494.74083 | -3.23012926 0.2121862 | -15.22308559 | 2.49E-52 | 9.74E-52 | ENSG0000010774 | SPOCK2
38 2

2560.97966 | -1.401453152 0.0893842 | -15.67897472 | 2.11E-55 | 8.74E-55 | ENSG0000010774 | MICUI

7 34 5

1511.24931 | -1.479943212 0.0805067 | -18.38285419 | 1.80E-75 | 1.07E-74 | ENSG0000010782 | FBXW4

5 15 9

288.379856 | 1.081840525 0.0940970 | 11.49707154 | 1.36E-30 | 3.48E-30 | ENSG0000010786 | CPEB3

8 51 4




535.276521 | -2.074407126 0.0829179 | -25.01759474 | 3.93E- 6.74E- ENSG0000010787 | FBXLI1S5

1 28 138 137 2

1219.80874 | -1.156505257 0.0586563 | -19.71661714 | 1.55E-86 | 1.12E-85 | ENSG0000010787 | CUEDC2
73 4

482.465573 | 2.061735285 0.1625648 | 12.68253952 | 7.39E-37 | 2.14E-36 | ENSG0000010789 | ANKRD26

8 62 0

855.589200 | -1.68025329 0.1204479 | -13.9500328 | 3.14E-44 | 1.06E-43 | ENSG0000010790 | LHPP

9 81 2

724.794681 | 1.142966576 0.0853134 | 13.39726483 | 6.27E-41 | 1.98E-40 | ENSG0000010795 | MTPAP

9 27 1

234911775 | -1.179651278 0.1976000 | -5.969894651 | 2.37E-09 | 3.59E-09 | ENSG0000010795 | NEURLI1

7 16 4

1353.55505 | 1.575182698 0.1441950 | 10.92396927 | 8.85E-28 | 2.13E-27 | ENSG0000010795 | SH3PXD2A

4 87 7

2228.88123 | 1.882063152 0.1115515 | 16.87168706 | 7.27E-64 | 3.54E-63 | ENSG0000010802 | TASOR2

9 68 1

1027.90961 | -1.622205377 0.1065492 | -15.22492869 | 2.42E-52 | 9.47E-52 | ENSG0000010810 | UBE2S

4 92 6

33225.8059 | -1.77141547 0.0882717 | -20.0677417 1.41E-89 | 1.06E-88 | ENSG0000010810 | RPL28

3 89 7

5757.54830 | 1.234132761 0.0868581 | 14.20859534 | 8.10E-46 | 2.82E-45 | ENSG0000010817 | ZMIZ1

3 82 5

3024.46217 | -1.023549651 0.1002995 | -10.20492681 | 1.88E-24 | 4.19E-24 | ENSG0000010817 | PPIF

2 58 9

184.568394 | 1.212919219 0.0720866 | 16.82586196 | 1.58E-63 | 7.63E-63 | ENSG0000010818 | PBLD

1 02 7

8590.17843 | -1.761008834 0.1308464 | -13.45859066 | 2.74E-41 | 8.73E-41 | ENSG0000010821 | TSPANI14

9 52 9

33797.1546 | -1.470302167 0.0733379 | -20.04831496 | 2.09E-89 | 1.56E-88 | ENSG0000010829 | RPL19

3 42 8

2656.05749 | 1.370419973 0.0779302 | 17.58521559 | 3.20E-69 | 1.69E-68 | ENSG0000010830 | FBXL20

2 34 6

2732.10655 | -6.817063732 0.2700910 | -25.23986968 | 1.46E- 2.62E- ENSG0000010830 | RUNDC3A

1 83 140 139 9

8361.48094 | -1.993344076 0.0826344 | -24.12244055 | 1.45E- 2.15E- ENSG0000010834 | CASC3

9 28 128 127 9

491.548883 | -1.062383604 0.0976654 | -10.87778719 | 1.47E-27 | 3.51E-27 | ENSG0000010835 | RAPGEFLI

9 15 2

224.796298 | -4.26164511 0.1847294 | -23.06966085 | 9.34E- 1.15E- ENSG0000010837 | RGS9

7 22 118 116 0

218.304212 | 2.64502337 0.1325546 | 19.95420732 | 1.38E-88 | 1.02E-87 | ENSG0000010837 | RNF43

5 7 5

77.4396615 | -1.717434756 0.1634906 | -10.50478876 | 8.21E-26 | 1.89E-25 | ENSG0000010838 | SEPTIN4

3 51 7




255.303679 | 1.147083533 0.0733848 | 15.63105959 | 4.47E-55 | 1.84E-54 | ENSG0000010842 | TUBDI1

4 86 3

1022.38176 | -1.556822852 0.0406435 | -38.30425917 | 0.00E+0 | 0.00E+0 | ENSG0000010843 | GOSR2

3 96 0 0 3

1073.02629 | -2.399978368 0.1180555 | -20.32922376 | 7.09E-92 | 5.52E-91 | ENSG0000010847 | GALK1

6 83 9

768.785084 | 1.439725042 0.1346139 | 10.69521582 | 1.07E-26 | 2.51E-26 | ENSGO0000010850 | INTS2

8 31 6

3627.81866 | -1.14935175 0.0919683 | -12.49725249 | 7.73E-36 | 2.19E-35 | ENSG0000010850 | CAMTA2
55 9

3825.10197 | 1.169334073 0.0603087 | 19.38913172 | 9.53E-84 | 6.53E-83 | ENSG0000010851 | MEDI13
38 0

471.245552 | -1.350128535 0.1167435 | -11.56490481 | 6.21E-31 | 1.59E-30 | ENSG0000010851 | ENO3

3 93 5

39732.0122 | -2.061813479 0.0801475 | -25.72521934 | 6.11E- 1.19E- ENSG0000010851 | PFNI

4 57 146 144 8

6394.46811 | -2.230133606 0.0920411 | -24.22975687 | 1.08E- 1.62E- ENSG0000010852 | RNF167

4 05 129 128 3

1774.70260 | -1.280931701 0.0739169 | -17.32932877 | 2.83E-67 | 1.46E-66 | ENSG0000010852 | SLC25A11

6 83 8

157.341561 | -1.964444244 0.1818043 | -10.80526779 | 3.25E-27 | 7.70E-27 | ENSG0000010855 | CHRNE

3 09 6

1629.39618 | 1.511467021 0.0948653 | 15.93275503 | 3.75E-57 | 1.61E-56 | ENSG0000010855 | RAIl

7 9 7

7946.27680 | -1.31506469 0.1431390 | -9.187325704 | 4.03E-20 | 8.08E-20 | ENSG0000010858 | CPD

9 08 2

1160.58633 | -1.164136735 0.1063166 | -10.94971456 | 6.67E-28 | 1.61E-27 | ENSG0000010862 | ICAM2

7 29 2

6942.15184 | -2.598358531 0.0746286 | -34.81717703 | 1.34E- 1.16E- ENSG0000010863 | SYNGR2

2 39 265 263 9

8332.17574 | -1.845496274 0.0670858 | -27.50947447 | 1.35E- 3.56E- ENSG0000010866 | CYTHI1

4 43 166 165 9

1766.76411 | 1.468815288 0.1919555 | 7.651852319 | 1.98E-14 | 3.48E-14 | ENSG0000010867 | LGALS3BP
2 9

715.513826 | -1.031926436 0.0835506 | -12.35090318 | 4.82E-35 | 1.34E-34 | ENSG0000010877 | DHXS58

9 86 1

5466.56109 | -2.008574795 0.0910720 | -22.05479667 | 8.59E- 8.91E- ENSG0000010877 | RAB5C

9 16 108 107 4

2375.73931 | -1.402895128 0.0776129 | -18.07551748 | 4.97E-73 | 2.84E-72 | ENSG0000010878 | MLX

2 99 8

2175.54845 | -3.705482189 0.1677711 | -22.08652791 | 4.26E- 4.44E- ENSG0000010879 | ABI3

4 5 108 107 8

4005.67359 | -1.582599373 0.0874971 | -18.08744282 | 4.00E-73 | 2.29E-72 | ENSG0000010879 | EZHI

5 32 9




35.1579176 | 1.51932076 0.1756220 | 8.651082845 | 5.10E-18 | 9.75E-18 | ENSG0000010881 | DLX4

3 33 3

5082.92604 | -1.548463273 0.1029717 | -15.03774691 | 4.15E-51 | 1.59E-50 | ENSG0000010884 | HDACS

9 61 0

535.586584 | -2.061442945 0.2300578 | -8.960541666 | 3.23E-19 | 6.35E-19 | ENSG0000010884 | ABCC3

8 49 6

7311.78068 | 1.314185623 0.0812415 | 16.17626837 | 7.42E-59 | 3.29E-58 | ENSG0000010884 | LUC7L3

1 81 8

1085.67735 | 1.002832653 0.0649010 | 15.4517156 7.35E-54 | 2.96E-53 | ENSG0000010885 | SMURF2

2 56 4

717.285788 | -3.908423337 0.1776871 | -21.99609037 | 3.14E- 3.22E- ENSG0000010893 | SLC16A6

1 83 107 106 2

546.245668 | -3.041698074 0.2324827 | -13.08354307 | 4.09E-39 | 1.25E-38 | ENSG0000010895 | FAM20A

5 5 0

490.588591 | -1.139598823 0.1056883 | -10.78263808 | 4.16E-27 | 9.83E-27 | ENSG0000010896 | MMD

3 12 0

901.274833 | -2.209827231 0.1426907 | -15.48683209 | 4.26E-54 | 1.73E-53 | ENSG0000010898 | MAP2K6

5 21 4

10161.9887 | -1.025537732 0.0987011 | -10.3903329 | 2.74E-25 | 6.22E-25 | ENSG0000010904 | WSB1

3 43 6

6507.00694 | -1.842212009 0.1137794 | -16.19107332 | 5.83E-59 | 2.60E-58 | ENSG0000010906 | SLC9A3R1

6 87 2

3543.48744 | -3.140065795 0.0991554 | -31.66810369 | 4.27E- 2.35E- ENSG0000010910 | UNCI119

5 73 220 218 3

1489.59907 | -4.224796201 0.1503630 | -28.09729459 | 1.06E- 3.12E- ENSG0000010910 | ALDOC

8 96 173 172 7

6176.57088 | -1.232105239 0.0852025 | -14.46089718 | 2.14E-47 | 7.67E-47 | ENSG0000010911 | PHF12

2 45 8

404.541152 | 1.202453013 0.1165041 | 10.32111393 | 5.66E-25 | 1.27E-24 | ENSG0000010918 | USP46
89 9

1014.24065 | -1.847432308 0.1160956 | -15.91302392 | 5.15E-57 | 2.20E-56 | ENSG0000010922 | CHIC2

9 16 0

13437.9249 | -1.184167371 0.0603279 | -19.62884464 | 8.77E-86 | 6.23E-85 | ENSG0000010933 | UBE2D3

5 2 2

669.670258 | 1.027580695 0.2016897 | 5.094857139 | 3.49E-07 | 4.93E-07 | ENSG0000010945 | INPP4B

5 96 2

965.620331 | 1.358911943 0.1044508 | 13.01005701 | 1.07E-38 | 3.25E-38 | ENSG0000010945 | GABI1

3 83 8

2053.38491 | -2.084370449 0.1674898 | -12.44475957 | 1.49E-35 | 4.21E-35 | ENSG0000010946 | KLHL2
13 6

1150.34927 | -1.498721522 0.0675540 | -22.18553014 | 4.74E- 5.03E- ENSG0000010951 | GRPELI1

4 1 109 108 9

1873.97574 | 1.828517387 0.0979668 | 18.66466358 | 9.60E-78 | 5.91E-77 | ENSG0000010958 | GALNT7

5 01 6




549.338773 | 1.280937571 0.0860933 | 14.8784711 | 4.55E-50 | 1.70E-49 | ENSG0000010961 | SEPSECS
5 6 8

70.9218800 | 1.051932056 0.1700326 | 6.186645945 | 6.15E-10 | 9.47E-10 | ENSG0000010965 | TRIM2
5 91 4

247392111 | 2.00251524 0.1973094 | 10.14911214 | 3.34E-24 | 7.39E-24 | ENSG0000010967 | NEIL3

3 01 4

4027.20080 | 1.057879805 0.1177348 | 8.985275384 | 2.58E-19 | 5.08E-19 | ENSG0000010968 | NSD2

6 23 5

325.718535 | 4.513893687 0.1294506 | 34.86960792 | 2.15E- 1.87E- | ENSG0000010968 | SH3D19
9 58 266 264 6

3267.18091 | -2.450128512 | 0.2307769 | -10.61686637 | 2.49E-26 | 5.78E-26 | ENSG0000010974 | BST1

2 95 3

549.462162 | -3.132127225 | 0.2315485 | -13.52687297 | 1.09E-41 | 3.49E-41 | ENSG0000010976 | SNX25
3 06 2

1376.87481 | -2.545321507 | 0.1372796 | -18.54113607 | 9.62E-77 | 5.82E-76 | ENSG0000010985 | HTATIP2
7 95 4

204.780984 | -2.63451598 0.2048377 | -12.86147708 | 7.41E-38 | 2.20E-37 | ENSG0000010994 | CRTAM
3 46 3

82.3038114 | 1.40289221 0.1676026 | 8.370345564 | 5.74E-17 | 1.07E-16 | ENSG0000010994 | JHY

7 63 4

345.413354 | -3.769030134 | 0.2486590 | -15.15741978 | 6.77E-52 | 2.63E-51 | ENSG0000010995 | B3GATI
5 85 6

2235.15098 | -1.943497486 | 0.0949077 | -20.47775363 | 3.40E-93 | 2.72E-92 | ENSG0000011001 | DNAJC4
2 48 1

497712999 | -3.344302483 | 0.0848477 | -39.41534662 | 0.00E+0 | 0.00E+0 | ENSG0000011002 | SNX15
3 25 0 0 5

2963.27822 | -1.540602054 | 0.0951118 | -16.19779292 | 5.23E-59 | 2.33E-58 | ENSG0000011003 | LPXN

5 5 1

6822.63471 | -2.911345728 | 0.1544221 | -18.85316327 | 2.77E-79 | 1.76E-78 | ENSG0000011004 | ATG2A
8 35 6

10855.0632 | -3.158932309 | 0.0939154 | -33.63590628 | 5.01E- | 3.76E- | ENSG0000011004 | EHDI

9 81 248 246 7

3605.46526 | -1.792337186 | 0.1186771 | -15.10263652 | 1.56E-51 | 6.00E-51 | ENSG0000011005 | UNC93BI
9 05 7

850.915414 | 5.074265077 0.1821444 | 27.85846307 | 8.51E- | 2.41E- | ENSG0000011007 | NRXN2
8 73 171 169 6

5691.66278 | -1.047332189 | 0.2767745 | -3.784063142 | 1.54E-04 | 1.97E-04 | ENSG0000011007 | MS4A6A
6 01 7

807.003247 | -1.479087109 | 0.2670248 | -5.539137461 | 3.04E-08 | 4.44E-08 | ENSG0000011007 | MS4A4A
9 06 9

277321477 | -1.504666391 | 0.1703011 | -8.835329093 | 9.98E-19 | 1.94E-18 | ENSG0000011008 | ST3GAL4
4 14 0

5410.08419 | 1.402674838 0.0758286 | 18.49795475 | 2.14E-76 | 1.29E-75 | ENSG0000011009 | CPTI1A
3 45 0




326.386142 | -1.103287872 | 0.0831805 | -13.26378005 | 3.75E-40 | 1.17E-39 | ENSG0000011020 | ANAPCI15
2 01 0

985.216562 | 2.753257004 0.1424383 | 19.32946188 | 3.04E-83 | 2.05E-82 | ENSG0000011023 | ARHGEF17
9 68 7

216250032 | -1.24578589 0.1411119 | -8.828348869 | 1.06E-18 | 2.06E-18 | ENSG0000011031 | RNF141
1 91 5

6216.44976 | -1.980638713 | 0.1586326 | -12.48569409 | 8.94E-36 | 2.53E-35 | ENSG0000011032 | ILI0RA
5 48 4

988.590532 | 1.526492938 0.1448423 | 10.53899444 | 5.71E-26 | 1.32E-25 | ENSG0000011040 | NECTIN]1
8 71 0

3317.57432 | -3.574798196 | 0.1938767 | -18.4385073 | 6.45E-76 | 3.85E-75 | ENSG0000011044 | SLC15A3
2 68 6

1970.33898 | -3.491145277 | 0.2360639 | -14.788978 1.73E-49 | 6.41E-49 | ENSG0000011044 | CD5

4 98 8

1376.85501 | 1.97745651 0.1303155 | 15.17436928 | 5.23E-52 | 2.03E-51 | ENSG0000011045 | ACCS
8 65 5

339.231672 | 2.446758827 0.1465800 | 16.69230644 | 1.49E-62 | 7.10E-62 | ENSG0000011049 | MDK
7 33 2

225.583746 | 1.477042604 0.0661929 | 22.31420492 | 2.69E- | 2.93E- | ENSG0000011053 | PTPMT1
2 3 110 109 6

2287.02701 | -1.394521054 | 0.0545249 | -25.57581092 | 2.84E- | 5.41E- | ENSG0000011061 | CARS
6 99 144 143 9

914.848614 | -2.357337024 | 0.1427247 | -16.51666999 | 2.78E-61 | 1.29E-60 | ENSG0000011062 | SLC22A18
5 15 8

3973.60056 | -1.506657984 | 0.1022692 | -14.73227066 | 4.00E-49 | 1.47E-48 | ENSG0000011065 | CD81
8 31 1

4498.16302 | -1.589833931 | 0.1036398 | -15.33998834 | 4.13E-53 | 1.64E-52 | ENSG0000011069 | PITPNMI
4 4 7

243522299 | -2.104952865 | 0.0645823 | -32.59330209 | 5.10E- | 3.19E- | ENSG0000011071 | AIP

9 75 233 231 1

1215.70798 | -1.10201317 0.0718158 | -15.34497996 | 3.83E-53 | 1.52E-52 | ENSG0000011071 | NDUFSS8
7 75 7

27564.6503 | -3.388924409 | 0.1356090 | -24.9904049 | 7.77E- 1.32E- | ENSG0000011071 | TCIRGI
3 24 138 136 9

2864.09488 | -3.939983907 | 0.2113983 | -18.63772727 | 1.59E-77 | 9.75E-77 | ENSG0000011077 | POU2AF]1
5 02 7

1139.20633 | -1.987272715 | 0.0696344 | -28.53862951 | 3.89E- 1.25E- | ENSG0000011080 | PSMD9
8 83 179 177 1

671.347644 | 1.58286193 0.2151850 | 7.35581705 | 1.90E-13 | 3.25E-13 | ENSG0000011084 | PPFIBPI
6 59 1

137.504292 | 1.444037228 0.1107662 | 13.03680361 | 7.56E-39 | 2.30E-38 | ENSG0000011084 | PRPF40B
4 02 4

284143041 | -3.573129534 | 0.1674612 | -21.33705158 | 5.14E- | 4.72E- | ENSG0000011087 | SELPLG
9 6 101 100 6




1396.24214 | 1.021037519 | 0.0591853 | 17.25152087 | 1.09E-66 | 5.58E-66 | ENSG0000011091 | SLC11A2
63 1

4636.97113 | 1.211764637 | 0.0912918 | 13.27353137 | 3.30E-40 | 1.03E-39 | ENSG0000011091 | MLEC

3 05 7

313.649516 | -1.142010051 | 0.0845694 | -13.50381813 | 1.48E-41 | 4.76E-41 | ENSG0000011092 | MVK

8 19 1

7280.67737 | -1.950714868 | 0.1238133 | -15.75529188 | 6.32E-56 | 2.64E-55 | ENSG0000011093 | CAMKK2

9 12 1

14022.2647 | -1.974659809 | 0.1392392 | -14.18177114 | 1.19E-45 | 4.12E-45 | ENSG0000011093 | BIN2

4 95 4

620.908404 | 1.922965805 | 0.1445106 | 13.30673848 | 2.12E-40 | 6.62E-40 | ENSG0000011098 | BCL7A

2 78 7

1492.40182 | -2.073217359 | 0.2744896 | -7.55299006 | 4.25E-14 | 7.41E-14 | ENSG0000011105 | LIN7A

9 18 2

309.409961 | 1.641610308 | 0.2418862 | 6.78670295 | 1.15E-11 | 1.87E-11 | ENSG0000011105 | KRT18

9 77 7

166.477044 | 1.119472054 | 0.1231752 | 9.088451326 | 1.00E-19 | 2.00E-19 | ENSG0000011107 | TNS2

6 27 7

424413251 | 2.415632323 | 0.1595112 | 15.14395806 | 8.31E-52 | 3.22E-51 | ENSG0000011111 | PPM1H

3 92 0

9219.97951 | -1.345173568 | 0.1221816 | -11.00962238 | 3.43E-28 | 8.32E-28 | ENSG0000011114 | LTA4H

6 26 4

1388.73321 | 1.157338961 0.1037100 | 11.15937137 | 6.44E-29 | 1.59E-28 | ENSG0000011114 | ELK3

4 5 5

73.5793502 | -1.353561031 | 0.1894508 | -7.144653981 | 9.02E-13 | 1.51E-12 | ENSG0000011118 | WNT5B

8 87 6

320.695300 | 1.054540123 | 0.1189299 | 8.866902546 | 7.52E-19 | 1.47E-18 | ENSG0000011119 | MAGOHB

7 33 6

1060.05728 | 1.327820572 | 0.1491042 | 8.905318739 | 5.32E-19 | 1.04E-18 | ENSG0000011120 | FOXM]

1 16 6

127.522473 | 1.438248793 | 0.0870564 | 16.5208749 | 2.60E-61 | 1.20E-60 | ENSG0000011121 | PRR4
54 5

642.637468 | 1.239687866 | 0.0646940 | 19.16231265 | 7.64E-82 | 5.06E-81 | ENSG0000011122 | PARPI11

5 63 4

12102.3542 | -1.809278322 | 0.0971455 | -18.62441408 | 2.04E-77 | 1.25E-76 | ENSG0000011122 | ARPC3

1 16 9

400.674858 | 1.075729633 | 0.2135657 | 5.036994053 | 4.73E-07 | 6.65E-07 | ENSG0000011124 | RAD51API

5 94 7

2046.72573 | -4.295902578 | 0.2502135 | -17.16894387 | 4.54E-66 | 2.30E-65 | ENSG0000011126 | MANSCI

8 61 1

1200.90700 | -2.053763522 | 0.0855828 | -23.99737511 | 2.96E- | 427E- | ENSG0000011126 | DUSP16

7 4 127 126 6

3254.70772 | -3.010023755 | 0.1827781 | -16.46818273 | 6.21E-61 | 2.87E-60 | ENSG0000011127 | ALDH2

1 37 5




3564.68249 | -2.761824597 | 0.0858500 | -32.17032197 | 4.59E- | 2.69E- | ENSG0000011127 | CDKNIB
1 76 227 225 6

1369.46398 | 1.759671966 | 0.1155810 | 1522457369 | 2.43E-52 | 9.52E-52 | ENSG0000011130 | NAA25
8 34 0

2850.65377 | -1.015897803 | 0.1587097 | -6.400977495 | 1.54E-10 | 2.42E-10 | ENSG0000011132 | LTBR
3 91 1

299.259845 | -1.679323417 | 0.0604036 | -27.80167505 | 4.14E- | 1.15E- | ENSG0000011132 | OGFOD2
7 78 170 168 5

746.829966 | 1.488508713 | 0.0701753 | 21.21128364 | 7.51E- | 6.76E-99 | ENSG0000011132 | CDK2API1
5 25 100 8

3760.29321 | -1.368988418 | 0.1733453 | -7.897462245 | 2.85E-15 | 5.09E-15 | ENSG0000011133 | OAS2
5 58 5

154.197134 | -2.854931713 | 0.2273093 | -12.55967335 | 3.52E-36 | 1.01E-35 | ENSG0000011134 | MGP
5 92 1

55496.3346 | -2.289753545 | 0.1161861 | -19.70762332 | 1.85E-86 | 1.33E-85 | ENSG0000011134 | ARHGDIB
1 84 8

1121.02908 | -1.680116007 | 0.1608504 | -10.44520359 | 1.54E-25 | 3.52E-25 | ENSG0000011142 | VDR
4 8 4

165.133227 | -2.552743417 | 0.1427926 | -17.8772783 | 1.77E-71 | 9.83E-71 | ENSG0000011149 | TBC1D30
7 21 0

1329.91704 | 1.024550463 | 0.1084771 | 9.444846318 | 3.56E-21 | 7.33E-21 | ENSG0000011158 | NUP107
3 98 1

3788.82686 | 1.292371696 | 0.0845465 | 15.28592559 | 9.49E-53 | 3.75E-52 | ENSG0000011160 | CPSF6
3 12 5

1169.90572 | 1.789953674 | 0.1139868 | 15.70315464 | 1.44E-55 | 5.99E-55 | ENSG0000011161 | KRRI
4 85 5

96904.5067 | -1.128710896 | 0.0765747 | -14.73998626 | 3.57E-49 | 1.32E-48 | ENSG0000011164 | GAPDH
5 59 0

627.637937 | -1.227146293 | 0.1477946 | -8.303048463 | 1.01E-16 | 1.88E-16 | ENSG0000011164 | ACRBP
5 68 4

3175.80462 | -2.035431352 | 0.1422201 | -14.31183827 | 1.85E-46 | 6.51E-46 | ENSG0000011166 | CHPTI
7 2 6

18559.3271 | -2.54006937 0.0815983 | -31.12893964 | 9.78E- | 4.88E- | ENSG0000011166 | TPII

8 26 213 211 9

4172.98879 | 1.612783611 0.0743926 | 21.67932801 | 3.22B- | 3.13E- | ENSG0000011167 | GNPTAB
6 94 104 103 0

1339.18009 | -2.848915755 | 0.1565550 | -18.19753135 | 5.40E-74 | 3.13E-73 | ENSG0000011167 | ENO2
9 68 4

19054.5646 | -2.160432566 | 0.0980696 | -22.02957753 | 1.50E- | 1.55E- | ENSG0000011167 | PTPN6
6 32 107 106 9

810.399707 | 1.793097099 | 0.1220748 | 14.68850746 | 7.64E-49 | 2.80E-48 | ENSG0000011169 | NT5DC3
4 33 6

793.433845 | -2.425215555 | 0.2018292 | -12.01617273 | 2.92E-33 | 7.85E-33 | ENSG0000011172 | CLEC4A
5 85 9




2772.61271 | -1.720189214 0.0717562 | -23.97266195 | 5.36E- 7.69E- ENSG0000011173 | RAB35

3 87 127 126 7

1503.26823 | -1.712796355 0.0724194 | -23.6510535 1.15E- 1.57E- ENSG0000011177 | COX6A1

3 53 123 122 5

428.898934 | 1.145052807 0.0710893 | 16.10722699 | 2.27E-58 | 1.00E-57 | ENSG0000011178 | RIC8B
82 5

927.280245 | -3.329011257 0.2326556 | -14.30874821 | 1.93E-46 | 6.80E-46 | ENSG0000011179 | KLRBI1

1 6 6

2404.22907 | -2.288228603 0.0918266 | -24.91900449 | 4.63E- 7.74E- ENSG0000011180 | TDP2

1 46 137 136 2

1503.20792 | -1.017942913 0.1377973 | -7.387243311 | 1.50E-13 | 2.57E-13 | ENSGO0000011181 | DSE

5 99 7

357.449040 | 2.178142436 0.0904975 | 24.06851077 | 5.34E- 7.82E- ENSGO0000011185 | SMIMS

7 99 128 127 0

2817.71431 | -2.51860736 0.1223041 | -20.59299132 | 3.17E-94 | 2.58E-93 | ENSG0000011185 | NEDD9

1 04 9

78.7401054 | -2.291594364 0.1819683 | -12.59336928 | 2.30E-36 | 6.59E-36 | ENSG0000011186 | ADTRP

7 29 3

565.889863 | 1.225970742 0.0937289 | 13.07996217 | 4.29E-39 | 1.31E-38 | ENSG0000011187 | ASF1A

1 21 5

6110.96390 | -1.446646481 0.0953420 | -15.17321863 | 5.32E-52 | 2.07E-51 | ENSG0000011189 | SERINCI1

5 97 7

2027.28660 | 1.552247221 0.1006321 | 15.42496989 | 1.11E-53 | 4.47E-53 | ENSG0000011191 | NCOA7

6 07 2

24051.7416 | -2.707249696 0.1584836 | -17.08219708 | 2.01E-65 | 1.00E-64 | ENSG0000011191 | RIPOR2

1 94 3

139.646619 | -1.0806519 0.2326777 | -4.644413799 | 3.41E-06 | 4.64E-06 | ENSG0000011196 | SASH1

4 82 1

1277.38496 | -2.312477314 0.1134517 | -20.38290683 | 2.37E-92 | 1.86E-91 | ENSG0000011203 | PPARD

7 92 3

923.080286 | -2.381886487 0.2277020 | -10.46054 1.31E-25 | 3.00E-25 | ENSG0000011205 | SLC26A8

3 58 3

11655.6680 | -1.580998116 0.1407278 | -11.23443936 | 2.76E-29 | 6.86E-29 | ENSG0000011206 | MAPK14

1 16 2

6335.21777 | -1.099905527 0.1010564 | -10.88407231 | 1.37E-27 | 3.28E-27 | ENSG0000011207 | STK38

6 33 9

25490.0552 | -3.590773493 0.1590645 | -22.57431336 | 7.75E- 8.83E- ENSG0000011209 | SOD2

1 72 113 112 6

469.987281 | 1.056983778 0.0772471 | 13.68314359 | 1.28E-42 | 4.18E-42 | ENSG0000011214 | ICK

2 45 4

3482.32878 | -1.410424671 0.1109357 | -12.71389192 | 4.95E-37 | 1.44E-36 | ENSG0000011214 | FBXO9

9 13 6

1174.86431 | -1.47046304 0.1775201 | -8.283360578 | 1.20E-16 | 2.21E-16 | ENSG0000011214 | CD83
05 9




3668.04569 | 2.017738407 0.1084549 | 18.60439502 | 2.96E-77 | 1.81E-76 | ENSG0000011215 | MDNI

1 33 9

2775.50291 | -3.945269993 0.1776444 | -22.20879732 | 2.82E- 3.02E- ENSG0000011219 | TREML2

9 68 109 108 5

2144.18367 | 1.696326769 0.0748861 | 22.65207325 | 1.33E- 1.54E- ENSG0000011220 | ZNF451

6 59 113 112 0

159.429082 | -2.526818091 0.2217437 | -11.39521846 | 4.42E-30 | 1.11E-29 | ENSG0000011221 | TSPO2

6 16 2

1630.32264 | 1.038674309 0.1113864 | 9.32496026 1.11E-20 | 2.26E-20 | ENSG0000011224 | ASCC3
6 9

596.380572 | 2.956571611 0.1480742 | 19.96681279 | 1.07E-88 | 7.93E-88 | ENSG0000011229 | WASF1

3 89 0

65.8700354 | 1.897690323 0.1280730 | 14.81725343 | 1.13E-49 | 4.22E-49 | ENSG0000011229 | GPLDI

4 15 3

6559.26986 | -3.633083383 0.2941382 | -12.35161657 | 4.77E-35 | 1.33E-34 | ENSG0000011229 | VNNI1

6 91 9

36210.4442 | -6.613867528 0.2436100 | -27.14940682 | 2.57E- 6.33E- ENSG0000011230 | VNN2

9 2 162 161 3

29441.1908 | -1.563834724 0.1042790 | -14.99663333 | 7.72E-51 | 2.93E-50 | ENSG0000011230 | RPS12

6 53 6

8164.02353 | -1.723778153 0.1168628 | -14.75043471 | 3.06E-49 | 1.13E-48 | ENSG0000011233 | SNX3

9 71 5

105.641052 | -3.849598192 0.1523568 | -25.26698937 | 7.37E- 1.33E- ENSG0000011237 | PERP

5 22 141 139 8

3657.24096 | -1.241537431 0.1179967 | -10.52178994 | 6.86E-26 | 1.58E-25 | ENSG0000011240 | HECA

3 89 6

1159.74164 | 1.555755903 0.1259059 | 12.35649447 | 4.49E-35 | 1.26E-34 | ENSG0000011241 | PHACTR2

5 28 9

1848.42352 | -1.497438886 0.0555292 | -26.96665446 | 3.64E- 8.76E- ENSG0000011247 | SLC39A7

4 79 160 159 3

3423.98760 | -2.064513072 0.1199407 | -17.21277964 | 2.13E-66 | 1.09E-65 | ENSG0000011251 | PHF1

9 14 1

2397.67631 | -1.855179524 0.0801559 | -23.1446258 1.65E- 2.04E- ENSG0000011251 | CUTA

9 52 118 117 4

3776.95101 | -3.660521132 0.1337301 | -27.37243472 | 5.84E- 1.50E- ENSG0000011256 | TFEB

3 99 165 163 1

13725.7583 | -2.313564807 0.1288083 | -17.96129906 | 3.92E-72 | 2.18E-71 | ENSG0000011257 | CCND3

4 23 6

501.442765 | -1.114836234 0.0674832 | -16.52020262 | 2.63E-61 | 1.22E-60 | ENSG0000011265 | MRPL2

7 06 1

768.250900 | 4.133974349 0.1460444 | 28.30628254 | 2.89E- 8.91E- ENSG0000011265 | PTK7

8 11 176 175 5

334.088404 | -1.217455571 0.1144340 | -10.63892671 | 1.96E-26 | 4.57E-26 | ENSG0000011266 | DNPH1
59 7




2825.62908 | -1.333105698 0.0770829 | -17.29443772 | 5.18E-67 | 2.66E-66 | ENSG0000011267 | DUSP22

3 16 9

3174.28102 | 1.004496694 0.0747227 | 13.44299154 | 3.38E-41 | 1.08E-40 | ENSG0000011270 | SENP6

5 05 1

3380.56785 | -2.72600444 0.1995629 | -13.65987085 | 1.76E-42 | 5.74E-42 | ENSG0000011271 | VEGFA
73 5

4042.18349 | 1.197077006 0.0678972 | 17.6307147 1.43E-69 | 7.64E-69 | ENSG0000011273 | PRPF4B

1 48 9

2288.70860 | -1.503744917 0.0773715 | -19.43538387 | 3.88E-84 | 2.67E-83 | ENSG0000011276 | BTN2A1

9 06 3

2802.77481 | 2.282565669 0.1351053 | 16.89470699 | 4.92E-64 | 2.41E-63 | ENSG0000011277 | TENT5A

4 72 3

55.4029727 | -1.75166136 0.1678884 | -10.43348356 | 1.74E-25 | 3.97E-25 | ENSG0000011278 | CLICS

4 48 2

66.3060041 | -1.876988526 0.1891770 | -9.921862197 | 3.34E-23 | 7.22E-23 | ENSG0000011279 | ENPP5
4 6

1139.52746 | -1.017045925 0.1817292 | -5.596490698 | 2.19E-08 | 3.21E-08 | ENSG0000011279 | LY86

3 26 9

117.217334 | 1.163992279 0.2047009 | 5.686304917 | 1.30E-08 | 1.92E-08 | ENSG0000011287 | NUDT12

2 96 4

1407.44986 | 2.019723696 0.0698104 | 28.93154882 | 4.79E- 1.66E- ENSG0000011289 | MAN2A1
24 184 182 3

4107.60459 | -1.075565135 0.0814759 | -13.20101835 | 8.66E-40 | 2.67E-39 | ENSG0000011297 | DAP

8 22 7

2583.18961 | 1.006244633 0.0932901 | 10.78618138 | 4.00E-27 | 9.46E-27 | ENSG0000011299 | NNT

7 64 2

70.9344563 | 2.909256702 0.1898885 | 15.32086452 | 5.55E-53 | 2.20E-52 | ENSG0000011308 | LOX

8 47 3

344.528514 | -2.411830399 0.2485740 | -9.702663088 | 2.94E-22 | 6.21E-22 | ENSG0000011308 | GZMK
64 8

1714.63593 | -1.455788957 0.0990922 | -14.69124904 | 7.33E-49 | 2.69E-48 | ENSG0000011310 | APBB3

2 52 8

4230.22027 | -1.693322856 0.0479178 | -35.33803983 | 1.53E- 1.46E- ENSG0000011314 | IK

4 49 273 271 1

126.670872 | 1.927539577 0.0939076 | 20.52590879 | 1.26E-93 | 1.02E-92 | ENSG0000011323 | PDE8B

4 36 1

1957.15010 | -2.834889959 0.2092628 | -13.54702654 | 8.25E-42 | 2.66E-41 | ENSG0000011326 | ITK

2 93 3

3957.40711 | 1.099942825 0.0688315 | 15.98021937 | 1.76E-57 | 7.58E-57 | ENSG0000011328 | CLINT1

5 22 2

111.370558 | 1.310950602 0.1732292 | 7.567722714 | 3.80E-14 | 6.62E-14 | ENSG0000011329 | THBS4
07 6

1684.27081 | 1.211813018 0.0680733 | 17.80157902 | 6.87E-71 | 3.76E-70 | ENSG0000011336 | DROSHA

2 44 0




2485.81846 | -1.852689637 0.1411343 | -13.12713418 | 2.30E-39 | 7.06E-39 | ENSG0000011336 | ARRDC3

7 57 9

1904.19008 | 7.486082531 0.2325438 | 32.19212914 | 2.27E- 1.34E- ENSG0000011338 | NPR3

5 77 227 225 9

1806.95849 | 1.110869377 0.1304238 | 8.51738213 1.63E-17 | 3.08E-17 | ENSG0000011352 | RADS0

5 04 2

2446.36381 | -1.073072055 0.1053818 | -10.18270044 | 2.37E-24 | 5.25E-24 | ENSG0000011353 | ST8SIA4

3 74 2

1311.95316 | 1.214969804 0.0995114 | 12.20935017 | 2.77E-34 | 7.61E-34 | ENSG0000011356 | NUP155

8 23 9

492.799382 | 1.076800851 0.0910294 | 11.8291526 2.76E-32 | 7.28E-32 | ENSG0000011359 | TRAPPC13

7 16 7

2926.08877 | 1.32142127 0.1150599 | 11.48463673 | 1.58E-30 | 4.01E-30 | ENSG0000011364 | TCERGI

1 1 9

243.730309 | 2.546729832 0.2294592 | 11.09883424 | 1.27E-28 | 3.11E-28 | ENSG0000011365 | DPYSL3
19 7

980.957137 | 1.463833199 0.0938805 | 15.59251525 | 8.18E-55 | 3.36E-54 | ENSG0000011365 | SMADS

4 05 8

4650.82989 | -1.13962894 0.0500170 | -22.78481025 | 6.49E- 7.64E- ENSG0000011371 | CSNK1Al

1 48 115 114 2

13097.6806 | -1.909672204 0.1184083 | -16.12785739 | 1.63E-58 | 7.19E-58 | ENSG0000011371 | ERGICI

8 02 9

9633.01765 | -2.805886549 0.1137598 | -24.66498917 | 2.54E- 4.09E- ENSG0000011373 | ATP6VOE1

2 94 134 133 2

11385.0202 | -4.501953075 0.2699186 | -16.6789246 | 1.87E-62 | 8.86E-62 | ENSG0000011374 | HRH2

5 66 9

1086.50168 | -1.26788991 0.1442442 | -8.789879337 | 1.50E-18 | 2.90E-18 | ENSG0000011375 | DBN1

6 91 8

133.241172 | 1.7512855 0.1417471 | 12.35499842 | 4.58E-35 | 1.28E-34 | ENSG0000011379 | EHHADH

1 25 0

3086.37186 | 1.787383751 0.1692730 | 10.55917201 | 4.61E-26 | 1.06E-25 | ENSG0000011381 | SMC4

9 97 0

1235.92814 | -2.066080252 0.0938705 | -22.00988637 | 2.32E- 2.38E- ENSG0000011381 | SELENOK

4 55 107 106 1

403.800273 | 1.210685199 0.0663273 | 18.25319415 | 1.95E-74 | 1.14E-73 | ENSG0000011383 | TBCCD1
06 8

32878.7051 | -5.171459178 0.2469388 | -20.94226761 | 2.21E-97 | 1.91E-96 | ENSG0000011391 | BCL6

1 36 6

53.8048270 | -1.842160643 0.1797698 | -10.24732841 | 1.22E-24 | 2.72E-24 | ENSG0000011392 | HGD

6 45 4

864.572357 | -1.495830553 0.1191367 | -12.55557309 | 3.70E-36 | 1.06E-35 | ENSG0000011402 | FAM162A

8 8 3

2503.51897 | 1.658717792 0.1025019 | 16.18230218 | 6.72E-59 | 2.99E-58 | ENSG0000011406 | UBE3A

6 66 2




345.408431 | 3.033756208 0.1524959 | 19.89401219 | 4.59E-88 | 3.36E-87 | ENSG0000011410 | CEP70

6 46 7

3215.52650 | 1.593310445 0.1326038 | 12.01556968 | 2.94E-33 | 7.91E-33 | ENSG0000011412 | SLC25A36

4 21 0

3531.22419 | 2.087542157 0.1014947 | 20.56798664 | 5.31E-94 | 4.31E-93 | ENSG0000011412 | TFDP2

4 25 6

4031.05152 | -3.673058256 0.1470536 | -24.97766996 | 1.07E- 1.81E- ENSG0000011426 | PFKFB4

1 79 137 136 8

149.989839 | -1.950373292 0.1393075 | -14.00048766 | 1.55E-44 | 5.24E-44 | ENSG0000011427 | COL7Al

2 26 0

93.4907847 | -2.697530605 0.1973672 | -13.66756633 | 1.59E-42 | 5.17E-42 | ENSG0000011431 | HES1

3 96 5

5392.75683 | -1.08821579 0.0677737 | -16.05659331 | 5.14E-58 | 2.24E-57 | ENSG0000011431 | USP4

4 65 6

41221.1286 | -2.060391592 0.1066326 | -19.32233913 | 3.48E-83 | 2.36E-82 | ENSG0000011435 | GNAI2

1 17 3

739.015291 | -1.682014112 0.0807490 | -20.83013418 | 2.31E-96 | 1.96E-95 | ENSG0000011438 | TUSC2

8 77 3

717.991262 | -1.251343053 0.0754647 | -16.58182945 | 9.43E-62 | 4.41E-61 | ENSG0000011439 | CYB561D2

1 16 5

1428.86920 | 1.717646105 0.1186662 | 14.47459869 | 1.75E-47 | 6.30E-47 | ENSG0000011445 | GNB4

8 33 0

227.740107 | 1.675620701 0.0810802 | 20.66619462 | 6.98E-95 | 5.77E-94 | ENSG0000011447 | IQCG

3 73 3

86.5890713 | -2.04406063 0.1923895 | -10.62459355 | 2.29E-26 | 5.32E-26 | ENSG0000011452 | C3orf52

5 37 9

20965.0063 | -4.46650162 0.1843300 | -24.23100192 | 1.05E- 1.58E- ENSG0000011462 | ABTBI

2 43 129 128 6

62.5665765 | 1.395265714 0.1284853 | 10.85933527 | 1.80E-27 | 4.29E-27 | ENSG0000011467 | NEK11

1 7 0

191.768784 | 1.130532781 0.1556801 | 7.261896131 | 3.82E-13 | 6.46E-13 | ENSG0000011473 | ACVR2B

3 09 9

2300.38793 | -1.813646332 0.0894891 | -20.266669 2.53E-91 | 1.96E-90 | ENSG0000011478 | EIF1B
18 4

477274485 | -1.280320703 | 0.1987504 | -6.441851142 | 1.18E-10 | 1.86E-10 | ENSG0000011481 | VIPRI

7 33 2

8631.21580 | 1.686265294 0.0804159 | 20.96927949 | 1.25E-97 | 1.09E-96 | ENSG0000011485 | NKTR

5 86 7

115.169757 | 1.00903842 0.0943080 | 10.69938481 1.02E-26 | 2.40E-26 | ENSG0000011485 | CLCN2

7 78 9

222142161 | -1.211554911 0.0666130 | -18.18793929 | 6.43E-74 | 3.72E-73 | ENSG0000011490 | SPCSI

9 94 2

686.599635 | 1.471923944 0.0723662 | 20.3399199 5.70E-92 | 4.45E-91 | ENSG0000011490 | NEK4

2 61 4




2376.17273 | 1.879249785 0.0666685 | 28.18795535 | 8.22E- 2.47E- ENSG0000011493 | INOSOD

8 38 175 173 3

1021.86611 | -1.217308319 0.0406083 | -29.97682714 | 1.97E- 8.03E- ENSG0000011495 | DGUOK

2 11 197 196 6

1149.67952 | 1.311620573 0.0567525 | 23.11120791 | 3.57E- 4.41E- ENSG0000011499 | TTL

7 76 118 117 9

3896.02942 | 1.786085735 0.0764497 | 23.3628726 1.02E- 1.31E- ENSG0000011502 | PIKFYVE

9 49 120 119 0

989.654656 | 1.620344767 0.0832008 | 19.47510974 | 1.79E-84 | 1.24E-83 | ENSG0000011508 | SLC35F5
03 4

4994.10857 | -3.332241088 0.2252184 | -14.79559342 | 1.56E-49 | 5.81E-49 | ENSGO0000011508 | ZAP70

2 82 5

294.690224 | 1.108831851 0.0656730 | 16.88411161 | 5.89E-64 | 2.87E-63 | ENSG0000011513 | DNAJC27
94 7

111.656638 | -1.942202457 0.2137202 | -9.087590612 | 1.01E-19 | 2.01E-19 | ENSG0000011513 | POMC
85 8

12573.5895 | -3.80522269 0.1259114 | -30.22141763 | 1.24E- 5.27E- ENSG0000011516 | CYTIP

6 56 200 199 5

291.433814 | 3.109367747 0.2107255 | 14.75553462 | 2.83E-49 | 1.05E-48 | ENSG0000011518 | TANCI1

9 23 3

4466.88685 | -1.270845812 0.0574101 | -22.13624572 | 1.42E- 1.49E- ENSG0000011521 | NRBP1

7 78 108 107 6

6776.65451 | 2.165194732 0.1175145 | 18.424915 8.29E-76 | 4.94E-75 | ENSG0000011523 | ITGA4

2 03 2

4099.55991 | -1.074663664 0.0634668 | -16.93267979 | 2.58E-64 | 1.27E-63 | ENSG0000011523 | SNX17

9 39 4

337.532409 | -1.298062009 0.0521712 | -24.8807901 1.20E- 2.00E- ENSG0000011523 | ASB3

8 54 136 135 9

108.553716 | 1.03525178 0.1456083 | 7.109838009 | 1.16E-12 | 1.94E-12 | ENSG0000011525 | PCSK4

8 5 7

194.941503 | 2.668053053 0.0909742 | 29.3275521 4.62E- 1.70E- ENSG0000011526 | APC2

9 84 189 187 6

13103.6617 | -2.144075717 0.0914187 | -23.45334908 | 1.22E- 1.60E- ENSG0000011526 | RPS15

2 44 121 120 8

14171.4787 | -3.640314132 0.1945661 | -18.70990677 | 4.11E-78 | 2.55E-77 | ENSG0000011527 | GCA
29 1

732.177425 | -3.888378086 0.0799945 | -48.6080118 | 0.00E+0 | 0.00E+0 | ENSGO0000011527 | INOS0OB

7 92 0 0 4

868.980234 | -1.003085566 0.0726538 | -13.80635788 | 2.33E-43 | 7.73E-43 | ENSG0000011528 | NDUFS7

9 87 6

4368.35137 | -1.122194851 0.0648279 | -17.31036815 | 3.93E-67 | 2.02E-66 | ENSG0000011530 | AUP1

5 02 7

757.387259 | -1.060101724 0.0493918 | -21.46310913 | 3.44E- 3.22E- ENSG0000011531 | HTRA2

8 06 102 101 7




1811.64675 | -1.573170874 0.0885916 | -17.75754702 | 1.51E-70 | 8.20E-70 | ENSG0000011532 | DOK1

4 77 5

820.144086 | -1.18803107 0.1663395 | -7.142205777 | 9.18E-13 | 1.54E-12 | ENSG0000011533 | GALNT3

8 18 9

620.929656 | -1.500065728 0.0899116 | -16.68377075 | 1.72E-62 | 8.18E-62 | ENSG0000011535 | POLE4

1 72 0

4604.81594 | 2.408581968 0.1096697 | 21.96213902 | 6.63E- 6.77E- ENSGO0000011535 | CCDC88A

2 35 107 106 5

1230.48261 | 1.103015531 0.1040265 | 10.60321134 | 2.88E-26 | 6.67E-26 | ENSG0000011536 | LANCLI1

1 53 5

1311.23479 | 1.042145282 0.1198631 | 8.694459379 | 3.48E-18 | 6.69E-18 | ENSG0000011536 | WDR75

3 49 8

414.542616 | 1.844573025 0.1837887 | 10.03637549 | 1.05E-23 | 2.30E-23 | ENSG0000011539 | FANCL

4 62 2

7882.54803 | -1.68613184 0.1130568 | -14.914023 2.67E-50 | 1.01E-49 | ENSG0000011541 | STATI

5 08 5

436.631703 | -3.493224623 0.1750692 | -19.95339144 | 1.40E-88 | 1.03E-87 | ENSG0000011542 | PECR

3 17 5

698.734481 | 2.242832239 0.2307270 | 9.720717425 | 2.46E-22 | 5.21E-22 | ENSG0000011545 | IGFBP2
28 7

4615.46004 | 1.68012992 0.0788794 | 21.29996161 | 1.14E- 1.04E-99 | ENSG0000011546 | USP34

5 81 100 4

701.423757 | 1.572919968 0.1088872 | 14.44539621 | 2.68E-47 | 9.59E-47 | ENSG0000011550 | EHBP1
85 4

782.459310 | -1.095638186 0.0651985 | -16.80463016 | 2.26E-63 | 1.09E-62 | ENSG0000011552 | COQ10B

2 9 0

12719.4975 | -5.317636014 0.2772538 | -19.17966721 | 5.47E-82 | 3.63E-81 | ENSG0000011552 | GNLY

1 21 3

271.188529 | 1.027508345 0.1094029 | 9.391961519 | 5.89E-21 | 1.21E-20 | ENSG0000011552 | CHSTI10

9 55 6

1602.81974 | -1.47280938 0.1414840 | -10.40972262 | 2.24E-25 | 5.09E-25 | ENSG0000011554 | HSPEI

4 18 1

149.119481 | 1.800263278 0.0758786 | 23.72557104 | 1.96E- 2.72E- ENSGO0000011555 | PLCD4

5 07 124 123 6

29063.7741 | -7.167416438 0.3711973 | -19.30891073 | 4.52E-83 | 3.05E-82 | ENSG0000011559 | IL1R2

5 47 0

2262.96454 | -3.747243154 0.2306074 | -16.24944503 | 2.25E-59 | 1.01E-58 | ENSG0000011559 | IL1R1

9 54 4

424.052166 | -1.108601026 0.2868050 | -3.865347487 | 1.11E-04 | 1.42E-04 | ENSG0000011560 | IL1RL1

5 1 2

3769.99361 | -5.046623765 0.2129592 | -23.69760648 | 3.82E- 5.26E- ENSG0000011560 | IL18R1

1 19 124 123 4

9490.20300 | -7.055730744 0.2412905 | -29.2416375 | 5.74E- 2.07E- ENSG0000011560 | ILISRAP

8 48 188 186 7




5780.49883 | -2.713022011 0.1171017 | -23.16807173 | 9.56E- 1.19E- ENSG0000011564 | CNPPDI

6 62 119 117 9

1283.74267 | -1.999552161 0.0881654 | -22.67955474 | 7.13E- 8.28E- ENSG0000011566 | STK16

2 06 114 113 1

1599.35548 | -1.256380598 0.0533372 | -23.5553939 1.11E- 1.47E- ENSG0000011568 | PPP1R7

6 78 122 121 5

2448.34504 | -1.386890013 0.1538003 | -9.017469867 | 1.92E-19 | 3.80E-19 | ENSG0000011573 | ID2

4 49 8

334.963106 | 1.157248432 0.0836296 | 13.83778051 | 1.51E-43 | 5.01E-43 | ENSG0000011575 | TAF1B

3 28 0

4628.84100 | -2.161393168 0.1177616 | -18.35396186 | 3.07E-75 | 1.81E-74 | ENSG0000011575 | HPCALI

4 68 6

3402.08912 | -1.047743355 0.1196229 | -8.758714557 | 1.97E-18 | 3.81E-18 | ENSG0000011575 | ODCl1

6 59 8

6374.54127 | 1.810141223 0.0754053 | 24.00546348 | 2.44E- 3.53E- ENSG0000011576 | BIRC6

7 85 127 126 0

860.761012 | 1.256245936 0.1030170 | 12.19454433 | 3.32E-34 | 9.12E-34 | ENSG0000011582 | DCAF17

8 46 7

4046.37127 | -5.488044169 0.2524199 | -21.74171814 | 8.27E- 8.17E- ENSG0000011582 | QPCT

6 85 105 104 8

2652.51301 | 1.67718251 0.0640987 | 26.16561521 | 6.55E- 1.39E- ENSG0000011590 | SOSI

3 23 151 149 4

16260.9939 | -1.807930108 0.0764372 | -23.65247068 | 1.11E- 1.52E- ENSG0000011593 | WIPF1

5 62 123 122 5

20050.9306 | -1.699662186 0.0896252 | -18.9641017 | 3.38E-80 | 2.17E-79 | ENSG0000011595 | PLEK

6 41 6

3832.1997 1.305429931 0.0767439 | 17.01018934 | 6.90E-65 | 3.41E-64 | ENSG0000011597 | AAKI1
98 7

3531.33609 | 1.261387826 0.0734602 | 17.17102006 | 4.38E-66 | 2.22E-65 | ENSG0000011600 | TIA1

8 73 1

633.767893 | 1.074834115 0.0642949 | 16.71723077 | 9.82E-63 | 4.69E-62 | ENSG0000011600 | PCYOXI

8 86 5

383.621799 | -1.012400513 0.1761059 | -5.748814871 | 8.99E-09 | 1.34E-08 | ENSG0000011601 | EPASI

9 51 6

3097.44270 | -1.157609916 0.0870891 | -13.2922424 | 2.57E-40 | 8.03E-40 | ENSG0000011601 | ARID3A

9 37 7

2348.81909 | 1.430716601 0.0941953 | 15.1888246 4.19E-52 | 1.64E-51 | ENSG0000011606 | MSH6

2 47 2

808.214736 | 1.129270562 0.0640870 | 17.62088531 | 1.70E-69 | 9.08E-69 | ENSG0000011609 | PLEKHA3

6 5 5

76.0780326 | -1.433791268 0.1477467 | -9.704381934 | 2.89E-22 | 6.11E-22 | ENSG0000011609 | SPR

3 89 6

97.4973721 | -1.398339345 0.1909112 | -7.324550387 | 2.40E-13 | 4.08E-13 | ENSG0000011610 | EPHA4

6 88 6




1347.95236 | 2.219031776 | 0.1059210 | 20.94986269 | 1.88E-97 | 1.63E-96 | ENSG0000011612 | ALMSI

8 65 7

902.997278 | 1.342576269 | 0.0553456 | 24.25803644 | 5.44E- | 826E- | ENSG0000011613 | DNAIC16

7 28 130 129 8

158.863555 | 1.792810359 | 0.0759280 | 23.61194893 | 2.91E- | 3.92E- | ENSG0000011615 | MORNI

2 97 123 122 1

451289724 | 1.156275903 | 0.0986326 | 11.72305693 | 9.71E-32 | 2.53E-31 | ENSG0000011615 | GPX7

8 27 7

5891.99880 | -1.021570265 | 0.0897255 | -11.38550326 | 4.94E-30 | 1.24E-29 | ENSG0000011620 | TMEMS59

1 26 9

459.115457 | -1.291045748 | 0.0643459 | -20.06413036 | 1.52E-89 | 1.14E-88 | ENSG0000011621 | LRRC42

5 61 2

97.6366828 | 2.267688151 0.2110387 | 10.7453642 | 6.23E-27 | 1.47E-26 | ENSG0000011625 | CHDS

4 43 4

7879.03003 | -1.518431247 | 0.1473544 | -10.30461742 | 6.72E-25 | 1.51E-24 | ENSG0000011626 | QSOXI

7 51 0

616.531076 | -1.950234179 | 0.0866488 | -22.50732053 | 3.52E- | 3.97E- | ENSG0000011627 | PHF13

5 83 112 111 3

162.757701 | -2.191169721 | 0.1707592 | -12.83192149 | 1.09E-37 | 3.21E-37 | ENSG0000011628 | ERRFII

8 84 5

3105.06666 | -1.385373368 | 0.0577111 | -24.00530932 | 2.45E- | 3.54E- | ENSG0000011628 | PARK7

7 23 127 126 8

693.566899 | -4.968243467 | 0.2060908 | -24.10705221 | 2.11E- | 3.10E- | ENSG0000011629 | KIAA1324
74 128 127 9

7844.07364 | -1.69390337 0.1325486 | -12.77948326 | 2.13B-37 | 6.27E-37 | ENSG0000011633 | AMPD2

5 59 7

4919.20092 | -1.229439247 | 0.0427032 | -28.79029324 | 2.84E- | 9.65E- | ENSG0000011635 | SRSF4

6 55 182 181 0

729.431331 | 1467617254 | 0.1172959 | 12.51208534 | 6.41E-36 | 1.82E-35 | ENSG0000011639 | KCNC4

4 75 6

232446975 | 1.600927591 0.1146608 | 13.96228784 | 2.65E-44 | 8.93E-44 | ENSG0000011640 | EDEM3

9 36 6

428231341 | -1.491101976 | 0.0791298 | -18.84373668 | 3.31E-79 | 2.09E-78 | ENSG0000011647 | RAP1A

2 46 3

10126.0345 | -1.250249026 | 0.0924399 | -13.5249892 | 1.11E-41 | 3.57E-41 | ENSG0000011648 | CAPZALI

2 28 9

223137418 | 1.183231519 | 0.0731820 | 16.16832334 | 8.44E-59 | 3.75E-58 | ENSG0000011649 | S100PBP

6 79 7

2200.51872 | -2.232438685 | 0.1106819 | -20.1698589 | 1.80E-90 | 1.38E-89 | ENSG0000011651 | RNF19B

1 19 4

4795.05438 | 1.984995911 0.0597617 | 33.21515286 | 6.51E- | 4.56E- | ENSG0000011653 | ASHIL

1 58 242 240 9

809.982969 | -1.721686951 | 0.0889189 | -19.36242984 | 1.60E-83 | 1.09E-82 | ENSG0000011658 | LAMTOR2

5 51 6




696.929723 | 1.818496074 0.1484149 | 12.25278611 | 1.62E-34 | 4.48E-34 | ENSG0000011664 | DOCK7
4 04 1

634.407116 | -1.957282274 | 0.0808437 | -24.21067979 | 1.72E- | 2.57E- | ENSG0000011666 | FBXO6
1 55 129 128 3

1071.95147 | -1.511103362 | 0.0731737 | -20.65089264 | 9.58E-95 | 7.89E-94 | ENSG0000011667 | MAD2L2
1 55 0

201.151363 | 1.485655479 0.2132658 | 6.966214403 | 3.26E-12 | 5.38E-12 | ENSG0000011667 | DNAJC6
6 27 5

453.120532 | 2.825345584 0.1353470 | 20.87481658 | 9.07E-97 | 7.75E-96 | ENSG0000011667 | LEPR
8 85 8

13909.0144 | -2.541303897 | 0.1220684 | -20.81867614 | 2.93E-96 | 2.49E-95 | ENSG0000011667 | IVNS1ABP
3 68 9

3269.43427 | -1.827693975 | 0.0980170 | -18.64668631 | 1.34E-77 | 8.26E-77 | ENSG0000011668 | KIAA2013
9 92 5

538295811 | -1.869693598 | 0.0831690 | -22.48064149 | 6.42E- 7.22E- | ENSG0000011668 | MFN2
9 5 112 111 8

2599.77460 | -2.592504038 | 0.0960408 | -26.99377447 | 1.75E- | 4.24E- | ENSG0000011669 | MIIP
7 13 160 159 1

31821.9477 | -4.157084634 | 0.1977942 | -21.01721527 | 4.56E-98 | 3.98E-97 | ENSG0000011670 | NCF2
1 64 1

782.071516 | 1.023341393 0.0730158 | 14.01533508 | 1.26E-44 | 4.26E-44 | ENSG0000011670 | SLC35D1
7 35 4

2117.71823 | -3.020350585 | 0.1471265 | -20.52892995 | 1.19E-93 | 9.56E-93 | ENSG0000011671 | GADD45A
8 47 7

1047.26621 | -5.249835911 | 0.2812276 | -18.66756973 | 9.09E-78 | 5.60E-77 | ENSG0000011672 | WLS

8 04 9

10699.9509 | -3.469116556 | 0.2243680 | -15.46172496 | 6.29E-54 | 2.54E-53 | ENSG0000011674 | RGS2
6 16 1

110.574649 | -1.458033237 | 0.1956431 | -7.452512176 | 9.16E-14 | 1.58E-13 | ENSG0000011676 | CTH

9 87 1

55.9222717 | 1.261531597 0.2061943 | 6.118168994 | 9.47E-10 | 1.45E-09 | ENSG0000011677 | OLFML3
5 04 4

4118.19921 | -1.157214011 | 0.0712578 | -16.23980039 | 2.64E-59 | 1.18E-58 | ENSG0000011678 | PLEKHM2
7 96 6

1775.59130 | -1.387979322 | 0.0770816 | -18.00662123 | 1.73E-72 | 9.72E-72 | ENSG0000011680 | ZBTB17
4 08 9

139.030008 | 1.084842826 0.0904029 | 12.00007801 | 3.55E-33 | 9.52E-33 | ENSG0000011681 | TFAP2E
4 81 9

1575.08659 | -2.894799024 | 0.2270839 | -12.74770571 | 3.21E-37 | 9.39E-37 | ENSG0000011682 | CD2

4 23 4

1481.17542 | 1.132142678 0.1524214 | 7.427713721 | 1.10E-13 | 1.90E-13 | ENSG0000011683 | TTF2
8 21 0

541276570 | -2.227004398 | 0.1139547 | -19.54288129 | 4.74E-85 | 3.33E-84 | ENSG0000011685 | KIF21B
1 63 2




775.538951 | -1.269185727 0.0592874 | -21.40734227 | 1.14E- 1.06E- ENSG0000011686 | ADPRHL2

7 03 101 100 3

6645.89453 | -2.062038215 0.0924089 | -22.31426605 | 2.69E- 2.93E- ENSG0000011687 | MAP7DI
64 110 109 1

100.228115 | 2.744550104 0.1353623 | 20.27557916 | 2.11E-91 | 1.64E-90 | ENSG0000011688 | OSCP1
53 5

944211176 | -1.689929902 0.0643689 | -26.25382553 | 6.46E- 1.40E- ENSG0000011695 | RRAGC

5 01 152 150 4

864.515583 | 1.716258726 0.2068940 | 8.295351043 | 1.08E-16 | 2.00E-16 | ENSG0000011696 | NID1

1 44 2

67.9044057 | -2.507541169 0.1872926 | -13.38836 7.07E-41 | 2.23E-40 | ENSG0000011698 | HPCAL4

3 31 3

1987.65608 | 1.558025948 0.1189602 | 13.09703469 | 3.42E-39 | 1.05E-38 | ENSG0000011698 | MTR

9 06 4

1674.61609 | -2.585520424 0.2479567 | -10.4273032 1.86E-25 | 4.24E-25 | ENSG0000011699 | SIPA1L2

3 7 1

1046.47061 | -3.851927342 0.1819848 | -21.16619446 | 1.96E-99 | 1.75E-98 | ENSG0000011709 | SLAMF1

3 79 0

4080.48728 | -2.266086368 0.1324504 | -17.10893644 | 1.27E-65 | 6.38E-65 | ENSG0000011709 | CD48

4 52 1

9219.25301 | -4.595615982 0.2413811 | -19.03883895 | 8.13E-81 | 5.28E-80 | ENSG0000011711 | PADI2

1 05 5

1976.87167 | -1.27552558 0.0685772 | -18.59984833 | 3.22E-77 | 1.96E-76 | ENSG0000011711 | SDHB

8 03 8

4696.80600 | 1.019654935 0.1140205 | 8.942727517 | 3.80E-19 | 7.45E-19 | ENSG0000011713 | KDM5B

5 75 9

569.299920 | 1.58270149 0.0925650 | 17.09825793 | 1.53E-65 | 7.63E-65 | ENSG0000011715 | SSX2IP

6 73 5

1339.97691 | -2.643134074 0.1952254 | -13.53887894 | 9.22E-42 | 2.97E-41 | ENSG0000011722 | GBP1

5 75 8

298.922381 | 1.652031427 0.1757540 | 9.39967677 5.47E-21 | 1.12E-20 | ENSG0000011726 | CDK18

9 68 6

1264.79896 | -1.334367608 0.0954673 | -13.97721401 | 2.15E-44 | 7.25E-44 | ENSG0000011728 | RAB29

5 52 0

6865.56527 | -3.795622326 0.1745681 | -21.74292583 | 8.06E- 7.96E- ENSG0000011729 | ECEl

1 49 105 104 8

403.846439 | -1.473900212 0.0743214 | -19.83143651 | 1.59E-87 | 1.16E-86 | ENSG0000011730 | GALE

2 04 8

351.815805 | -4.732359653 0.1861483 | -25.42251911 | 1.42E- 2.62E- ENSG0000011731 | ID3

7 37 142 141 8

565.538868 | -3.945683875 0.2808413 | -14.04951061 | 7.76E-45 | 2.64E-44 | ENSG0000011732 | CR2

1 75 2

4459.61207 | -1.187125615 0.0538103 | -22.06129196 | 7.44E- 7.73E- ENSGO0000011736 | APHIA

4 4 108 107 2




4004.49618 | -2.112958019 0.1399609 | -15.09676311 | 1.70E-51 | 6.55E-51 | ENSG0000011739 | SLC2Al1

7 97 4

8648.38456 | -2.496239631 0.1243125 | -20.08034679 | 1.10E-89 | 8.24E-89 | ENSG0000011741 | ATP6VOB
76 0

115.193296 | 2.087830083 0.0970887 | 21.50434938 1.42E- 1.33E- ENSG0000011742 | PTCH2

4 35 102 101 5

195.823059 | -1.227826956 0.1813115 | -6.771919416 | 1.27E-11 | 2.06E-11 | ENSG0000011746 | PIK3R3

4 13 1

573.437197 | 1.063998653 0.0925848 | 11.49214944 1.44E-30 | 3.69E-30 | ENSG0000011747 | BLZF1

5 26 5

142.128869 | -2.304730967 0.2277068 | -10.12148259 | 4.44E-24 | 9.77E-24 | ENSG0000011751 | CNN3

7 55 9

90.2034871 | 2.277258016 0.2379092 | 9.571960558 1.05E-21 | 2.19E-21 | ENSGO0000011752 | F3

6 56 5

848.035411 1.00684397 0.0970713 | 10.37220573 | 3.32E-25 | 7.51E-25 | ENSG0000011752 | ABCD3
46 8

1245.81696 | 1.493006892 0.0865041 | 17.25937031 | 9.51E-67 | 4.88E-66 | ENSG0000011756 | PTBP2

8 35 9

410.940979 | 1.131307328 0.1581501 | 7.15337404 8.47E-13 | 1.42E-12 | ENSGO0000011758 | TNFSF4

6 71 6

7176.09618 | -1.795821912 0.0960264 | -18.70132128 | 4.83E-78 | 2.99E-77 | ENSG0000011759 | PRDX6

4 72 2

370.790987 | 2.907175658 0.2859344 | 10.16728061 2.78E-24 | 6.14E-24 | ENSG0000011759 | IRF6

9 37 5

838.134095 1.490350011 0.1033404 | 14.42174193 | 3.78E-47 | 1.35E-46 | ENSG0000011762 | SLC35A3

6 99 0

5118.90825 1.195090556 0.1497722 | 7.979387207 1.47E-15 | 2.65E-15 | ENSG0000011763 | STMNI1
23 2

14424.6808 | -2.641088128 0.1243820 | -21.233671 4.67E- 4.22E-99 | ENSG0000011767 | RPS6KA1

8 78 100 6

8328.82316 | 1.264963682 0.0589961 | 21.44146288 | 5.49E- 5.12E- ENSGO0000011771 | ARID1A

3 46 102 101 3

2062.39433 | 1.27630056 0.2132064 | 5.986218186 | 2.15E-09 | 3.26E-09 | ENSG0000011772 | CENPF

2 89 4

2175.22111 -1.119243919 0.0439670 | -25.45643965 | 5.99E- 1.11E- ENSGO0000011774 | RPA2

7 25 143 141 8

151.765901 | -2.985120498 0.2771728 | -10.76988913 | 4.78E-27 | 1.13E-26 | ENSG0000011783 | SLC5A9

4 16 4

5881.98577 | 1.606834697 0.0693508 | 23.16963184 | 9.22E- 1.15E- ENSGO0000011786 | ESYT2
95 119 117 8

883.934232 | 1.78996705 0.0994190 | 18.00426057 1.80E-72 | 1.01E-71 | ENSG0000011790 | RCN2
82 6

52.7093726 | 2.128641157 0.1543643 | 13.78971761 | 2.94E-43 | 9.69E-43 | ENSG0000011798 | MUCS5B

6 76 3




36073.5015 | -2.808029794 0.1715014 | -16.37320978 | 2.97E-60 | 1.36E-59 | ENSG0000011798 | CTSD

4 85 4

3785.80870 | -1.882322384 0.0879962 | -21.3909377 1.62E- 1.50E- ENSG0000011804 | STK11

1 54 101 100 6

7469.91634 | 2.104713633 0.0913218 | 23.04721829 1.57E- 1.91E- ENSG0000011805 | KMT2A

2 08 117 116 8

8459.15079 | -4.522916109 0.3833490 | -11.79842769 | 3.98E-32 | 1.05E-31 | ENSG0000011811 | MMPS8

9 55 3

517.054824 | 1.097257362 0.2402576 | 4.567003036 | 4.95E-06 | 6.69E-06 | ENSG0000011819 | KIF14

7 38 3

169.581772 | -1.381406132 0.1939903 | -7.121005577 | 1.07E-12 | 1.79E-12 | ENSG0000011820 | CAMSAP2

2 17 0

224.767655 | -1.280623223 0.1885079 | -6.793471865 | 1.09E-11 | 1.78E-11 | ENSG0000011824 | MREG

3 16 2

870.258373 | 1.044312474 0.0954595 | 10.93983898 | 7.43E-28 | 1.79E-27 | ENSG0000011824 | FASTKD2
84 6

979.782143 | 3.098424953 0.2421466 | 12.79565375 | 1.73E-37 | 5.10E-37 | ENSG0000011827 | B4GALT6

4 71 6

69.8749407 | 1.180273688 0.1074428 | 10.98513487 | 4.51E-28 | 1.09E-27 | ENSG0000011829 | Clorf54

1 04 2

3312.27612 | -1.236389262 0.1042697 | -11.85760411 | 1.97E-32 | 5.20E-32 | ENSG0000011830 | LRMP
37 8

1175.39255 | 1.9867724 0.1247820 | 15.92194109 | 4.46E-57 | 1.91E-56 | ENSG0000011841 | CASPSAP2

7 47 2

170.993059 | 1.940497438 0.1001523 | 19.37546196 1.24E-83 | 8.50E-83 | ENSGO0000011842 | UBE3D

3 19 0

2581.12080 | 2.255907568 0.1149321 19.6281763 8.88E-86 | 6.31E-85 | ENSG0000011849 | PLAGLI1

2 02 5

6167.04743 | -2.265849624 0.1223316 | -18.52218387 | 1.37E-76 | 8.26E-76 | ENSG0000011850 | TNFAIP3

7 67 3

246.799057 | 1.086478749 0.1393922 | 7.794397397 | 6.47E-15 | 1.15E-14 | ENSG0000011850 | AKAP7
7 7

2807.28639 | -1.319362097 0.2031751 | -6.493717823 | 8.37E-11 | 1.33E-10 | ENSG0000011850 | RAB32
51 8

5258.84933 | 4.337677123 0.1428081 | 30.37414979 | 1.21E- 5.30E- ENSG0000011851 | MYB

7 82 202 201 3

1442.68723 | -1.205859897 0.1855403 | -6.499178349 | 8.08E-11 | 1.28E-10 | ENSG0000011851 | SGK1

1 61 5

5640.73082 | -5.392368419 0.2560066 | -21.06339549 | 1.72E-98 | 1.52E-97 | ENSG0000011852 | ARGI

1 07 0

120.850273 | 2.509606971 0.1191580 | 21.06116842 1.81E-98 | 1.59E-97 | ENSG0000011855 | PMFBPI1

9 13 7

10346.3178 | -2.076810908 0.1400276 | -14.83143416 | 9.18E-50 | 3.42E-49 | ENSG0000011856 | FBXLS5

3 53 4




964.795826 | 1.511927679 | 0.0920959 | 16.416878 1.45E-60 | 6.64E-60 | ENSG0000011859 | SLC16A7

5 32 6

618.476501 | 1.53380292 0.0924396 | 16.59247122 | 7.90E-62 | 3.70E-61 | ENSG0000011862 | ZNF430

3 91 0

8813.64593 | -2.195824119 | 0.0792389 | -27.71142141 | 5.09E- | 1.38E- | ENSG0000011868 | MYL12B
57 169 167 0

3295.88771 | -1.298599799 | 0.1445804 | -8.981847906 | 2.66E-19 | 5.24E-19 | ENSG0000011868 | FOXO3

1 71 9

1318.79477 | 2.797857946 | 0.1029918 | 27.16581657 | 1.65E- | 4.07E- | ENSG0000011876 | PKD2

2 59 162 161 2

342.253618 | -2.702892517 | 0.2858699 | -9.45497361 | 3.23E-21 | 6.66E-21 | ENSG0000011878 | SPP1

5 17 5

193.701839 | -3.532710993 | 0.1535537 | -23.00634528 | 4.03E- | 4.88E- | ENSG0000011880 | STBDI

1 67 117 116 4

4690.11256 | -1.408002982 | 0.0845918 | -16.64465786 | 3.31E-62 | 1.56E-61 | ENSG0000011890 | UBNI1

9 85 0

1162.61797 | -1.520653046 | 0.1097134 | -13.86022818 | 1.10E-43 | 3.68E-43 | ENSG0000011896 | HS1BP3

5 21 0

521.732964 | 1.701831126 | 0.1483235 | 1147377661 | 1.79E-30 | 4.55E-30 | ENSG0000011896 | WDR35

7 37 5

1536.58384 | -1.373531842 | 0.1350256 | -10.17237471 | 2.63E-24 | 5.84E-24 | ENSG0000011898 | ELL2

3 83 5

1020.79518 | 2.965303085 | 0.0567149 | 52.28433541 | 0.00E+0 | 0.00E+0 | ENSG0000011900 | CYP20A1

8 43 0 0 4

1233.81286 | 1.097679451 0.0911840 | 12.03807037 | 2.24E-33 | 6.04E-33 | ENSG0000011904 | GTF3C3
04 1

59.2575750 | 1.831045138 | 0.1929061 | 9.491898555 | 2.27E-21 | 4.70E-21 | ENSG0000011904 | SATB2

8 01 2

3834.59445 | -2.328629354 | 0.0982588 | -23.69893519 | 3.70E- | 5.10E- | ENSG0000011904 | UBE2B

2 18 124 123 8

995.606912 | -1.373004364 | 0.1583627 | -8.669996763 | 4.32E-18 | 8.27E-18 | ENSG0000011913 | KLF9

7 31 8

177.133715 | 1.80952304 0.1057049 | 17.11862335 | 1.08E-65 | 5.41E-65 | ENSG0000011922 | PIGZ

7 39 7

926.211827 | -1.083796401 | 0.1114558 | -9.724000702 | 2.38E-22 | 5.05E-22 | ENSG0000011924 | CCDC92

9 13 2

1665.13471 | 1.244707735 | 0.1257429 | 9.898827943 | 4.21E-23 | 9.07E-23 | ENSG0000011928 | HEATRI

8 41 5

475429788 | -1.156236934 | 0.0628956 | -18.38342265 | 1.78E-75 | 1.05E-74 | ENSG0000011931 | RAD23B

5 29 8

4972.80850 | -1.23990724 0.0974595 | -12.72227646 | 4.45B-37 | 1.30E-36 | ENSG0000011932 | FKBP15

1 42 1

2710.66350 | -1.007450707 | 0.0624124 | -16.141835 | 1.30E-58 | 5.74E-58 | ENSG0000011938 | PTPA

9 03 3




4425.88711 | 1.732891249 0.0738555 | 23.46323593 | 9.69E- 1.27E- ENSG0000011939 | CNTRL

5 95 122 120 7

246.685558 | 1.61136158 0.1458335 | 11.04932191 | 2.21E-28 | 5.37E-28 | ENSG0000011941 | BSPRY

6 26 1

142.630054 | -1.793285835 0.2489887 | -7.202276801 | 5.92E-13 | 9.98E-13 | ENSG0000011945 | SLC46A2

7 41 7

1899.68761 | -1.588812855 0.1038157 | -15.30415364 | 7.17E-53 | 2.84E-52 | ENSG0000011947 | HSDL2

8 94 1

265.541685 | -1.977331273 0.2368935 | -8.346917396 | 7.01E-17 | 1.30E-16 | ENSG0000011950 | NR4A3

7 95 8

838.021727 | 1.326707789 0.0609022 | 21.78420658 | 3.28E- 3.26E- ENSG0000011950 | INVS

6 77 105 104 9

162178.268 | -3.601368407 0.2563314 | -14.04965292 | 7.74E-45 | 2.64E-44 | ENSG0000011953 | CSF3R

9 86 5

1016.64927 | 1.093834941 0.0723148 | 15.12600617 | 1.09E-51 | 4.21E-51 | ENSG0000011953 | KDSR

3 55 7

778.378917 | -1.289787976 0.0730930 | -17.64582423 | 1.10E-69 | 5.87E-69 | ENSG0000011955 | C19o0rf25

7 99 9

3393.51750 | 1.381835596 0.0656685 | 21.04257727 | 2.67E-98 | 2.34E-97 | ENSG0000011959 | YLPMI1

5 53 6

87.7097360 | 2.387359363 0.1081934 | 22.06566289 | 6.76E- 7.02E- ENSG0000011960 | PROX2

7 12 108 107 8

374.500650 | -1.765046484 0.1076698 | -16.39314058 | 2.14E-60 | 9.79E-60 | ENSG0000011963 | IFI27L2

7 19 2

271.963193 | -1.583172303 0.1790506 | -8.842034804 | 9.40E-19 | 1.83E-18 | ENSG0000011963 | BBOF1

5 75 6

271.712766 | 1.998589088 0.1088986 | 18.35274901 | 3.14E-75 | 1.85E-74 | ENSG0000011964 | ACYP1
23 0

4059.44167 | -1.762055082 0.1144340 | -15.39800146 | 1.69E-53 | 6.77E-53 | ENSG0000011965 | NPC2

2 12 5

240.361934 | 1.742019599 0.0884450 | 19.69606613 | 2.33E-86 | 1.67E-85 | ENSG0000011966 | DNALI1

3 52 1

1921.52843 | -2.25616453 0.1571955 | -14.35260023 | 1.03E-46 | 3.64E-46 | ENSG0000011966 | IRF2BPL

7 25 9

285.082207 | -1.471115801 0.1682453 | -8.743871657 | 2.25E-18 | 4.34E-18 | ENSG0000011968 | LTBP2

4 56 1

1087.08208 | 1.671843471 0.0577345 | 28.95741752 | 2.26E- 7.89E- ENSG0000011968 | TTLLS

8 5 184 183 5

464.472253 | -1.311834111 0.1615649 | -8.119546207 | 4.68E-16 | 8.53E-16 | ENSG0000011968 | FLVCR2

6 54 6

61.7348498 | 2.475642097 0.1047473 | 23.63440324 | 1.71E- 2.32E- ENSG0000011970 | ZC2HC1C

3 92 123 122 3

6708.62590 | 1.371421546 0.0682766 | 20.08625885 | 9.73E-90 | 7.33E-89 | ENSG0000011970 | RBM25

8 04 7




591.908560 | 1.403772132 0.0941599 | 14.90837506 | 2.91E-50 | 1.09E-49 | ENSG0000011971 | ALDH6A1

8 69 1

224.447105 | -1.575512418 0.1312334 | -12.00541409 | 3.33E-33 | 8.93E-33 | ENSG0000011971 | GPR68

4 92 4

1114.64466 | 1.004253793 0.0491273 | 20.44182684 | 7.10E-93 | 5.64E-92 | ENSG0000011972 | NRDE2

4 99 0

217.406154 | 1.6434997 0.0535830 | 30.67200003 | 1.35E- 6.05E- ENSG0000011972 | COQ6

1 63 206 205 3

705.572451 | -2.055865681 0.0490965 | -41.87390854 | 0.00E+0 | 0.00E+0 | ENSGO0000011972 | ZNF410

7 8 0 0 5

140.172520 | 3.307466056 0.1228229 | 26.92873217 | 1.01E- 2.40E- ENSG0000011973 | GPR75

4 4 159 158 7

385.760362 | 2.773576717 0.2081626 | 13.32408451 | 1.68E-40 | 5.26E-40 | ENSG0000011977 | KLHL29

6 48 1

1491.88903 | 1.326670583 0.0706674 | 18.7734238 1.25E-78 | 7.80E-78 | ENSG0000011977 | ATAD2B

9 82 8

103.920354 | -2.44846848 0.2066915 | -11.84599986 | 2.26E-32 | 5.97E-32 | ENSG0000011978 | FKBPIB

6 84 2

5222.39657 | -1.076682296 0.1026928 | -10.48449308 | 1.02E-25 | 2.33E-25 | ENSG0000011980 | YPELS5

4 33 1

475.574040 | -2.874422885 0.2191460 | -13.11647349 | 2.65E-39 | 8.12E-39 | ENSG0000011986 | LGALSL

2 14 2

174.730744 | 2.530150961 0.1966931 | 12.86344319 | 7.23E-38 | 2.14E-37 | ENSG0000011986 | CNRIP1

2 34 5

1877.43142 | 2.987033868 0.1121331 | 26.63827147 | 2.45E- 5.56E- ENSG0000011986 | BCLI11A

5 72 156 155 6

1544.14875 | 1.317571691 0.0746850 | 17.64171477 | 1.18E-69 | 6.30E-69 | ENSG0000011990 | SLF2
13 6

1215.12069 | 1.059695472 0.0707237 | 14.98358532 | 9.40E-51 | 3.56E-50 | ENSG0000011991 | IDE

6 59 2

2259.37992 | -3.343962452 0.1786549 | -18.71743556 | 3.57E-78 | 2.21E-77 | ENSG0000011991 | IFIT3

6 47 7

1369.02418 | -3.292647521 0.1797096 | -18.32203777 | 5.52E-75 | 3.24E-74 | ENSG0000011992 | IFIT2

2 79 2

301.080717 | 1.373824789 0.1131835 | 12.13802126 | 6.64E-34 | 1.81E-33 | ENSG0000011992 | GPAM

9 87 7

4440.67456 | -3.180700066 0.1509302 | -21.07397161 | 1.38E-98 | 1.22E-97 | ENSG0000011995 | MXII

9 62 0

1445.77837 | 1.560063839 0.2180516 | 7.154560935 | 8.39E-13 | 1.41E-12 | ENSG0000011996 | HELLS

4 53 9

304.813902 | -3.087193783 0.1829102 | -16.87818816 | 6.51E-64 | 3.17E-63 | ENSG0000011998 | AVPI1

6 6 6

68.5457482 | -2.470871124 0.1482584 | -16.66597496 | 2.32E-62 | 1.10E-61 | ENSG0000012005 | CFAPS58

7 21 1




1233.37888 | 3.459573598 | 0.2353285 | 14.70103343 | 6.35E-49 | 2.33E-48 | ENSG0000012009 | HOXB3

5 99 3

43763.7914 | -2.754101138 | 0.2059696 | -13.3713936 | 8.89E-41 | 2.80E-40 | ENSG0000012012 | DUSPI

1 41 9

2114.59249 | 1.083178028 | 0.0978462 | 11.07020359 | 1.75E-28 | 4.26E-28 | ENSG0000012013 | PANK3

6 61 7

512.188205 | 1.10061921 0.1247215 | 8.824609214 | 1.10E-18 | 2.13E-18 | ENSG0000012015 | CAAPI

8 81 9

310.758895 | 1.349993169 | 0.1213430 | 11.12542827 | 9.44E-29 | 2.31E-28 | ENSG0000012016 | MOB3B

5 29 2

561.436014 | -4.397030424 | 0.1949182 | -22.55832571 | 1.I1E- | 1.26E- | ENSG0000012021 | CD274

7 97 112 111 7

112.098082 | 2.766949805 | 0.1450094 | 19.08117366 | 3.62E-81 | 2.37E-80 | ENSG0000012025 | LRP11

3 14 6

6543.92807 | -5.931200808 | 0.1822581 | -32.54285925 | 2.64E- | 1.62E- | ENSG0000012030 | CYSTMI

7 34 232 230 6

243279612 | -2.947279151 | 0.2389824 | -12.33261627 | 6.05B-35 | 1.68E-34 | ENSG0000012031 | ARAP3

7 74 8

251.309873 | 3.210295355 | 0.2388484 | 13.44072364 | 3.49E-41 | 1.11E-40 | ENSG0000012064 | IQSEC3
01 5

856.149750 | -1.257203792 | 0.0806776 | -15.58304209 | 9.49E-55 | 3.89E-54 | ENSG0000012065 | TAF12

4 87 6

5974.04226 | -2.073789664 | 0.1753061 | -11.82952856 | 2.75E-32 | 7.25E-32 | ENSG0000012069 | HSPHI1

5 97 4

648.829886 | -1.222134526 | 0.1876995 | -6.511120273 | 7.46E-11 | 1.18E-10 | ENSG0000012069 | KBTBD7

2 78 6

3059.71910 | -2.537061733 | 0.2515948 | -10.08391725 | 6.51E-24 | 1.43E-23 | ENSG0000012070 | TGFBI

2 58 8

7205.67033 | -2.47285939 0.1135230 | -21.78288289 | 3.37E- | 3.35E- | ENSG0000012070 | FAMS53C

2 54 105 104 9

7012.09009 | 3.536252706 | 0.1913223 | 18.48322225 | 2.82E-76 | 1.69E-75 | ENSG0000012073 | EGRI

6 06 8

102337749 | 1.788445242 | 0.1895911 | 9.433170829 | 3.98E-21 | 8.19E-21 | ENSG0000012075 | PLSI
01 6

241.102799 | 1.320107504 | 0.1469012 | 8.986359088 | 2.56E-19 | 5.03E-19 | ENSG0000012078 | ZFP30

2 63 4

950.401899 | 1.697794219 | 0.0722181 | 23.50922957 | 3.28E- | 4.34E- | ENSG0000012079 | NR2C1

7 99 122 121 8

889.105437 | 1.557528466 | 0.1355033 | 11.49439376 | 1.41E-30 | 3.59E-30 | ENSG0000012080 | UTP20

6 16 0

793.660100 | 1.719854329 | 0.1948603 | 8.826085228 | 1.08E-18 | 2.11E-18 | ENSG0000012083 | SOCS2

6 81 3

578.801283 | 1.242439332 | 0.1210875 | 10.26066632 | 1.06E-24 | 2.37E-24 | ENSG0000012083 | NFYB

7 88 7




732.536001 | -4.236479558 | 0.2662523 | -15.91151764 | 5.27E-57 | 2.25E-56 | ENSG0000012087 | DUSP4

9 87 5

5699.11384 | -1.822003415 | 0.2453786 | -7.425271934 | 1.13E-13 | 1.94E-13 | ENSG0000012088 | CLU

8 78 5

15637.8121 | -1.487564229 | 0.0758305 | -19.616948 | 1.11E-85 | 7.86E-85 | ENSG0000012089 | PTK2B

7 64 9

1923.21447 | -1.709815866 | 0.1382581 | -12.3668359 | 3.95E-35 | 1.11E-34 | ENSG0000012091 | PDLIM2

2 51 3

158.185348 | -2.235754239 | 0.1622856 | -13.77666213 | 3.52E-43 | 1.16E-42 | ENSG0000012091 | EPHX2
26 5

543.757798 | 1.018345177 | 0.0961042 | 10.59625653 | 3.10E-26 | 7.19E-26 | ENSG0000012092 | RNF170

3 4 5

643.583815 | -3.812780619 | 0.1820688 | -20.94142642 | 2.25E-97 | 1.94E-96 | ENSG0000012094 | TNFRSF8

8 11 9

1399.72078 | -3.395917453 | 0.3225570 | -10.52811489 | 6.41E-26 | 1.48E-25 | ENSG0000012105 | EPX

7 28 3

11899.1745 | -2.246361278 | 0.1118782 | -20.07862763 | 1.13E-89 | 8.52E-89 | ENSG0000012106 | TRIM25

9 28 0

4950.66888 | -1.598978549 | 0.1787449 | -8.945587649 | 3.70E-19 | 7.26E-19 | ENSG0000012106 | SCPEPI

9 42 4

37.3626579 | 1.696996952 | 0.1720276 | 9.864674261 | 5.92E-23 | 1.27E-22 | ENSG0000012110 | TEX14

4 72 1

496.091158 | -1.229267308 | 0.2629193 | -4.675454306 | 2.93E-06 | 4.00E-06 | ENSG0000012129 | TSHZ3

4 29 7

12943.8762 | -4.098890291 | 0.2883835 | -14.21332945 | 7.57E-46 | 2.63E-45 | ENSG0000012131 | PLBDI

9 42 6

332.365593 | 1.151755317 | 0.0816775 | 14.10124609 | 3.73E-45 | 1.28E-44 | ENSG0000012140 | ZNF549

9 56 6

503.28015 | 1.109120959 | 0.1066809 | 10.39661406 | 2.57E-25 | 5.83E-25 | ENSG0000012141 | ZSCAN18
78 3

314.934631 | 1.045066107 | 0.1750640 | 5.96962281 | 2.38E-09 | 3.60E-09 | ENSG0000012145 | LHX4

2 1 4

807.551630 | -1.246834482 | 0.0896033 | -13.91503777 | 5.13E-44 | 1.72E-43 | ENSG0000012157 | B4GALT4

2 85 8

178.949638 | -3.310663325 | 0.2743956 | -12.06529098 | 1.61E-33 | 4.36E-33 | ENSG0000012159 | CD80

3 47 4

893.258987 | -1.671507179 | 0.0719526 | -23.23065062 | 2.23E- | 2.80E- | ENSG0000012168 | PEX16

8 63 119 118 0

109.051834 | 2.353164347 | 0.1905843 | 12.34710263 | 5.05E-35 | 1.41E-34 | ENSG0000012169 | DEPDC7

1 35 0

2687.55009 | -2.35287821 0.0997616 | -23.58498654 | 5.50E- | 7.37E- | ENSG0000012171 | PILRB
94 123 122 6

71.0054970 | -2.546367921 | 0.1893543 | -13.44763396 | 3.18E-41 | 1.01E-40 | ENSG0000012175 | ADGRB2

8 45 3




89.2785030 | -1.277640646 0.1792351 | -7.128291725 | 1.02E-12 | 1.70E-12 | ENSG0000012176 | FABP3

2 79 9

428.514636 | -2.075273803 0.1764353 | -11.76223387 | 6.11E-32 | 1.60E-31 | ENSG0000012179 | CCRL2
46 7

3287.39944 | -2.242496571 0.1968414 | -11.39240108 | 4.56E-30 | 1.15E-29 | ENSG0000012185 | TNFSF10

2 34 8

5039.74149 | 1.56173671 0.0681700 | 22.90943873 | 3.74E- 4.47E- ENSG0000012189 | PDS5A

4 12 116 115 2

87.9520880 | 1.13255159 0.1283876 | 8.821341157 | 1.13E-18 | 2.19E-18 | ENSG0000012190 | ZSCAN20

7 87 3

325.166915 | -2.330316891 0.2593085 | -8.986655008 | 2.55E-19 | 5.02E-19 | ENSG0000012193 | TMIGD3

4 96 3

520.162117 | 1.274317786 0.1014614 | 12.55962202 | 3.52E-36 | 1.01E-35 | ENSG0000012194 | CLCClI

1 76 0

741.012920 | 2.053574734 0.0990887 | 20.72459986 | 2.08E-95 | 1.73E-94 | ENSG0000012195 | GPSM2

6 52 7

1015.75585 | -1.180134802 0.1029625 | -11.46178928 | 2.05E-30 | 5.21E-30 | ENSG0000012196 | GTDC1

9 28 4

33112.2015 | -3.043193089 0.1934885 | -15.72802977 | 9.72E-56 | 4.06E-55 | ENSG0000012196 | CXCR4

4 13 6

362.157679 | 2.595566467 0.1073070 | 24.18822594 | 2.96E- 4.42E- ENSG0000012198 | ZRANB3

5 21 129 128 8

1119.36768 | 1.164085714 0.1133467 | 10.27013315 | 9.61E-25 | 2.15E-24 | ENSG0000012200 | POLK
01 8

5545.13263 | 3.936357961 0.1905094 | 20.66227408 | 7.57E-95 | 6.25E-94 | ENSG0000012202 | FLT3
25 5

12727.4783 | -1.010891706 0.1006205 | -10.04657551 | 9.51E-24 | 2.08E-23 | ENSG0000012202 | RPL21

5 25 6

124.703538 | -2.114351719 0.1793958 | -11.78595982 | 4.61E-32 | 1.21E-31 | ENSG0000012203 | RASL11A

1 02 5

59.2625568 | -1.877503884 0.2129933 | -8.814846037 | 1.20E-18 | 2.32E-18 | ENSG0000012212 | XPNPEP2

9 84 1

9493.61402 | -1.983798032 0.0876327 | -22.63763729 | 1.85E- 2.13E- ENSG0000012212 | SASH3

5 33 113 112 2

873.228630 | 2.029740885 0.0611350 | 33.20094925 | 1.04E- 7.28E- ENSG0000012212 | OCRL

3 26 241 240 6

1587.52862 | -2.209755453 0.1474191 | -14.98961108 | 8.59E-51 | 3.26E-50 | ENSG0000012222 | LY9

5 32 4

3429.55072 | 1.186431401 0.0797174 | 14.88295917 | 4.25E-50 | 1.60E-49 | ENSG0000012225 | RBBP6

4 4 7

15459.7183 | -2.436699896 0.1010390 | -24.11641451 | 1.68E- 2.48E- ENSG0000012235 | ANXAT1I

8 62 128 127 9

2236.39100 | -2.18449647 0.0857758 | -25.46748905 | 4.52E- 8.44E- ENSG0000012239 | NAA6O

6 87 143 142 0




984.212344 | 1.398930658 0.0794838 | 17.6001941 2.45E-69 | 1.30E-68 | ENSG0000012241 | ODF2L

9 2 7

198.692712 | 2.445446361 0.1298337 | 18.83521232 | 3.89E-79 | 2.45E-78 | ENSG0000012243 | SPATAI

9 56 2

626.156109 | 1.760314332 0.1149980 | 15.30734553 | 6.83E-53 | 2.71E-52 | ENSG0000012243 | TRMT13

7 14 5

55.4759237 | 1.658447437 0.0979713 | 16.92787489 | 2.80E-64 | 1.38E-63 | ENSG0000012247 | LRRC39

9 9 7

1190.77010 | 1.683957182 0.1106528 | 15.21837526 | 2.67E-52 | 1.05E-51 | ENSG0000012248 | ZNF644

2 &9 2

752.886431 | 2.008685258 0.1571852 | 12.77909557 | 2.15E-37 | 6.30E-37 | ENSG0000012248 | CCDCI18

5 44 3

1406.23283 | 2.415880811 0.0826109 | 29.24408055 | 5.34E- 1.93E- ENSG0000012248 | RPAP2

3 34 188 186 4

3642.83844 | -2.439659829 0.1136820 | -21.46037675 | 3.65E- 3.42E- ENSG0000012249 | SLC66A2

5 6 102 101 0

859.632326 | -1.388028178 0.1462866 | -9.488415614 | 2.35E-21 | 4.86E-21 | ENSG0000012254 | EEPDI

6 12 7

358.255078 | -1.198287133 0.1373635 | -8.723470564 | 2.70E-18 | 5.19E-18 | ENSG0000012264 | FKBP9

6 78 2

1628.66498 | -1.071712034 0.0657924 | -16.28928394 | 1.18E-59 | 5.31E-59 | ENSG0000012267 | POLM
58 8

7351.53953 | -2.853492931 0.1981353 | -14.40173491 | 5.05E-47 | 1.80E-46 | ENSG0000012269 | GLIPR2

2 6 4

348.398483 | 1.573247315 0.1445337 | 10.88498556 | 1.36E-27 | 3.25E-27 | ENSG0000012270 | RECK

3 07 7

623.705236 | 1.010028991 0.0676658 | 14.92671289 | 2.21E-50 | 8.33E-50 | ENSG0000012272 | ACO1

4 68 9

1908.96619 | 2.401682056 0.0757935 | 31.68715477 | 2.34E- 1.29E- ENSG0000012277 | TRIM24
53 220 218 9

1060.34133 | -1.804322295 0.2494409 | -7.233464373 | 4.71E-13 | 7.96E-13 | ENSG0000012286 | PLAU

5 6 1

73155.1861 | -1.025856126 0.1715613 | -5.979530845 | 2.24E-09 | 3.39E-09 | ENSG0000012286 | SRGN
07 2

2200.17178 | -1.452292852 0.1062907 | -13.66339926 | 1.68E-42 | 5.47E-42 | ENSG0000012288 | PAHAI

6 42 4

982.461443 | 1.487257143 0.1769808 | 8.403494028 | 4.33E-17 | 8.10E-17 | ENSG0000012296 | CIT

1 06 6

148.878084 | 1.264314627 0.1825549 | 6.925666946 | 4.34E-12 | 7.15E-12 | ENSG0000012297 | IFT81

8 28 0

620.433545 | -1.186144404 0.0738868 | -16.05351598 | 5.40E-58 | 2.36E-57 | ENSG0000012297 | ACADS

8 92 1

7213.57765 | 1.500548719 0.1087239 | 13.80146138 | 2.50E-43 | 8.26E-43 | ENSG0000012306 | MEDI3L

6 01 6




2340.93522 | -1.072178483 | 0.1051122 | -10.20031795 | 1.98E-24 | 4.39E-24 | ENSG0000012309 | RNF11

4 61 1

3016.96117 | 1.646293961 0.1044303 | 15.76450929 | 5.46E-56 | 2.29E-55 | ENSG0000012310 | ITPR2

5 97 4

619.965247 | 1.078726504 | 0.0723828 | 14.90306876 | 3.15E-50 | 1.18E-49 | ENSG0000012310 | CCDC91
44 6

162.957240 | -1.001690843 | 0.2427962 | -4.125644501 | 3.70E-05 | 4.83E-05 | ENSG0000012311 | NECABI

8 09 9

1520.74996 | -1.358879941 | 0.0819341 | -16.58502569 | 8.94E-62 | 4.19E-61 | ENSG0000012313 | ACOT9

7 47 0

8757.94353 | -1.39055944 0.0865775 | -16.06142789 | 4.75E-58 | 2.08E-57 | ENSG0000012314 | PKNI1

9 73 3

4678.12390 | -1.765195258 | 0.0703361 | -25.09655662 | 5.42B- | 9.45B- | ENSG0000012314 | TRIR

8 53 139 138 4

26510.1943 | -1.921958814 | 0.1383046 | -13.8965615 | 6.65E-44 | 2.23E-43 | ENSG0000012314 | ADGRES

2 31 6

311.497313 | 1354151233 | 0.0656382 | 20.63052696 | 1.46E-94 | 1.20E-93 | ENSG0000012315 | WDRS3

4 28 4

495.940306 | -1.602852823 | 0.1131996 | -14.15951653 | 1.63E-45 | 5.64E-45 | ENSG0000012315 | GIPC1

5 86 9

299.929678 | 2.810140194 | 0.1792218 | 15.67967327 | 2.08E-55 | 8.65E-55 | ENSG0000012319 | ATP7B

7 59 1

3096.05600 | 1.451271052 | 0.0738047 | 19.66364266 | 4.42E-86 | 3.15E-85 | ENSG0000012320 | ZC3H13

6 92 0

758.023318 | 1.411147868 0.1202591 | 11.7342208 | 8.51E-32 | 2.22E-31 | ENSG0000012321 | NLN

4 88 3

511.963960 | 1.597099914 | 0.1809802 | 8.824720319 | 1.10E-18 | 2.13E-18 | ENSG0000012321 | CENPK

5 3 9

3359.40065 | -3.589011789 | 0.1597083 | -22.472291 | 7.75E- | 8.69E- | ENSG0000012324 | OPTN

6 18 112 111 0

17178.6926 | -3.114985798 | 0.1268534 | -24.55578124 | 3.75E- | 5.94E- | ENSG0000012332 | ARHGAP9

9 59 133 132 9

670.060676 | -1.824822627 | 0.0861281 | -21.1873044 | 1.25E-99 | 1.12E-98 | ENSG0000012335 | ORMDL2

9 17 3

2201.70391 | -1.65431021 0.2376445 | -6.961279127 | 3.37B-12 | 5.57B-12 | ENSG0000012335 | NR4A1

4 74 8

368.318855 | -1.14052542 0.0669105 | -17.04551538 | 3.77E-65 | 1.87E-64 | ENSG0000012339 | ATG101

2 86 5

16176.8710 | -2.541570611 | 0.2584095 | -9.835437835 | 7.92E-23 | 1.70E-22 | ENSG0000012340 | NFE2

4 04 5

382.930363 | 1.796397924 | 0.0827328 | 21.71322615 | 1.54E- | 1.50E- | ENSG0000012341 | IKZF4
89 104 103 1

188.715283 | 1.239991856 | 0.0897924 | 13.80953948 | 2.23E-43 | 7.39E-43 | ENSG0000012342 | EEF1IAKMT3

1 12 7




624.824876 | 1.327852655 0.2051317 | 6.473169203 | 9.60E-11 | 1.52E-10 | ENSG0000012347 | STIL

1 7 3

488.201666 | 1.485938421 0.1539511 | 9.652014786 | 4.82E-22 | 1.01E-21 | ENSG0000012355 | USP45
13 2

667.896635 | -1.278786222 0.0565878 | -22.59825946 | 4.51E- 5.15E- ENSG0000012359 | RAB9A

5 19 113 112 5

850.034125 | 1.293784446 0.1257387 | 10.2894611 7.86E-25 | 1.76E-24 | ENSG0000012360 | METTLS

8 96 0

703.688144 | 1.43330981 0.0793049 | 18.07338871 | 5.16E-73 | 2.95E-72 | ENSG0000012360 | TTC21B

9 84 7

986.542091 | -4.997238034 0.2509742 | -19.91135714 | 3.24E-88 | 2.38E-87 | ENSG0000012361 | TNFAIP6

6 55 0

3204.51809 | 1.682195765 0.0913438 | 18.41608508 | 9.76E-76 | 5.81E-75 | ENSG0000012363 | BAZ2B

9 31 6

4158.03764 | -1.033349507 0.1022009 | -10.11096225 | 4.94E-24 | 1.09E-23 | ENSG0000012368 | LPGAT1

3 06 4

85.5078326 | -2.853419907 0.1703587 | -16.74947529 | 5.71E-63 | 2.73E-62 | ENSG0000012368 | BATF3

5 64 5

5464.94250 | -7.000175489 0.2937918 | -23.8269934 | 1.75E- 247E- ENSG0000012368 | G0S2

6 09 125 124 9

499.393284 | 1.078158273 0.0770232 | 13.99783391 | 1.61E-44 | 5.43E-44 | ENSG0000012373 | PLA2G12A
22 9

1514.07269 | -1.581655443 0.1022256 | -15.47219755 | 5.35E-54 | 2.16E-53 | ENSG0000012381 | COQ&B

5 49 5

4469.21594 | -4.210731455 0.2182177 | -19.2960067 | 5.80E-83 | 3.91E-82 | ENSG0000012383 | PFKFB2

9 65 6

322.567165 | -1.745474416 0.1553420 | -11.23633259 | 2.70E-29 | 6.71E-29 | ENSG0000012398 | CHPF

8 03 9

581.700034 | 4.283226511 0.1758293 | 24.36012707 | 4.53E- 6.98E- ENSG0000012400 | OBSL1

9 99 131 130 6

119.614579 | 3.050427931 0.1782596 | 17.11227798 | 1.20E-65 | 6.03E-65 | ENSG0000012401 | FAM124B

7 06 9

77.8457283 | 2.043412195 0.1234546 | 16.55193066 | 1.55E-61 | 7.22E-61 | ENSG0000012409 | GCNT7

1 13 1

9094.77804 | -4.001130102 0.2112728 | -18.93821519 | 5.52E-80 | 3.54E-79 | ENSG0000012409 | FAM210B

6 19 8

64.5623731 | -2.002260875 0.1545053 | -12.95916449 | 2.09E-38 | 6.27E-38 | ENSG0000012410 | FAM209A

5 99 3

275.501034 | -1.097100782 0.1045239 | -10.49617031 | 9.00E-26 | 2.06E-25 | ENSG0000012410 | SNX21

2 12 4

1381.21082 | -4.447439238 0.3078188 | -14.44823373 | 2.57E-47 | 9.21E-47 | ENSG0000012410 | SLPI

5 88 7

22596.9928 | -2.458708228 0.1158910 | -21.21569444 | 6.84E- 6.16E-99 | ENSG0000012412 | PREXI

9 09 100 6




5998.55902 | -2.311060935 | 0.1035274 | -22.32317853 | 2.20E- | 2.41E- | ENSG0000012417 | ATPSFIE
14 110 109 2

2245.74667 | 1.390714989 | 0.0781354 | 17.798776 7.22E-71 | 3.95E-70 | ENSG0000012417 | CHD6

3 28 7

2524.18767 | -1.721585392 | 0.1479075 | -11.63960849 | 2.59E-31 | 6.71E-31 | ENSG0000012418 | PLCGI

9 1

163.269820 | -3.61978397 0.2046486 | -17.68780141 | 5.21E-70 | 2.80E-69 | ENSG0000012419 | TOX2

5 1 1

6328.16709 | 1.052660177 | 0.0539494 | 19.5119633 | 8.69E-85 | 6.05E-84 | ENSG0000012419 | SRSF6

6 75 3

2147.05878 | 1.401837836 | 0.1021229 | 13.72696647 | 7.00E-43 | 2.30E-42 | ENSG0000012419 | ARFGEF2

8 15 8

4732.99284 | -1.30330465 0.0649858 | -20.05519802 | 1.82E-89 | 1.36E-88 | ENSG0000012420 | ZNFX1

1 78 1

435.770924 | -2.043273286 | 0.1723084 | -11.85823372 | 1.95E-32 | 5.16E-32 | ENSG0000012420 | ZNF831

3 01 3

325.116614 | -2.206741895 | 0.2398698 | -9.199745592 | 3.59E-20 | 7.21E-20 | ENSG0000012421 | SNAII
83 6

7213.75335 | -1.523285936 | 0.0596138 | -25.55255369 | 5.14E- | 9.78E- | ENSG0000012422 | STX16

7 43 144 143 2

521.657268 | -1.503868554 | 0.1476442 | -10.18576015 | 2.30E-24 | 5.09E-24 | ENSG0000012424 | BCAS4

4 14 3

39.7199574 | 2217778718 | 0.1051082 | 21.09995611 | 7.96E-99 | 7.06E-98 | ENSG0000012425 | TP53TG5

9 15 1

1129.54274 | -4.161731091 | 0.1585779 | -26.2440701 | 8.35E- | 1.80BE- | ENSG0000012425 | ZBP1

5 6 152 150 6

1244.60748 | -1.054907089 | 0.0860741 | -12.25579626 | 1.56E-34 | 4.32E-34 | ENSG0000012429 | PEPD

2 37 9

4795.45944 | -1.120322632 | 0.1015283 | -11.03458417 | 2.60E-28 | 6.32E-28 | ENSG0000012435 | NAGK

7 05 7

451.760170 | 1.153440296 | 0.0883123 | 13.06092451 | 5.51B-39 | 1.68E-38 | ENSG0000012445 | ZNF45

5 01 9

474511426 | -2.625815999 | 0.1630667 | -16.10270604 | 2.44E-58 | 1.07E-57 | ENSG0000012446 | LYPD3

2 54 6

1935.81677 | -3.85001735 0.3526480 | -10.91744829 | 9.51E-28 | 2.28E-27 | ENSG0000012446 | CEACAMS

9 96 9

147.972159 | 1.713549837 | 0.2647228 | 6.472996088 | 9.61E-11 | 1.52E-10 | ENSG0000012450 | PACSINI
29 7

716.579679 | -1.063236449 | 0.1037932 | -10.24379582 | 1.26E-24 | 2.81E-24 | ENSG0000012450 | BTN2A2

7 1 8

1435.79017 | 1.035803406 | 0.0523378 | 19.79069661 | 3.58E-87 | 2.60E-86 | ENSG0000012453 | WRNIPI

1 95 5

1972.91323 | 1.179038277 | 0.0900016 | 13.1001855 | 3.28E-39 | 1.01E-38 | ENSG0000012457 | XPO5

5 47 1




4569.06070 | -2.863614891 0.1738177 | -16.47480859 | 5.57E-61 | 2.57E-60 | ENSG0000012458 | NQO2
8 94 8
110.356960 | 3.653810304 0.1219465 | 29.96238972 | 3.03E- 1.24E- ENSG0000012459 | AL365205.1
9 58 197 195 3
137.946333 | -1.167470926 0.0843006 | -13.84790858 | 1.31E-43 | 4.36E-43 | ENSG0000012460 | UNC5CL
2 6 2
103.622445 | 1.908582626 0.1784618 | 10.69462827 | 1.08E-26 | 2.53E-26 | ENSG0000012461 | ZNF391
8 01 3
11720.3096 | -2.196568494 0.0904103 | -24.29554119 | 2.19E- 3.34E- ENSG0000012461 | RPS10
5 55 130 129 4
283.939521 | -2.167585018 0.1426399 | -15.19620059 | 3.75E-52 | 1.46E-51 | ENSG0000012463 | HISTIH2BJ
1 32 5
865.834538 | -1.369618995 0.0926991 | -14.77488261 | 2.13E-49 | 7.89E-49 | ENSG0000012465 | TBCC
7 46 9
505.337106 | -1.431409824 0.0693171 | -20.65014915 | 9.73E-95 | 8.00E-94 | ENSG0000012468 | MAD2LI1BP
6 66 8
43.9621569 | 1.191666747 0.1469187 | 8.111059332 | 5.02E-16 | 9.14E-16 | ENSG0000012470 | APOBEC2
5 56 1
7956.82222 | -3.926896133 0.2480303 | -15.83232119 | 1.86E-56 | 7.87E-56 | ENSG0000012473 | TREM1
48 1
928.955836 | -1.053091514 0.0593606 | -17.74057008 | 2.04E-70 | 1.11E-69 | ENSG0000012473 | MEA1
5 35 3
3710.93697 | -2.215967531 0.1698765 | -13.04457962 | 6.82E-39 | 2.07E-38 | ENSG0000012476 | CDKNIA
2
3725.28290 | 4.228587865 0.1525378 | 27.72156933 | 3.84E- 1.04E- ENSG0000012476 | SOX4
2 24 169 167 6
1103.49195 | -3.627440435 0.1678471 | -21.61156778 | 1.40E- 1.34E- ENSG0000012477 | CPNE5
1 67 103 102 2
4471.62221 | 2.304572006 0.0550289 | 41.87926826 | 0.00E+0 | 0.00E+0 | ENSG0000012478 | RREBI1
7 46 0 0 2
136.353056 | 2.085450405 0.1178240 | 17.69970176 | 4.22E-70 | 2.28E-69 | ENSG0000012478 | RPP40
2 42 7
2656.26582 | -1.340890515 0.1266934 | -10.58374389 | 3.55E-26 | 8.21E-26 | ENSG0000012478 | ATXNI1
4 02 8
2494.76443 | 2.63099675 0.1664276 | 15.80865133 | 2.71E-56 | 1.14E-55 | ENSG0000012481 | RUNX2
4 54 3
1312.38414 | 2.298596266 0.3086527 | 7.447190735 | 9.53E-14 | 1.64E-13 | ENSG0000012488 | EREG
1 99 2
371.449560 | 1.206156093 0.1877245 | 6.425136328 | 1.32E-10 | 2.07E-10 | ENSG0000012492 | MYRF
4 92 0
31629.9515 | 1.887965237 0.1251089 | 15.09057492 | 1.87E-51 | 7.18E-51 | ENSG0000012494 | AHNAK
8 01 2
3017.96302 | -2.315103499 0.1151840 | -20.09916863 | 7.50E-90 | 5.66E-89 | ENSG0000012503 | EMC3
6 43 7




2845.87446 | -1.307151764 | 0.1404022 | -9.31004777 | 1.28E-20 | 2.59E-20 | ENSG0000012508 | SH3TC1

6 62 9

1548.12654 | -3.194222488 | 0.1726702 | -18.49897025 | 2.10E-76 | 1.27E-75 | ENSG0000012514 | MT2A

9 86 8

567.979704 | 2.237335374 | 0.0855479 | 26.1529942 | 9.11E- | 1.94E- | ENSG0000012524 | TMTC4

7 63 151 149 7

916.476030 | 1.071886792 | 0.1472758 | 7.278087603 | 3.39E-13 | 5.74E-13 | ENSG0000012525 | ABCC4

4 85 7

7249.82225 | -1.501942073 | 0.1189999 | -12.621368 | 1.61E-36 | 4.64E-36 | ENSG0000012534 | IRF1

9 43 7

817.028690 | 1.070589726 | 0.0939351 | 11.39711648 | 4.32E-30 | 1.09E-29 | ENSG0000012535 | UPF3B

5 39 1

656.047976 | -1.630871118 | 0.0537320 | -30.35192232 | 2.37E- | 1.03E- | ENSG0000012535 | RNF113A
54 202 200 2

842.745419 | 1.378648533 | 0.0609896 | 22.60463537 | 3.90E- | 447E- | ENSG0000012537 | DMAC2L

3 38 113 112 5

151.913488 | 2.281465515 | 0.0908770 | 25.10498038 | 4.39E- | 7.66E- | ENSG0000012538 | GRK4
08 139 138 8

609.701318 | -1.070026045 | 0.2085325 | -5.131219199 | 2.88E-07 | 4.08E-07 | ENSG0000012543 | HS3ST3BI

9 15 0

753.491728 | -1.334138933 | 0.0953540 | -13.99141823 | 1.76E-44 | 5.94E-44 | ENSG0000012544 | ARMC7

4 89 9

478.004632 | -1.060336069 | 0.0696774 | -15.21778512 | 2.70B-52 | 1.05E-51 | ENSG0000012545 | NT5C

8 24 8

860.118033 | 1.201284196 | 0.1150503 | 10.44137547 | 1.60E-25 | 3.66E-25 | ENSG0000012548 | GTF3C4

5 78 4

4191.16076 | -1.802283611 | 0.0831491 | -21.67530202 | 3.51E- | 3.41E- | ENSG0000012550 | PPPIR12C

9 81 104 103 3

19981.5471 | -2.471660634 | 0.1558604 | -15.85816876 | 1.23E-56 | 5.24E-56 | ENSG0000012550 | MBOAT7
07 5

846.827836 | -1.816952917 | 0.1775326 | -10.23446998 | 1.39E-24 | 3.10E-24 | ENSG0000012551 | OPRLI

3 83 0

31.9688828 | -1.244514379 | 0.1312806 | -9.479800318 | 2.55E-21 | 5.27E-21 | ENSG0000012553 | FNDCI1
53 1

6303.48853 | -3.198327481 | 0.1406244 | -22.74374962 | 1.65E- | 1.93E- | ENSG0000012553 | PPDPF

5 59 114 113 4

331.824492 | -1.061469874 | 0.0648880 | -16.35847281 | 3.79E-60 | 1.72E-59 | ENSG0000012561 | CHCHD5
79 1

138.834624 | 1.85057449 0.2210347 | 8.372323955 | 5.65B-17 | 1.05E-16 | ENSG0000012561 | PAXS

1 45 8

943.133618 | 1.160267807 | 0.1241432 | 9.346203592 | 9.09E-21 | 1.85E-20 | ENSG0000012563 | POLR1B

3 2 0

8988.46453 | -1.569040764 | 0.0766337 | -20.47454433 | 3.63E-93 | 2.90E-92 | ENSG0000012563 | PSD4
33 7




631.691082 | -2.392602944 0.1827815 | -13.08996101 | 3.76E-39 | 1.15E-38 | ENSG0000012564 | SLC25A23

9 18 8

2757.44276 | -1.129236933 0.0542901 | -20.80002392 | 4.33E-96 | 3.66E-95 | ENSG0000012565 | GTF2F1
75 1

893.304813 | -2.198940241 0.0854500 | -25.73363942 | 491E- 9.63E- ENSG0000012565 | ALKBH7

4 29 146 145 2

1163.41750 | -1.853913929 0.0639199 | -29.00367418 | 5.91E- 2.08E- ENSG0000012565 | CLPP

1 68 185 183 6

421.223873 | -3.015116295 0.2455677 | -12.27814283 | 1.19E-34 | 3.29E-34 | ENSG0000012565 | TNFSF9

5 81 7

3268.61347 | 1.510607866 0.0898025 | 16.82143195 | 1.70E-63 | 8.21E-63 | ENSG0000012567 | THOC2

8 73 6

1899.64736 | 1.299982833 0.0763043 | 17.03682022 | 4.38E-65 | 2.17E-64 | ENSG0000012568 | MEDI

5 11 6

476.869453 | 1.062474335 0.1012979 | 10.48860208 | 9.75E-26 | 2.23E-25 | ENSG0000012570 | ATG4C

9 93 3

613.348125 | -3.953111844 0.3058444 | -12.92523702 | 3.24E-38 | 9.70E-38 | ENSG0000012572 | CD70

6 37 6

175.082901 | -1.730947388 0.1828665 | -9.465630832 | 2.92E-21 | 6.02E-21 | ENSG0000012573 | C3

7 64 0

409.307094 | -2.861636674 0.1311629 | -21.81741777 | 1.59E- 1.59E- ENSG0000012573 | SH2D3A

3 41 105 104 1

431.572863 | -2.150596932 0.1621820 | -13.26038939 | 3.93E-40 | 1.22E-39 | ENSG0000012573 | TRIP10

5 35 3

3646.84040 | -2.294911166 0.0908786 | -25.25247535 | 1.06E- 1.92E- ENSG0000012573 | GPR108

7 62 140 139 4

2268.07168 | -4.436362137 0.1677131 | -26.45207951 | 3.45E- 7.66E- ENSG0000012573 | TNFSF14

2 71 154 153 5

12833.0034 | 4.827381081 0.2195072 | 21.99189713 | 3.44E- 3.53E- ENSG0000012574 | FOSB

8 6 107 106 0

363.205591 | -1.40089662 0.1697364 | -8.253365106 | 1.54E-16 | 2.84E-16 | ENSG0000012574 | RTN2

5 17 4

1303.34321 | -1.0132654 0.0584133 | -17.34647372 | 2.10E-67 | 1.08E-66 | ENSG0000012574 | EML2

9 36 6

20531.3341 | -3.633385602 0.1252825 | -29.00152968 | 6.29E- 2.21E- ENSG0000012575 | VASP

4 5 185 183 3

8639.19809 | -1.405232494 0.0922943 | -15.22555091 | 2.39E-52 | 9.39E-52 | ENSG0000012577 | GPCPDI

7 61 2

84.1738120 | -2.40340269 0.1014170 | -23.69820335 | 3.76E- 5.19E- ENSG0000012577 | SDCBP2

2 84 124 123 5

6022.35486 | -1.074438311 0.2463900 | -4.360721916 | 1.30E-05 | 1.73E-05 | ENSG0000012581 | CD93

8 09 0

1604.59824 | -1.780373479 0.1294250 | -13.75602104 | 4.69E-43 | 1.54E-42 | ENSG0000012581 | GZF1

8 33 2




6352.89383 | -1.818581787 0.1009513 | -18.01443179 | 1.50E-72 | 8.45E-72 | ENSG0000012581 | PSMF1

1 82 8

4770.20383 | -1.877577383 0.0669725 | -28.03504395 | 6.08E- 1.78E- ENSG0000012582 | RBCK1

6 14 173 171 6

4236.23511 | -1.338500581 0.0680399 | -19.67228199 | 3.73E-86 | 2.66E-85 | ENSG0000012583 | SNRPB

7 24 5

872.869978 | 1.034237834 0.1288584 | 8.026155895 | 1.01E-15 | 1.82E-15 | ENSG0000012588 | MCMS8

3 28 5

1186.30185 | -2.410971359 0.1266958 | -19.02960612 | 9.70E-81 | 6.30E-80 | ENSG0000012589 | FAM110A
1 8

143.662461 | -1.508353875 0.2731720 | -5.521625251 | 3.36E-08 | 4.90E-08 | ENSG0000012590 | SIRPD

9 84 0

8697.42704 | -3.675395638 0.1614665 | -22.76258313 | 1.08E- 1.27E- ENSG0000012591 | S1PR4

9 44 114 113 0

274.060604 | 1.059869625 0.0837458 | 12.65578617 | 1.04E-36 | 3.01E-36 | ENSG0000012594 | ZNF436

9 54 5

5207.96377 | -1.228417802 0.0832170 | -14.76160761 | 2.59E-49 | 9.59E-49 | ENSG0000012595 | MAX

6 75 2

250.146843 | 1.332546674 0.0860464 | 15.48635655 | 4.29E-54 | 1.74E-53 | ENSG0000012596 | ARMCXS

9 93 2

147.953389 | 2.844131523 0.0965923 | 29.44468663 | 1.47E- 5.59E- ENSG0000012596 | MMP24

4 52 190 189 6

7836.47831 | -1.687375646 0.0657083 | -25.6797807 1.97E- 3.82E- ENSG0000012597 | RALY

3 36 145 144 0

2252.66934 | -1.576736661 0.0759539 | -20.7591191 1.01E-95 | 8.51E-95 | ENSG0000012597 | DYNLRBI

1 29 1

486.197107 | -1.252856485 0.0801483 | -15.63171507 | 4.43E-55 | 1.83E-54 | ENSG0000012599 | ROMOI1

9 7 5

122791738 | -1.965997466 0.0826766 | -23.77935307 | 5.46E- 7.63E- ENSG0000012600 | MMP240S

8 59 125 124 5

147.835941 | 1.391486349 0.1814353 | 7.669322618 | 1.73E-14 | 3.04E-14 | ENSG0000012601 | AMOT
65 6

841.414875 | -1.256713427 0.0908861 | -13.82734083 | 1.74E-43 | 5.79E-43 | ENSG0000012606 | TMEMI115

3 25 2

2498.28856 | 2.24005542 0.0532896 | 42.03546443 | 0.00E+0 | 0.00E+0 | ENSG0000012607 | AGO3

1 56 0 0 0

598.276702 | 1.369886387 0.0729696 | 18.77336276 | 1.25E-78 | 7.81E-78 | ENSG0000012609 | ST3GAL3

5 86 1

135.850141 | -1.062801157 0.1507703 | -7.049140111 | 1.80E-12 | 2.99E-12 | ENSG0000012624 | LRFN3

1 27 3

1642.64183 | -4.225817174 0.1159023 | -36.46014645 | 4.75E- 5.22E- ENSG0000012624 | IGFLR1
64 291 289 6

12668.6581 | -1.720241791 0.0932146 | -18.45463695 | 4.79E-76 | 2.86E-75 | ENSG0000012624 | CAPNSI1

6 1 7




2223.36534 | -1.972451838 | 0.0717764 | -27.48048723 | 3.00E- | 7.87E- | ENSG0000012625 | RBM42

6 51 166 165 4

7450.86448 | -7.554455584 | 0.2516617 | -30.0182937 | 5.66E- | 2.34E- | ENSG0000012626 | FFAR2

2 25 198 196 2

902.145664 | -1.039049245 | 0.1364354 | -7.615681138 | 2.62E-14 | 4.59E-14 | ENSG0000012626 | HCST

9 97 4

3481.19474 | -1.744884233 | 0.0873433 | -19.97728849 | 8.68E-89 | 6.43E-88 | ENSG0000012626 | COX6B1

3 97 7

1836.22781 | -3.290499744 | 0.1552079 | -21.20058827 | 9.43E- | 8.46E-99 | ENSG0000012635 | CCR7

2 45 100 3

435.134501 | -1.370032102 | 0.1252184 | -10.9411363 | 7.33E-28 | 1.76E-27 | ENSG0000012636 | NRIDI

5 48 8

4640.83687 | -2.989038066 | 0.0953673 | -31.34236248 | 1.24E- | 6.38E- | ENSG0000012643 | PRDX5

3 5 215 214 2

423254609 | -1.087117186 | 0.0833923 | -13.03616956 | 7.62E-39 | 2.31E-38 | ENSG0000012645 | BCL2L12

8 79 3

3113.83959 | -1.746156693 | 0.0708290 | -24.65309755 | 3.41E- | 5.48E- | ENSG0000012645 | IRF3

7 99 134 133 6

587.667800 | -1.747349194 | 0.1459694 | -11.97064673 | 5.06E-33 | 1.36E-32 | ENSG0000012645 | RRAS

6 9 8

2414.92049 | -1.006534262 | 0.0649604 | -15.49457926 | 3.77E-54 | 1.53E-53 | ENSG0000012646 | SCAF1

1 13 1

998.874247 | -1.622933725 | 0.0892502 | -18.18407214 | 6.90E-74 | 3.99E-73 | ENSG0000012652 | ASL

9 91 2

1273.34422 | 1.975634892 | 0.1070035 | 18.46326814 | 4.08E-76 | 2.44E-75 | ENSG0000012670 | AHDCI

7 31 5

1986.65239 | -2.160320568 | 0.1742699 | -12.39640383 | 2.73E-35 | 7.68E-35 | ENSG0000012670 | IFI6
41 9

7889.52971 | -2.463867112 | 0.2026711 | -12.15697052 | 5.27E-34 | 1.44E-33 | ENSG0000012675 | CFP

4 43 9

1343.6289 | -2.179698372 | 0.0776025 | -28.08797609 | 1.37E- | 4.05E- | ENSG0000012676 | TIMM17B
43 173 172 8

2508.48994 | 1.789091137 | 0.0763440 | 23.43457201 | 1.90BE- | 2.48B- | ENSG0000012677 | PCNX4

8 93 121 120 3

3866.98917 | 1.123974602 | 0.1078969 | 10.41711438 | 2.07E-25 | 4.71E-25 | ENSG0000012677 | KTNI1

3 24 7

334.971989 | 1.342165529 | 0.1013502 | 13.24285023 | 4.96E-40 | 1.54E-39 | ENSG0000012679 | L3HYPDH

2 01 0

292929361 | -3.047028964 | 0.2108139 | -14.45363938 | 2.38E-47 | 8.52E-47 | ENSG0000012682 | PLEKHG3
61 2

331.167856 | 1.422383508 | 0.1398892 | 10.16792925 | 2.76E-24 | 6.10E-24 | ENSG0000012686 | OMG

5 02 1

555397271 | 1.621104195 0.0942022 | 17.20876839 | 2.28E-66 | 1.16E-65 | ENSG0000012687 | WDR60

9 21 0




391.273728 | 3.830222984 0.2180958 | 17.56210978 | 4.81E-69 | 2.54E-68 | ENSG0000012687 | AIFI1L

1 34 8

126.856263 | 3.098635176 0.1330426 | 23.29053328 | 5.53E- 7.02E- ENSG0000012689 | AVPR2

9 89 120 119 5

1236.87146 | -1.933591018 0.0945085 | -20.45943576 | 4.95E-93 | 3.95E-92 | ENSG0000012690 | SLC10A3

2 21 3

6048.51625 | -2.103583402 0.0822375 | -25.5793499 | 2.59E- 4.96E- ENSG0000012693 | MAP2K2

6 63 144 143 4

3754.11684 | -1.82951115 0.0830756 | -22.02224138 | 1.76E- 1.82E- ENSG0000012694 | HNRNPH2

5 11 107 106 5

144.209270 | 2.029121384 0.1294290 | 15.67747902 | 2.16E-55 | 8.94E-55 | ENSG0000012694 | ARMCX1

7 61 7

268.214554 | 1.88722224 0.0900348 | 20.96102762 | 1.49E-97 | 1.29E-96 | ENSG0000012708 | ZNF484

4 15 1

16897.4694 | -3.287846784 0.1422149 | -23.11885585 | 2.99E- 3.70E- ENSG0000012708 | FGD3

3 44 118 117 4

993.057977 | 1.267257008 0.1319506 | 9.604023229 | 7.69E-22 | 1.61E-21 | ENSG0000012712 | HIVEP3

6 4 4

762.496689 | -1.400201029 0.2138944 | -6.546223555 | 5.90E-11 | 9.39E-11 | ENSG0000012715 | BCL11B

6 72 2

1538.42615 | 1.299473062 0.0823107 | 15.78740122 | 3.80E-56 | 1.60E-55 | ENSG0000012731 | HELB

2 64 1

79.7905874 | 1.594568816 0.2330406 | 6.842450083 | 7.79E-12 | 1.27E-11 | ENSG0000012732 | PTPRB

3 21 9

1097.54554 | 1.274883138 0.1586873 | 8.033928208 | 9.44E-16 | 1.71E-15 | ENSG0000012741 | FGFRL1

8 95 8

1624.10203 | -1.288073786 0.0955168 | -13.48530195 | 1.91E-41 | 6.09E-41 | ENSG0000012741 | TMEMI175

7 66 9

1350.16518 | -1.071715059 0.0553389 | -19.36636951 | 1.48E-83 | 1.01E-82 | ENSG0000012744 | PIN1

2 76 5

1906.59034 | 1.44964382 0.0727720 | 19.92033252 | 2.71E-88 | 2.00E-87 | ENSG0000012746 | EMC1

2 69 3

10396.8534 | -2.623466312 0.1814374 | -14.45934117 | 2.19E-47 | 7.85E-47 | ENSG0000012752 | KLF2

6 72 8

63.3460373 | -1.347681991 0.2034274 | -6.624879124 | 3.48E-11 | 5.57E-11 | ENSG0000012753 | F2RL3
08 3

1604.62629 | -2.049209307 0.0993756 | -20.62084773 | 1.78E-94 | 1.46E-93 | ENSG0000012754 | UQCRI11

7 09 0

151.984039 | -1.425401486 0.1155390 | -12.33697138 | 5.73E-35 | 1.60E-34 | ENSG0000012758 | FBXL16

5 12 5

18979.4862 | 1.829819129 0.0835317 | 21.9056654 2.29E- 2.32E- ENSG0000012760 | MACFI

1 76 106 105 3

5247.77395 | -1.532426764 0.0934351 | -16.40097364 | 1.88E-60 | 8.63E-60 | ENSG0000012766 | KDM4B

4 09 3




1223.42687 | -1.553208869 0.0907925 | -17.10722495 | 1.31E-65 | 6.57E-65 | ENSG0000012766 | TICAMI1

3 67 6

275.333407 | -3.811422719 0.0792594 | -48.08790836 | 0.00E+0 | 0.00E+0 | ENSG0000012777 | EMC6

1 82 0 0 4

12707.0634 | -4.621727589 0.1522346 | -30.35923544 | 1.90E- 8.31E- ENSG0000012782 | TUBA4A

6 5 202 201 4

39.3553309 | -1.208671528 0.1763416 | -6.854147923 | 7.17E-12 | 1.17E-11 | ENSG0000012783 | VILI

9 17 1

1822.43229 | -1.024846235 0.0468772 | -21.86231942 | 5.94E- 5.97E- ENSG0000012783 | AAMP

3 88 106 105 7

4578.12193 | 2.394683571 0.0796593 | 30.06154824 | 1.54E- 6.42E- ENSG0000012791 | AKAP9

5 56 198 197 4

327.364970 | -2.11280637 0.2479630 | -8.520651369 | 1.59E-17 | 3.00E-17 | ENSG0000012792 | GNG11

2 11 0

6433.94414 | -3.836480825 0.1394424 | -27.51299639 | 1.23E- 3.23E- ENSG0000012794 | POR
94 166 165 8

2901.91178 | -5.313308867 0.2793599 | -19.01957973 | 1.17E-80 | 7.61E-80 | ENSG0000012795 | STEAP4

3 51 4

352.831103 | 4.782455083 0.1993152 | 23.99442557 | 3.18E- 4.58E- ENSG0000012795 | GNAIL

1 56 127 126 5

680.332005 | 1.267122762 0.0661395 | 19.15830961 | 8.25E-82 | 5.46E-81 | ENSG0000012798 | PEXI1

2 91 0

825.600189 | 1.996505581 0.0951579 | 20.98096069 | 9.79E-98 | 8.52E-97 | ENSG0000012799 | CASDI1

9 68 5

856.520944 | 1.574211764 0.1000063 | 15.74111756 | 7.90E-56 | 3.30E-55 | ENSG0000012800 | ZNF780B

1 53 0

1324.94531 | -3.03380908 0.1505889 | -20.14629405 | 2.90E-90 | 2.21E-89 | ENSG0000012801 | LRFNI1

2 41 1

30982.2196 | -2.755957621 0.1586235 | -17.37420241 | 1.29E-67 | 6.70E-67 | ENSG0000012801 | ZFP36

8 47 6

487.678619 | 1.530045963 0.0846880 | 18.06685508 | 5.81E-73 | 3.31E-72 | ENSG0000012803 | SRD5A3

3 08 9

87.7120628 | -1.165609663 0.1834923 | -6.352360234 | 2.12E-10 | 3.32E-10 | ENSG0000012816 | ADM2

8 75 5

613.308651 | -1.456779198 0.0843350 | -17.27371769 | 7.42E-67 | 3.81E-66 | ENSG0000012818 | DGCR6L

7 13 5

1218.51037 | 1.324844748 0.0526826 | 25.1476531 1.50E- 2.64E- ENSG0000012819 | DGCRS

3 4 139 138 1

106.901284 | -2.843109228 0.1737960 | -16.35888605 | 3.76E-60 | 1.71E-59 | ENSG0000012821 | VPREB3

9 16 8

578.877617 | -1.863475353 0.1028560 | -18.11730568 | 2.33E-73 | 1.34E-72 | ENSG0000012822 | SDF2L1

1 97 8

127.862997 | -2.584442907 0.2113746 | -12.22683631 | 2.23E-34 | 6.15E-34 | ENSG0000012826 | GNAZ

3 22 6




434.380895 | -1.015958338 0.2331740 | -4.357080748 | 1.32E-05 | 1.75E-05 | ENSG0000012826 | MGAT3

9 9 8

1973.51759 | -6.347271069 0.1039758 | -61.04564656 | 0.00E+0 | 0.00E+0 | ENSG0000012827 | ADORA2A

6 19 0 0 1

270.601893 | -1.825525349 0.2680479 | -6.810442038 | 9.73E-12 | 1.59E-11 | ENSG0000012828 | CDC42EPI

7 97 3

1508.36347 | -1.608231102 0.1176274 | -13.67223946 | 1.49E-42 | 4.85E-42 | ENSG0000012828 | APOL3

3 82 4

4737.89745 | -1.731461001 0.1163532 | -14.88106741 | 4.37E-50 | 1.64E-49 | ENSG0000012829 | TPST2

1 8 4

542.160193 | -1.204942173 0.1268834 | -9.496446643 | 2.17E-21 | 4.50E-21 | ENSG0000012831 | TST

5 77 1

2230.40427 | -2.355845513 0.0848024 | -27.78038152 | 7.49E- 2.07E- ENSG0000012833 | APOL2
9 170 168 5

36030.9145 | -2.858687103 0.0927670 | -30.81576873 | 1.61E- 7.52E- ENSG0000012834 | RAC2

3 22 208 207 0

879.575010 | -4.799827673 0.2994959 | -16.0263532 | 8.36E-58 | 3.63E-57 | ENSG0000012834 | LIF

5 37 2

7494.47742 | -5.284254943 0.2788374 | -18.95102456 | 4.33E-80 | 2.78E-79 | ENSG0000012838 | APOBEC3A

1 28 3

497.943471 | -1.958847461 0.1841646 | -10.63638996 | 2.02E-26 | 4.69E-26 | ENSG0000012851 | DOCK4

7 9 2

2143.55141 | -1.873759635 0.0838277 | -22.35250148 | 1.14E- 1.25E- ENSG0000012852 | ATP6VIF

9 38 110 109 4

175.267936 | 1.881625512 0.1032881 | 18.21724701 | 3.77E-74 | 2.19E-73 | ENSG0000012856 | PODXL

8 37 7

687.831406 | -1.165308764 0.0880173 | -13.23954181 | 5.19E-40 | 1.61E-39 | ENSG0000012859 | DNAJB9

8 03 0

103.155703 | -1.055029863 0.2455545 | -4.296519458 | 1.74E-05 | 2.30E-05 | ENSG0000012859 | FLNC

6 41 1

1033.75768 | -2.583732386 0.2218767 | -11.64490138 | 2.44E-31 | 6.31E-31 | ENSG0000012859 | LRRC4

6 08 4

168.309668 | 1.373107258 0.1746827 | 7.860579522 | 3.82E-15 | 6.82E-15 | ENSG0000012859 | CCDC136

6

119.592610 | 1.473729098 0.2341367 | 6.29430985 3.09E-10 | 4.80E-10 | ENSG0000012860 | SMO

1 26 2

514.594186 | -1.41651979 0.0803732 | -17.62427079 | 1.60E-69 | 8.56E-69 | ENSG0000012862 | MRPS12
43 6

271.123468 | 1.546555227 0.1039316 | 14.88049683 | 4.41E-50 | 1.65E-49 | ENSG0000012869 | OSGEPLI

6 93 4

2686.37899 | 1.844099433 0.0849857 | 21.69892035 | 2.10E- 2.05E- ENSG0000012873 | HERC2

2 69 104 103 1

893.072442 | 1.127957005 0.1748668 | 6.450375741 | 1.12E-10 | 1.76E-10 | ENSG0000012879 | TWSGI1

4 68 1




264.932399 | 2.410457324 | 0.1721562 | 14.00156374 | 1.52E-44 | 5.16E-44 | ENSG0000012880 | ARHGAP22

2 94 5

1976.11887 | 1.522023173 | 0.0787620 | 19.32433006 | 3.35E-83 | 2.27E-82 | ENSG0000012882 | EIF2AK4

7 15 9

565.210634 | 4.828200131 0.1770818 | 27.26536051 | 1.09E- | 2.76E- | ENSG0000012883 | MYOS5C

2 37 163 162 3

1115.27616 | 1.938089866 | 0.0627710 | 30.87555846 | 2.54E- | 1.20E- | ENSG0000012888 | TTBK2

7 06 209 207 1

53.2599167 | -1.456735396 | 0.1679828 | -8.671927828 | 4.25E-18 | 8.14E-18 | ENSG0000012888 | ELL3

9 78 6

1330.80330 | 1.591095252 | 0.0908761 | 17.50839695 | 1.24E-68 | 6.49E-68 | ENSG0000012891 | ICE2

5 24 5

58.2238992 | -1.931162044 | 0.1853108 | -10.42120591 | 1.98E-25 | 4.51E-25 | ENSG0000012891 | ALDH1A2

8 04 8

6613.45638 | 2.145160158 | 0.0965987 | 22.20692013 | 2.94E- | 3.14E- | ENSG0000012900 | VPSI3C

5 24 109 108 3

387.214760 | -1.245661465 | 0.0646671 | -19.2626604 | 1.11E-82 | 7.41E-82 | ENSG0000012915 | SERGEF

5 56 8

48.7384243 | 1.673791873 | 0.1259626 | 13.28800628 | 2.72E-40 | 8.49E-40 | ENSG0000012916 | TPHI

4 04 7

395.478137 | 1.189597421 0.2101611 | 5.660405919 | 1.51E-08 | 2.23E-08 | ENSG0000012917 | E2F8
51 3

493163460 | 1.515817883 | 0.1008213 | 15.03469527 | 4.35E-51 | 1.66E-50 | ENSG0000012919 | SOXI5

5 24 4

995.711292 | 1.116685906 | 0.0619681 | 18.02032251 | 1.35E-72 | 7.61E-72 | ENSG0000012919 | RPAIN

9 42 7

103.179831 | 2.451349382 | 0.2091966 | 11.71791792 | 1.03E-31 | 2.69E-31 | ENSG0000012920 | USP6

8 68 4

748.986396 | -2.092137365 | 0.1488265 | -14.05755294 | 6.92E-45 | 2.36E-44 | ENSG0000012921 | PLD2

9 69 9

10701.9186 | -8.257499914 | 0.1868660 | -44.18940206 | 0.00E+0 | 0.00E+0 | ENSG0000012922 | CD68

4 7 0 0 6

131.803457 | -1.082500803 | 0.2312067 | -4.681960456 | 2.84E-06 | 3.87E-06 | ENSG0000012924 | ATP1B2

8 38 4

1465.3454 | -1.743180649 | 0.1038474 | -16.78597584 | 3.09E-63 | 1.49E-62 | ENSG0000012925 | KIF1C
42 0

213.560071 | -1.794741296 | 0.2177489 | -8.242250812 | 1.69E-16 | 3.11E-16 | ENSG0000012929 | LRRC6

2 3 5

1105.84609 | 1.64269021 0.1201282 | 13.67446597 | 1.44E-42 | 4.71E-42 | ENSG0000012931 | PUS7L

7 9 7

11723.5590 | -3.457530034 | 0.1299444 | -26.60776238 | 5.52E- | 1.25E- | ENSG0000012935 | SLC44A2

8 12 156 154 3

5786.54379 | -4.578239582 | 0.1646508 | -27.8057399 | 3.70E- | 1.03E- | ENSG0000012935 | CDKN2D

7 81 170 168 5




2237.54263 | -2.965208225 0.2834085 | -10.46266238 | 1.28E-25 | 2.93E-25 | ENSG0000012945 | SIGLEC9
8 74 0

1236.59833 | -2.015771649 0.1276447 | -15.79204176 | 3.53E-56 | 1.48E-55 | ENSG0000012946 | RIPK3
1 77 5

273.263372 | 1.361228246 0.1114282 | 12.21618465 | 2.55E-34 | 7.00E-34 | ENSG0000012948 | DTD2
5 64 0

95.8478702 | -2.847561277 0.1943355 | -14.65280889 | 1.29E-48 | 4.72E-48 | ENSG0000012952 | EGLN3
9 23 1

3057.22081 | 2.092349449 0.1017195 | 20.56978338 | 5.12E-94 | 4.15E-93 | ENSG0000012953 | MIS18BP1
4 67 4

819.899402 | -3.486266283 0.2663802 | -13.08755539 | 3.88E-39 | 1.18E-38 | ENSG0000012953 | RNASEI
7 51 8

2553.36274 | -1.924858399 0.0655778 | -29.3522846 | 2.23E- 8.27E- ENSG0000012955 | NEDDS
5 05 189 188 9

2555.40208 | -1.515418335 0.0790870 | -19.16139123 | 7.78E-82 | 5.15E-81 | ENSG0000012956 | DADI1
8 72 2

2321.67163 | -1.086960365 0.0893619 | -12.16356915 | 4.86E-34 | 1.33E-33 | ENSG0000012962 | REEPS
8 59 5

197.274801 | 1.347570764 0.1100767 | 12.24210458 | 1.85E-34 | 5.10E-34 | ENSG0000012964 | QRICH2
1 24 6

11218.3676 | -3.364546102 0.1037874 | -32.41765192 | 1.55E- 9.40E- ENSG0000012965 | SEC14L1
4 71 230 229 7

4463.67957 | -1.881746558 0.1148522 | -16.3840589 | 2.49E-60 | 1.13E-59 | ENSG0000012966 | RHBDF2
7 82 7

5964.58028 | 1.003036275 0.0749824 | 13.37694528 | 8.25E-41 | 2.60E-40 | ENSG0000012967 | ARHGEF6
6 61 5

718.711457 | 1.519750883 0.0859114 | 17.68973534 | 5.03E-70 | 2.71E-69 | ENSG0000012968 | MAP7D3
6 54 0

103.948391 | -1.214631801 0.1582035 | -7.677649961 | 1.62E-14 | 2.85E-14 | ENSG0000012974 | CHRNA10
4 92 9

400.941019 | -1.06232561 0.2070451 | -5.130888659 | 2.88E-07 | 4.08E-07 | ENSG0000012975 | CDKNIC
7 5 7

250.409078 | 1.498203981 0.1779351 | 8.419946032 | 3.77E-17 | 7.05E-17 | ENSG0000012981 | SGO1
9 05 0

5453.64845 | -2.468819201 0.1162632 | -21.23474226 | 4.56E- 4.13E-99 | ENSG0000012992 | TMEMSA
8 05 100 5

941.591203 | 4.852283013 0.2381970 | 20.3708795 3.03E-92 | 2.38E-91 | ENSG0000012995 | PLPPR3
5 31 1

4194.67468 | -2.541561026 0.1072598 | -23.69535785 | 4.03E- 5.54E- ENSG0000012996 | ABHD17A
7 71 124 123 8

45570.1499 | -3.770201106 0.1682764 | -22.40480893 | 3.53E- 3.91E- ENSG0000013006 | SAT1

2 23 111 110 6

901.413935 | 1.825662403 0.0529568 | 34.47453256 | 1.93E- 1.58E- ENSG0000013011 | GNL3L
1 43 260 258 9




152.564242 | 2.56225386 0.2560248 | 10.00783128 | 1.41E-23 | 3.06E-23 | ENSG0000013014 | SH3BP4

3 86 7

1431.18358 | -1.120050852 0.1188913 | -9.420793831 | 4.48E-21 | 9.20E-21 | ENSG0000013015 | MOSPD2
45 0

1403.91646 | -1.927620531 0.1036735 | -18.59316985 | 3.65E-77 | 2.22E-76 | ENSG0000013015 | ECSIT

8 83 9

1588.55309 | -2.603135507 0.0919600 | -28.30725276 | 2.81E- 8.69E- ENSG0000013016 | ELOF1

3 19 176 175 5

366.950958 | -1.178166949 0.2359208 | -4.993908716 | 5.92E-07 | 8.29E-07 | ENSG0000013020 | APOE

4 02 3

716.608086 | -6.455757902 0.2206807 | -29.25382863 | 4.01E- 1.47E- ENSG0000013022 | GADDA45G

2 86 188 186 2

480.413317 | -1.12296575 0.0838064 | -13.39952055 | 6.09E-41 | 1.92E-40 | ENSG0000013024 | FAM9SC

8 13 4

7811.65692 | -1.324399394 0.0944050 | -14.02890978 | 1.04E-44 | 3.52E-44 | ENSG0000013025 | RPL36

5 12 5

397.606491 | 1.064453389 0.0973197 | 10.93769033 | 7.61E-28 | 1.83E-27 | ENSG0000013027 | ATP8B3

3 59 0

291.904112 | -2.42926668 0.2280785 | -10.65101041 | 1.72E-26 | 4.02E-26 | ENSG0000013030 | PLVAP

2 19 0

3218.20780 | -1.716329704 0.1081922 | -15.86369781 | 1.13E-56 | 4.80E-56 | ENSG0000013030 | BST2

3 84 3

1257.67271 | -1.686962581 0.0739006 | -22.82744874 | 2.45E- 2.89E- ENSG0000013030 | NSUNS

5 19 115 114 5

23.1744200 | 1.179701983 0.0927508 | 12.71903608 | 4.64E-37 | 1.35E-36 | ENSG0000013030 | USHBP1

5 95 7

6998.38789 | -1.235183541 0.1104790 | -11.18025122 | 5.09E-29 | 1.26E-28 | ENSG0000013030 | COLGALTI

8 51 9

1169.56943 | -1.039890358 0.0578267 | -17.98286516 | 2.65E-72 | 1.49E-71 | ENSG0000013031 | DDA1

2 34 1

2202.54961 | -1.227427428 0.0940626 | -13.04903535 | 6.44E-39 | 1.96E-38 | ENSG0000013031 | PGLS
95 3

698.778462 | -1.006862277 0.1284996 | -7.835526691 | 4.67E-15 | 8.31E-15 | ENSG0000013034 | SNX9

6 3 0

386.146715 | 1.01742377 0.0832375 | 12.22313562 | 2.34E-34 | 6.43E-34 | ENSG0000013036 | RSPH3

4 42 3

5068.70851 | -1.66129061 0.1254184 | -13.24598763 | 4.76E-40 | 1.48E-39 | ENSG0000013038 | MLLT1

5 03 2

16838.4027 | -2.508978144 0.1198894 | -20.92743824 | 3.01E-97 | 2.59E-96 | ENSG0000013042 | ARPCIB

6 06 9

242047761 | -1.571413836 0.0930918 | -16.88025347 | 6.29E-64 | 3.06E-63 | ENSG0000013047 | FCHOI1

1 39 5

610.146541 | 4.858898855 0.3013581 | 16.1233361 1.75E-58 | 7.73E-58 | ENSG0000013050 | PXDN

1 57 8




1699.61412 | -1.117502365 0.0988158 | -11.30893534 | 1.19E-29 | 2.96E-29 | ENSG0000013051 | SSBP4

6 77 1

98.7723967 | -2.071058638 0.1875245 | -11.04419821 | 2.34E-28 | 5.68E-28 | ENSG0000013051 | GDF15

9 81 3

979.828970 | 2.253367381 0.1768512 | 12.74159958 | 3.47E-37 | 1.01E-36 | ENSG0000013051 | IQCN

7 16 8

1724.89239 | -1.307491116 0.0723214 | -18.07888547 | 4.67E-73 | 2.67E-72 | ENSG0000013052 | LSM4

3 45 0

13081.2524 | -1.518718414 0.1510552 | -10.05405866 | 8.82E-24 | 1.93E-23 | ENSG0000013052 | JUND

1 57 2

428.756994 | 1.537665506 0.0835181 | 18.41114578 | 1.07E-75 | 6.35E-75 | ENSG0000013054 | ZNF557

8 86 4

1643.95663 | -1.078461835 0.0892089 | -12.08916453 | 1.21E-33 | 3.27E-33 | ENSG0000013056 | UBACI1
63 0

353.224212 | 1.923444665 0.1142044 | 16.84211648 | 1.20E-63 | 5.81E-63 | ENSG0000013058 | ZBTB46
51 4

3266.75644 | -1.965719209 0.1289949 | -15.23873059 | 1.96E-52 | 7.69E-52 | ENSG0000013058 | HELZ2

7 45 9

28766.4117 | -3.712220886 0.1607270 | -23.09642473 | 5.03E- 6.20E- ENSG0000013059 | LSP1

2 79 118 117 2

288.129449 | -1.803701877 0.1967316 | -9.168337643 | 4.80E-20 | 9.63E-20 | ENSG0000013059 | TNNT3

6 16 5

321.552569 | -3.297473064 0.2325294 | -14.18088543 | 1.20E-45 | 4.17E-45 | ENSG0000013059 | TNNI2

9 2 8

381.950424 | 1.544648603 0.2706804 | 5.706538748 | 1.15E-08 | 1.71E-08 | ENSG0000013063 | COL5A1
72 5

174.942427 | 1.509316282 0.0971160 | 15.54136127 | 1.82E-54 | 7.43E-54 | ENSG0000013068 | ZNF337

5 93 4

1285.83932 | 1.45655417 0.0706998 | 20.60192903 | 2.64E-94 | 2.15E-93 | ENSG0000013069 | CEP8&5

4 93 5

861.757374 | 1.204366402 0.0607635 | 19.82053699 | 1.98E-87 | 1.44E-86 | ENSG0000013069 | TAF4

6 61 9

532.624530 | 1.253009544 0.1658354 | 7.555740182 | 4.16E-14 | 7.25E-14 | ENSG0000013070 | LAMAS5

9 46 2

3234.62079 | -1.964052231 0.0914217 | -21.48341739 | 2.23E- 2.09E- ENSG0000013070 | OSBPL2

4 79 102 101 3

2025.83572 | -1.294124369 0.0846112 | -15.29493726 | 8.26E-53 | 3.27E-52 | ENSG0000013070 | ADRMI

9 9 6

838.779052 | -1.226276472 0.0608601 | -20.1490719 | 2.74E-90 | 2.09E-89 | ENSG0000013071 | UCK1

2 96 7

5148.73837 | -3.234225643 0.0995853 | -32.47693539 | 2.26E- 1.38E- ENSG0000013072 | CHMP2A

5 09 231 229 4

2876.76542 | -2.353277669 0.0902198 | -26.08381535 | 5.56E- 1.16E- ENSG0000013072 | UBE2M

8 41 150 148 5




937.133435 | -1.475872401 0.0968150 | -15.24424945 | 1.80E-52 | 7.07E-52 | ENSG0000013073 | ATG4D

8 26 4

8071.23885 | -2.414283751 0.1338408 | -18.03846525 | 9.72E-73 | 5.51E-72 | ENSG0000013075 | GMFG

3 63 5

594.854308 | -1.435319115 0.0967536 | -14.8347812 | 8.73E-50 | 3.26E-49 | ENSG0000013075 | MAP3K10

7 42 8

1469.11839 | -2.660592876 0.1077295 | -24.69697185 | 1.15E- 1.87E- ENSG0000013076 | SESN2

5 18 134 133 6

110.030056 | 1.214731416 0.1559877 | 7.787353698 | 6.84E-15 | 1.22E-14 | ENSG0000013076 | SMPDL3B
03 8

1710.97026 | -1.128764666 0.0706413 | -15.97881013 | 1.80E-57 | 7.75E-57 | ENSG0000013077 | ATPSIF1

8 47 0

465.101992 | -1.649416338 0.1318895 | -12.50604165 | 6.92E-36 | 1.96E-35 | ENSG0000013077 | MEDI8

7 61 2

16004.4027 | -3.087221785 0.1444830 | -21.36736326 | 2.69E- 2.48E- ENSG0000013077 | THEMIS2

6 49 101 100 5

81.3469522 | 2.529309555 0.1294828 | 19.53393041 | 5.65E-85 | 3.96E-84 | ENSG0000013078 | CCDC62

6 79 3

1322.18922 | -1.990955084 0.1481021 | -13.44312214 | 3.38E-41 | 1.07E-40 | ENSG0000013078 | HIPIR

3 35 7

826.088797 | -2.889783306 0.0963842 | -29.98190149 | 1.69E- 6.92E- ENSG0000013081 | PPAN

9 57 197 196 0

5383.81931 | -1.581376865 0.0755528 | -20.93074769 | 2.81E-97 | 2.42E-96 | ENSG0000013081 | EIF3G

9 13 1

1310.94057 | -1.17887799 0.0738198 | -15.96966345 | 2.08E-57 | 8.96E-57 | ENSG0000013081 | SHFL

4 39 3

527.096479 | 1.24805838 0.0712015 | 17.52851635 | 8.68E-69 | 4.57E-68 | ENSG0000013081 | ZNF426

9 98 8

2028.73196 | -4.227614722 0.2163111 | -19.54413538 | 4.63E-85 | 3.25E-84 | ENSG0000013082 | SLC6AS

2 66 1

11511.4154 | -2.544817081 0.1540459 | -16.51985499 | 2.64E-61 | 1.22E-60 | ENSG0000013083 | MPP1

4 7 0

756.811834 | 1.552363259 0.0814679 | 19.05489445 | 5.98E-81 | 3.90E-80 | ENSG0000013085 | ZNF236

9 54 6

204.971347 | -2.785726804 0.1310059 | -21.26412884 | 2.44E- 2.22E-99 | ENSG0000013095 | HABP4

8 22 100 6

47.9115440 | 1.439910996 0.1101942 | 13.06701912 | 5.08E-39 | 1.55E-38 | ENSG0000013099 | POLN

2 98 7

3776.83247 | -1.140893437 0.1119519 | -10.19092427 | 2.18E-24 | 4.83E-24 | ENSG0000013101 | SYNEI

5 1 8

1680.50920 | 1.650296211 0.0698117 | 23.63921682 | 1.52E- 2.07E- ENSG0000013102 | LATSI

4 97 123 122 3

9001.86835 | -3.124017446 0.2667807 | -11.71005595 | 1.13E-31 | 2.95E-31 | ENSG0000013104 | LILRB2

3 45 2




466.409129 | -1.166713253 0.1359259 | -8.583446725 | 9.21E-18 | 1.75E-17 | ENSG0000013106 | GGT7

7 62 7

3564.97271 | -1.873308249 0.0686666 | -27.2811979 | 7.09E- 1.80E- ENSG0000013110 | ATP6VI1E1

5 42 164 162 0

589.107907 | 1.736840166 0.1095481 | 15.85457534 | 1.31E-56 | 5.54E-56 | ENSG0000013112 | ZNF141

2 99 7

6394.1747 -1.310374289 0.0609279 | -21.50693742 | 1.34E- 1.26E- ENSG0000013114 | COX4I1
82 102 101 3

4315.25941 | 1.999439898 0.1032924 | 19.35707116 | 1.78E-83 | 1.21E-82 | ENSG0000013114 | GSE1

9 81 9

3648.33791 | -2.180248642 0.0826578 | -26.3767873 | 2.53E- 5.52E- ENSGO0000013116 | CHMP1A

5 54 153 152 5

134.495911 | -1.59609397 0.1431480 | -11.14994921 | 7.16E-29 | 1.76E-28 | ENSG0000013118 | F12

9 93 7

280.749858 | -1.090013126 0.1149437 | -9.483010187 | 2.47E-21 | 5.11E-21 | ENSG0000013118 | PRR7

5 89 8

1419.38558 | -1.054279159 0.0984005 | -10.71415718 | 8.73E-27 | 2.05E-26 | ENSG0000013119 | NFATCI

4 69 6

37131.5753 | -2.58086847 0.1171738 | -22.0259829 1.62E- 1.68E- ENSG0000013123 | CAP1

3 16 107 106 6

9897.86612 | -1.504615098 0.1284485 | -11.71376061 | 1.08E-31 | 2.83E-31 | ENSG0000013123 | PPT1

7 1 8

1993.67168 | -3.236664007 0.1322371 | -24.47621027 | 2.65E- 4.16E- ENSG0000013124 | RAB11FIP4

1 38 132 131 2

1317.30926 | -3.957000408 0.2739335 | -14.44510867 | 2.69E-47 | 9.63E-47 | ENSG0000013135 | ADGRE3
85 5

484.066603 | -2.372449383 0.1583136 | -14.98575756 | 9.10E-51 | 3.45E-50 | ENSG0000013137 | SH3BP5

5 1 0

3195.91061 | 1.07383052 0.0546790 | 19.6388098 7.21E-86 | 5.13E-85 | ENSG0000013137 | TBC1DS5

1 02 4

2257.21531 | -1.527474347 0.1249954 | -12.22024151 | 2.42E-34 | 6.66E-34 | ENSG0000013137 | RFTNI1

2 3 8

14121.2504 | -2.881601152 0.1494191 | -19.28534878 | 7.13E-83 | 4.79E-82 | ENSG0000013138 | SLC6A6

5 88 9

4056.84285 | -1.993741723 0.0813958 | -24.49438018 | 1.70E- 2.67E- ENSG0000013140 | NR1H2

5 84 132 131 8

12097.1870 | -2.399195123 0.1043398 | -22.99403938 | 5.35E- 6.46E- ENSG0000013144 | MGAT1

6 72 117 116 6

159.537345 | 1.011405917 0.1090110 | 9.278013293 | 1.73E-20 | 3.49E-20 | ENSG0000013147 | PSMC3IP

8 44 0

175.247640 | -2.903086341 0.1485214 | -19.54658402 | 4.41E-85 | 3.10E-84 | ENSG0000013147 | AOC3

5 16 1

206.203825 | -2.784437829 0.1296457 | -21.4772796 | 2.54E- 2.38E- ENSG0000013148 | AOC2

1 41 102 101 0




802.376850 | -1.483499922 0.0813456 | -18.23699816 | 2.62E-74 | 1.53E-73 | ENSG0000013149 | NDUFA2

4 2 5

3601.64806 | -2.957952838 0.0524993 | -56.34266377 | 0.00E+0 | 0.00E+0 | ENSG0000013150 | ANKHDI1

8 43 0 0 3

261.143455 | -1.866991902 0.1819609 | -10.26039688 | 1.06E-24 | 2.38E-24 | ENSG0000013163 | TMEM204
83 4

9456.65307 | -4.814077907 0.1736090 | -27.72941904 | 3.09E- 8.39E- ENSG0000013166 | NINJI

7 43 169 168 9

3600.21178 | -1.56045201 0.2134123 | -7.311911106 | 2.63E-13 | 4.48E-13 | ENSG0000013172 | IL13RAI

3 33 4

2976.74298 | -1.719235488 0.0787706 | -21.82584412 | 1.32E- 1.32E- ENSG0000013174 | STARD3

9 3 105 104 8

6188.76341 | -2.911154582 0.1313930 | -22.15607929 | 9.11E- 9.62E- ENSGO0000013175 | RARA

4 39 109 108 9

269.742361 | 2.460396956 0.0994666 | 24.73590057 | 4.40E- 7.16E- ENSG0000013178 | FMOS5

8 42 135 134 1

224.124940 | 2.181743597 0.0733310 | 29.75196405 | 1.64E- 6.45E- ENSG0000013184 | ZSCANSA

1 78 194 193 8

165.425759 | 1.866745794 0.1143836 | 16.32003801 | 7.11E-60 | 3.22E-59 | ENSG0000013184 | ZNF132
67 9

246.485447 | 2.630331695 0.2193545 | 11.99123509 | 3.95E-33 | 1.06E-32 | ENSG0000013196 | ABHDI12B

1 26 9

1073.93785 | -1.048450624 0.1301243 | -8.057297619 | 7.80E-16 | 1.41E-15 | ENSG0000013197 | GCH1
51 9

4256.79893 | -3.332941894 0.1790001 | -18.61977267 | 2.22E-77 | 1.36E-76 | ENSG0000013198 | LGALS3

6 39 1

28822.6461 | -4.946779822 0.1893896 | -26.11959215 | 2.18E- 4.58E- ENSG0000013200 | DNAJBI

8 27 150 149 2

191.368634 | 1.019915813 0.0884193 | 11.53497871 | 8.79E-31 | 2.25E-30 | ENSG0000013200 | FBXW9

1 93 4

150.672970 | -1.054714758 0.1287447 | -8.192291824 | 2.56E-16 | 4.70E-16 | ENSG0000013201 | ZNF20

3 74 0

66.4155240 | 1.922667791 0.1482453 | 12.96949521 | 1.82E-38 | 5.49E-38 | ENSG0000013201 | C19orf57

7 83 6

2017.96233 | -1.299462456 0.0666583 | -19.49437138 | 1.23E-84 | 8.53E-84 | ENSG0000013201 | DCAF15

8 41 7

1426.23401 | -1.177211939 0.0720919 | -16.32932144 | 6.11E-60 | 2.77E-59 | ENSG0000013202 | CC2D1A

1 08 4

1908.56805 | -2.161068599 0.0985983 | -21.91789077 | 1.75E- 1.78E- ENSG0000013210 | TRIM21

3 83 106 105 9

72.1999324 | 1.123608197 0.1205208 | 9.32293854 1.13E-20 | 2.30E-20 | ENSG0000013214 | CCT6B

8 2 1

9160.53127 | -1.545057818 0.0796137 | -19.40692754 | 6.74E-84 | 4.62E-83 | ENSG0000013215 | RAF1

1 26 5




764.148420 | -3.573824068 | 0.2113854 | -16.90667264 | 4.02E-64 | 1.97E-63 | ENSG0000013218 | FCRLA

5 18 5

357.649147 | -1.517948226 | 0.0741692 | -20.4659957 | 4.33E-93 | 3.46E-92 | ENSG0000013219 | HSD17B7

1 83 6

1757.14420 | 2.220581003 | 0.1202064 | 18.47305478 | 3.40E-76 | 2.04E-75 | ENSG0000013219 | ENOSFI

8 86 9

36.5688016 | -1.617910787 | 0.1784908 | -9.064393114 | 1.25E-19 | 2.49E-19 | ENSG0000013225 | CNGA4

1 01 9

9863.29750 | -1.332212896 | 0.0978583 | -13.61368646 | 3.32E-42 | 1.08E-41 | ENSG0000013227 | TRIM22

1 5 4

7656.20053 | -1.003924427 | 0.1490392 | -6.735972215 | 1.63E-11 | 2.64E-11 | ENSG0000013233 | PTPRE

9 77 4

161541349 | -1.813797597 | 0.1893021 | -9.581494322 | 9.57E-22 | 2.00E-21 | ENSG0000013235 | CARD6

3 63 7

2551.34940 | -2.276496274 | 0.1011964 | -22.49580397 | 4.56E- | 5.14E- | ENSG0000013237 | INPP5SK

5 84 112 111 6

483.938016 | 1.351184067 | 0.1779846 | 7.59157567 | 3.16E-14 | 5.52E-14 | ENSG0000013243 | FIGNLLI

5 67 6

4591.72394 | -1.241466124 | 0.2263125 | -5.485626163 | 4.12E-08 | 6.00E-08 | ENSG0000013246 | JCHAIN

9 64 5

4587.42099 | 1.432443693 | 0.0700420 | 20.45120964 | 5.86E-93 | 4.66E-92 | ENSG0000013246 | ANKRD17

8 03 6

13867.9338 | -3.632080331 | 0.1164634 | -31.18644542 | 1.63E- | 8.28E- | ENSG0000013247 | WBP2

1 28 213 212 1

37042.2251 | -2.249369489 | 0.1059955 | -21.221353 | 6.07E- | 5.47E-99 | ENSG0000013247 | H3F3B

5 74 100 5

9912.38499 | -2.558393934 | 0.1234437 | -20.725181 | 2.05E-95 | 1.71E-94 | ENSG0000013251 | KDM6B
44 0

443.160376 | -1.457893383 | 0.3222300 | -4.524386282 | 6.06E-06 | 8.15E-06 | ENSG0000013251 | CLEC10A

8 86 4

2550.39825 | -3.512604754 | 0.1010685 | -34.75466129 | 1.18E- | 1.01E- | ENSG0000013252 | GPS2
94 264 262 2

3356.40736 | 1.035191178 | 0.0699354 | 14.80209168 | 1.42E-49 | 5.28E-49 | ENSG0000013254 | VPS13B

8 66 9

59.2305313 | 1.207089929 | 0.1477016 | 8.172489528 | 3.02E-16 | 5.53E-16 | ENSG0000013256 | MATN2

1 18 1

417.903953 | 2.208207663 | 0.0627815 | 35.17286066 | 5.20E- | 4.81E- | ENSG0000013257 | PCBD2

6 77 271 269 0

1382.49680 | -1.8481997 0.0895244 | -20.64463066 | 1.09E-94 | 8.96E-94 | ENSG0000013258 | SDF2

3 74 1

27242.5343 | -3.669838444 | 0.1758666 | -20.86716814 | 1.06E-96 | 9.08E-96 | ENSG0000013258 | FLOT?2

7 25 9

242636808 | -1.345857162 | 0.0501079 | -26.85913913 | 6.60E- | 1.54E- | ENSG0000013261 | VPS4A

4 78 159 157 2




216.819108 | 3.609709428 0.1357521 | 26.59044652 | 8.75E- 1.97E- ENSG0000013261 | MTSS2

9 18 156 154 3

67.5428328 | 1.624017553 0.1497631 | 10.84390534 | 2.13E-27 | 5.07E-27 | ENSG0000013262 | HSPA12B

1 62 2

660.750988 | 2.721212529 0.1144231 | 23.78200136 | 5.13E- 7.17E- ENSG0000013264 | BTBD3

6 93 125 124 0

526.994233 | -1.185226541 0.0999135 | -11.86251572 | 1.85E-32 | 4.91E-32 | ENSG0000013266 | NXT]1

5 91 1

2568.83434 | -1.416372804 0.1914861 | -7.39673713 1.40E-13 | 2.39E-13 | ENSG0000013269 | ARHGEF11
62 4

210.084124 | -1.338716947 0.1988091 | -6.733679043 | 1.65E-11 | 2.68E-11 | ENSG0000013270 | FCRL2
41 4

223.441617 | 2.468267251 0.2318117 | 10.6477225 1.79E-26 | 4.16E-26 | ENSG0000013274 | ACY3

9 56 4

587.806184 | 1.613366069 0.1298202 | 12.42769245 | 1.85E-35 | 5.20E-35 | ENSG0000013274 | TESMIN

4 44 9

235.541633 | 1.218785243 0.1013102 | 12.03022901 | 2.46E-33 | 6.64E-33 | ENSG0000013276 | MMACHC

5 28 3

14250.7813 | -4.554824472 0.1630576 | -27.93382254 | 1.04E- 2.99E- ENSG0000013281 | RBM38

9 86 171 170 9

2880.08874 | -2.531701514 0.0942861 | -26.85125479 | 8.15E- 1.90E- ENSG0000013282 | OSER1

8 53 159 157 3

972764923 | -2.27122792 0.1516769 | -14.97411646 | 1.08E-50 | 4.10E-50 | ENSG0000013282 | PPP1R3D

6 24 5

733.994264 | 3.570490803 0.1203183 | 29.67537532 | 1.60E- 6.20E- ENSG0000013284 | ZBED3

2 03 193 192 6

827.630261 | -2.443929408 0.1214799 | -20.11797015 | 5.14E-90 | 3.89E-89 | ENSG0000013287 | FBX0O44

8 2 9

1561.00780 | 1.626161094 0.1077073 | 15.0979634 1.67E-51 | 6.43E-51 | ENSG0000013295 | XPO4

3 15 3

1714.80655 | -1.529176596 0.0792877 | -19.28641384 | 6.99E-83 | 4.70E-82 | ENSG0000013296 | POMP

6 62 3

22098.1598 | -4.771194917 0.2194011 | -21.74644359 | 7.46E- 7.39E- ENSG0000013296 | ALOXS5AP

2 58 105 104 5

555.206541 | 1.447778898 0.1382690 | 10.47074074 | 1.18E-25 | 2.69E-25 | ENSG0000013302 | MYHI10
04 6

2458.46101 | -4.314930628 0.2780900 | -15.5163057 | 2.69E-54 | 1.09E-53 | ENSG0000013304 | CHI3L1

6 76 8

1068.99438 | 1.178957569 0.1001321 | 11.77402009 | 5.31E-32 | 1.39E-31 | ENSG0000013305 | DSTYK

7 18 9

955.16875 -5.686060846 0.2439519 | -23.30811696 | 3.67E- 4.68E- ENSG0000013306 | CHIT1
61 120 119 3

624.034682 | -2.915684422 0.2950842 | -9.88085341 5.04E-23 | 1.08E-22 | ENSG0000013306 | LGR6

2 71 7




5184.20898 | -4.259643901 0.2762705 | -15.4183787 1.23E-53 | 4.95E-53 | ENSG0000013306 | TMCC2
6 46 9

734.038119 | 1.735107066 0.2761008 | 6.284324381 | 3.29E-10 | 5.12E-10 | ENSG0000013310 | CCNAl
7 12 1

542.096829 | 1.024129636 0.1094946 | 9.353238579 | 8.50E-21 | 1.73E-20 | ENSG0000013310 | COG6

4 55 3

2113.40504 | 1.115835765 0.0908756 | 12.27870491 | 1.18E-34 | 3.26E-34 | ENSG0000013310 | SPART

9 &9 4

943.876625 | -1.930017529 0.1865702 | -10.3447238 | 4.42E-25 | 9.98E-25 | ENSG0000013310 | EPSTI1

3 33 6

312.293331 | 1.326052563 0.0920006 | 14.41351885 | 4.25E-47 | 1.52E-46 | ENSGO0000013311 | RFXAP
1 13 1

785.043459 | 1.35643907 0.0898518 | 15.09639188 | 1.71E-51 | 6.58E-51 | ENSG0000013311 | GPALPPI
1 72 4

90.7977240 | -1.082081279 0.1811791 | -5.972437428 | 2.34E-09 | 3.54E-09 | ENSG0000013313 | MORC4
4 74 1

97.6178349 | -1.209870499 0.2093775 | -5.778415545 | 7.54E-09 | 1.12E-08 | ENSG0000013313 | BEX2

8 52 4

1089.79196 | 1.67944213 0.0994580 | 16.88593858 | 5.71E-64 | 2.78E-63 | ENSG0000013319 | SLC39A11
1 27 5

6011.13984 | -2.048251752 0.0831106 | -24.64487709 | 4.18E- 6.69E- ENSG0000013327 | CSNK1G2
3 5 134 133 5

16398.1412 | -2.189924479 0.1381486 | -15.85193865 | 1.36E-56 | 5.78E-56 | ENSG0000013331 | RTN3

9 85 8

1201.78920 | -3.11953494 0.1578993 | -19.75647994 | 7.06E-87 | 5.10E-86 | ENSG0000013332 | PLAAT4
7 3 1

574.673054 | 1.198209693 0.1119007 | 10.70779381 | 9.36E-27 | 2.20E-26 | ENSG0000013339 | MYHI1
6 06 2

862.099716 | 1.104874811 0.1070015 | 10.32578398 | 5.39E-25 | 1.21E-24 | ENSG0000013339 | FOPNL
8 42 3

291.496537 | 3.471459388 0.1133784 | 30.61833924 | 6.98E- 3.13E- ENSG0000013340 | PDZD2
9 35 206 204 1

128.506022 | -1.987007684 0.1923621 | -10.3295165 | 5.18E-25 | 1.17E-24 | ENSG0000013342 | LARGEI1
1 19 4

2061.46272 | -1.289979193 0.1386788 | -9.301915223 | 1.38E-20 | 2.80E-20 | ENSG0000013356 | GIMAP6
9 81 1

3075.79811 | -2.820046987 0.2206283 | -12.78189028 | 2.07E-37 | 6.08E-37 | ENSG0000013357 | GIMAP4
8 21 4

10981.1497 | -2.699387801 0.1177214 | -22.93030056 | 2.32E- 2.78E- ENSG0000013360 | MKRN1
7 31 116 115 6

1223.53823 | -1.106659327 0.1097958 | -10.07924466 | 6.82E-24 | 1.50E-23 | ENSG0000013361 | AGAP3
7 59 2

14555.2674 | -2.393631433 0.1180749 | -20.2721333 | 2.27E-91 | 1.75E-90 | ENSG0000013363 | BTG1

5 65 9




314.872347 | -3.418783257 0.2674133 | -12.78463756 | 2.00E-37 | 5.87E-37 | ENSG0000013368 | TMTCl1

3 89 7

3762.69959 | 1.202986447 0.0765610 | 15.71277153 | 1.24E-55 | 5.15E-55 | ENSG0000013370 | LARS

8 6 6

376.883275 | 2.103308937 0.1825743 | 11.52028816 | 1.04E-30 | 2.67E-30 | ENSG0000013373 | LRRCCI

6 34 9

8687.06962 | -2.475762859 0.3325557 | -7.444655372 | 9.72E-14 | 1.68E-13 | ENSG0000013374 | CAl
38 2

1117.11955 | -1.588122575 0.1223929 | -12.97560459 | 1.68E-38 | 5.07E-38 | ENSG0000013379 | ARNTL

9 54 4

234.016615 | -2.567653638 0.2801491 | -9.165309775 | 4.94E-20 | 9.90E-20 | ENSG0000013380 | LYVEI1

7 39 0

3185.73475 | -1.90083387 0.1918641 | -9.907184047 | 3.87E-23 | 8.35E-23 | ENSG0000013381 | MICAL2

4 93 6

352.179787 | -2.074261783 0.1863138 | -11.13316095 | 8.65E-29 | 2.12E-28 | ENSG0000013381 | RRAS2

3 23 8

749.751557 | -1.834421832 0.0998965 | -18.36320983 | 2.59E-75 | 1.53E-74 | ENSG0000013387 | RNF122

2 78 4

8151.99488 | -1.448272156 0.1121282 | -12.91621211 | 3.65E-38 | 1.09E-37 | ENSG0000013396 | NUMB

4 42 1

371.363380 | -1.396355769 0.1093416 | -12.77057226 | 2.39E-37 | 7.02E-37 | ENSG0000013398 | COX16

3 76 3

643.289144 | -1.876738838 0.1599009 | -11.73688594 | 8.25E-32 | 2.15E-31 | ENSG0000013398 | TTC9
18 5

3675.95402 | -1.622483509 0.0691108 | -23.47652812 | 7.09E- 9.33E- ENSG0000013404 | MBD2

6 8 122 121 6

1409.25855 | 1.446659978 0.1644238 | 8.798357205 | 1.39E-18 | 2.69E-18 | ENSG0000013406 | CD180

2 74 1

377.646719 | -1.637042462 0.1254595 | -13.04836802 | 6.49E-39 | 1.97E-38 | ENSG0000013407 | IRAK2

5 56 0

570.550611 | -2.72575495 0.1795353 | -15.18227761 | 4.63E-52 | 1.81E-51 | ENSG0000013407 | CAMKI

1 12 2

6961.25128 | -3.215371111 0.1716380 | -18.73343537 | 2.64E-78 | 1.64E-77 | ENSG0000013410 | BHLHE40

7 92 7

206.238491 | 1.04556681 0.1020085 | 10.24979436 | 1.19E-24 | 2.65E-24 | ENSG0000013414 | DPH6

6 65 6

1175.43685 | -1.394661135 0.0606117 | -23.00973248 | 3.72E- 4.52E- ENSG0000013415 | EMC7
93 117 116 3

1159.37855 | -2.078717216 0.2500763 | -8.312330789 | 9.38E-17 | 1.74E-16 | ENSG0000013419 | TSPAN2

4 35 8

5406.71734 | -2.256834459 0.2455609 | -9.190524937 | 3.91E-20 | 7.85E-20 | ENSG0000013424 | SORT1
96 3

165.708684 | 2.278756653 0.0774831 | 29.40969946 | 4.13E- 1.55E- ENSG0000013424 | WNT2B

5 67 190 188 5




126.457782 | 2.084485095 | 0.1995245 | 10.44726123 | 1.51E-25 | 3.44E-25 | ENSG0000013424 | PTGFRN

5 5 7

1955.36867 | -1.426041153 | 0.0824258 | -17.30088864 | 4.63E-67 | 2.38E-66 | ENSG0000013424 | LAMTORS5
91 8

111.327799 | 2.750447886 | 0.1258423 | 21.85629926 | 6.77E- | 6.80E- | ENSG0000013425 | TRIM45

7 42 106 105 3

143.893180 | 1.697620879 | 0.1722983 | 9.852795652 | 6.67E-23 | 1.43E-22 | ENSG0000013427 | SPIRE1

5 95 8

1547.98600 | 1.769466433 | 0.0772853 | 22.89525041 | 5.18E- | 6.17E- | ENSG0000013431 | ROCK2

8 06 116 115 8

721.488168 | -1.330922868 | 0.2069726 | -6.430429047 | 1.27E-10 | 2.00E-10 | ENSG0000013432 | RSAD2

7 39 1

25840.0599 | -1.865776609 | 0.0816610 | -22.84781156 | 1.54E- | 1.82B- | ENSG0000013433 | LDHA

6 64 115 114 3

1016.33437 | 3.01716479 0.1644190 | 18.35045879 | 3.27E-75 | 1.93E-74 | ENSG0000013436 | NAV1

5 39 9

169.187204 | 1.281672034 | 0.0845307 | 15.16220366 | 6.29E-52 | 2.45E-51 | ENSG0000013446 | ANKRD16

8 23 1

861.332805 | -4.101988366 | 0.2248952 | -18.23955387 | 2.50E-74 | 1.46E-73 | ENSG0000013446 | ECHDC3

9 14 3

118.646770 | 1.824957763 | 0.1672817 | 10.90948302 | 1.04E-27 | 2.49E-27 | ENSG0000013450 | KCTDI

5 82 4

708.766707 | 2.049011624 | 0.1822220 | 11.24458547 | 2.46E-29 | 6.12E-29 | ENSG0000013453 | EMP1

4 68 1

2185.56346 | -2.993945633 | 0.2387400 | -12.54060662 | 4.48E-36 | 1.27E-35 | ENSG0000013453 | KLRDI

4 96 9

590.801148 | -3.818545471 | 0.1940093 | -19.68227828 | 3.06E-86 | 2.19E-85 | ENSG0000013457 | MYBPC3

8 22 1

979.942529 | -2.551450204 | 0.1666445 | -15.31073379 | 6.48E-53 | 2.57E-52 | ENSG0000013459 | RTLSC

1 41 0

268.475403 | -2.894159112 | 0.1251169 | -23.131629 | 2.23B- [ 2.75BE- | ENSG0000013459 | RAB33A

5 61 118 117 4

723.621922 | 2.33333839 0.1611924 | 14.47548594 | 1.73B-47 | 6.22B-47 | ENSG0000013462 | PIWIL4

6 05 7

3298.47829 | 1.538462341 0.0591303 | 26.01816994 | 3.08E- | 6.38E- | ENSG0000013464 | PUMI

9 06 149 148 4

20588.4968 | -4.069561561 | 0.1664155 | -24.45421593 | 4.54B- | 7.11E- | ENSG0000013468 | PHC2

7 4 132 131 6

1434.81505 | 1.237172193 | 0.0775999 | 15.94294997 | 3.19E-57 | 1.37E-56 | ENSG0000013471 | BTF3L4

4 55 7

3179.72983 | 1.593678414 | 0.0695809 | 22.90393697 | 4.24E- | 5.07E- | ENSG0000013474 | TUT4

7 82 116 115 4

1079.17363 | -1.570091861 | 0.2902562 | -5.40933054 | 6.33E-08 | 9.16E-08 | ENSG0000013475 | DSC2

1 25 5




1884.31989 | 1.113566027 0.0739436 | 15.05966058 | 2.98E-51 | 1.14E-50 | ENSG0000013475 | ELP2

6 34 9

126.720220 | 2.416998453 0.2639899 | 9.155647239 | 5.40E-20 | 1.08E-19 | ENSG0000013476 | DTNA

2 06 9

144.387930 | 1.854416495 0.1981414 | 9.359052067 | 8.05E-21 | 1.64E-20 | ENSG0000013478 | DAGLA

3 87 0

2838.67016 | -1.036925028 0.0963742 | -10.75936224 | 5.35E-27 | 1.26E-26 | ENSG0000013480 | SLC43A3

8 09 2

383.311332 | -1.161819545 0.0975826 | -11.90600347 | 1.10E-32 | 2.93E-32 | ENSG0000013480 | TIMMI10

6 65 9

7678.46961 | -3.539945396 0.1312841 | -26.96400112 | 3.91E- 9.39E- ENSG0000013481 | DHX34

4 29 160 159 5

1283.51761 | -4.10072607 0.3280501 | -12.5003017 | 7.44E-36 | 2.11E-35 | ENSG0000013482 | TCN1

9 68 7

3087.40269 | -4.76501623 0.2449331 | -19.45435402 | 2.68E-84 | 1.85E-83 | ENSG0000013483 | C5AR2

9 51 0

2357.01441 | 1.065029187 0.1154139 | 9.227909769 | 2.76E-20 | 5.56E-20 | ENSG0000013485 | TMEM165

9 14 1

850.786734 | 1.727103849 0.0889104 | 19.42520543 | 4.72E-84 | 3.25E-83 | ENSG0000013485 | CLOCK

7 55 2

375.750006 | 1.778006525 0.1573961 | 11.29637722 | 1.37E-29 | 3.42E-29 | ENSG0000013489 | BIVM

2 71 7

485.664772 | 3.205599336 0.0627504 | 51.08484898 | 0.00E+0 | 0.00E+0 | ENSG0000013489 | ERCC5

2 91 0 0 9

316533813 | 1.184402814 0.0843434 | 14.04261828 | 8.55E-45 | 2.91E-44 | ENSG0000013490 | TPP2

5 46 0

520.149805 | 2.649131564 0.2018613 | 13.12351932 | 2.41E-39 | 7.40E-39 | ENSG0000013490 | ARHGAP32

3 68 9

6277.69643 | -2.447748191 0.1301582 | -18.80593274 | 6.75E-79 | 4.25E-78 | ENSG0000013495 | ETS1

5 98 4

1503.89406 | 1.096983686 0.0938607 | 11.68734843 | 1.48E-31 | 3.85E-31 | ENSG0000013498 | APC

8 84 2

2598.10577 | 3.612594107 0.1264850 | 28.56144145 | 2.03E- 6.55E- ENSG0000013498 | NREP

4 06 179 178 6

4663.64021 | -2.653096584 0.1231459 | -21.54433134 | 5.98E- 5.68E- ENSG0000013499 | OSTF1

5 24 103 102 6

456.077987 | 1.239061445 0.0860810 | 14.3941195 5.63E-47 | 2.00E-46 | ENSG0000013500 | RFK

2 86 2

613.511370 | 1.037850481 0.0944350 | 10.990094 4.26E-28 | 1.03E-27 | ENSG0000013504 | NAA35

9 87 0

1141.60632 | -2.62017991 0.2457056 | -10.66389661 | 1.50E-26 | 3.50E-26 | ENSG0000013504 | CTSL

7 75 7

2845.97865 | -2.187284226 0.1343304 | -16.28286546 | 1.31E-59 | 5.89E-59 | ENSG0000013504 | CEMIP2
24 8




371.085246 | -2.747712332 0.2323348 | -11.82651941 | 2.85E-32 | 7.51E-32 | ENSG0000013506 | PSATI

4 26 9

885.114218 | -1.110658332 0.1101806 | -10.08033998 | 6.75E-24 | 1.48E-23 | ENSG0000013507 | ISCA1

5 42 0

3721.09863 | -3.677655217 0.1661835 | -22.13008303 | 1.62E- 1.70E- ENSG0000013507 | ADAM19

3 25 108 107 4

1752.90991 | -1.913517357 0.1591232 | -12.02537669 | 2.61E-33 | 7.03E-33 | ENSG0000013507 | HAVCR2
78 7

4849.68360 | 1.051428205 0.0490701 | 21.42705725 | 7.48E- 6.96E- ENSG0000013509 | TAOK3

7 17 102 101 0

162.590667 | -2.851431919 0.2532571 | -11.25903645 | 2.09E-29 | 5.20E-29 | ENSG0000013509 | SDS

7 89 4

1273.92804 | -4.384374751 0.1826602 | -24.00289696 | 2.59E- 3.75E- ENSG0000013511 | OASL

6 33 127 126 4

357.450833 | -2.295456806 0.1453386 | -15.79384446 | 3.43E-56 | 1.44E-55 | ENSG0000013512 | BICDLI

1 99 7

242.857084 | -2.369132251 0.1970722 | -12.02164299 | 2.73E-33 | 7.35E-33 | ENSG0000013514 | DTX1

8 52 4

2701.17374 | -2.072973197 0.0694554 | -29.84607218 | 9.87E- 3.98E- ENSG0000013514 | TRAFDI1

6 78 196 194 8

3099.41399 | 1.162143893 0.0689739 | 16.84903311 | 1.07E-63 | 5.18E-63 | ENSG0000013516 | DMTF1

5 22 4

4125.73527 | 1.070763162 0.2325711 | 4.604024633 | 4.14E-06 | 5.62E-06 | ENSG0000013521 | CD36

9 19 8

4872.39799 | -5.478338812 0.2247691 | -24.37318074 | 3.29E- 5.09E- ENSG0000013524 | HILPDA

4 37 131 130 5

2005.63208 | -1.014719426 0.0671874 | -15.10281203 | 1.55E-51 | 5.98E-51 | ENSG0000013525 | SRPK2

7 5 0

2640.01983 | -1.071421412 0.1038513 | -10.31687642 | 5.91E-25 | 1.33E-24 | ENSG0000013526 | TES

5 37 9

83.9940947 | 1.580590767 0.1178611 | 13.41061628 | 5.24E-41 | 1.66E-40 | ENSG0000013531 | KHDC1

2 58 4

3034.99314 | -1.548022054 0.0857219 | -18.05865041 | 6.75E-73 | 3.83E-72 | ENSG0000013533 | AKIRIN2

2 13 4

6834.39860 | -1.442820828 0.1048810 | -13.7567376 | 4.64E-43 | 1.52E-42 | ENSG0000013536 | PHF21A

2 31 5

14147.6344 | -2.840066245 0.1326137 | -21.41607265 | 9.46E- 8.80E- ENSG0000013540 | CD63

1 75 102 101 4

858.937454 | 1.656202713 0.0986868 | 16.78240073 | 3.28E-63 | 1.58E-62 | ENSG0000013541 | GDF11

4 77 4

778.161218 | -1.48375389 0.2182349 | -6.798882755 | 1.05E-11 | 1.72E-11 | ENSG0000013542 | ITGA7

7 58 4

194.166402 | -1.321418589 0.1170748 | -11.28695363 | 1.52E-29 | 3.80E-29 | ENSG0000013543 | RDH5
67 7




2571.47878 | -1.319821527 0.1037505 | -12.72110039 | 4.51E-37 | 1.32E-36 | ENSG0000013543 | AGAP2
9 79 9

2155.84029 | -3.191394596 0.1195439 | -26.69640418 | 5.18E- 1.19E- ENSG0000013544 | BLOCI1S1
8 87 157 155 1

84.4220234 | -1.625983327 0.2266260 | -7.174742926 | 7.24E-13 | 1.22E-12 | ENSG0000013544 | PPPIR1A
9 05 7

1578.89827 | -1.130453494 0.1594443 | -7.089958461 | 1.34E-12 | 2.24E-12 | ENSG0000013550 | ACVRIB
1 04 3

10226.2639 | -1.48856989 0.0951551 | -15.64361464 | 3.67E-55 | 1.52E-54 | ENSG0000013550 | OS9

2 11 6

453.333943 | -3.108430325 0.2060802 | -15.08359158 | 2.08E-51 | 7.98E-51 | ENSG0000013551 | KCNH3
5 5 9

581.889679 | 3.91401822 0.1697762 | 23.05398546 | 1.34E- 1.64E- ENSG0000013552 | MAP7
3 08 117 116 5

160.376877 | 1.797030707 0.0938747 | 19.14286502 | 1.11E-81 | 7.33E-81 | ENSG0000013553 | AFGIL
7 7

141.398828 | 2.362019986 0.1169633 | 20.19453067 | 1.09E-90 | 8.38E-90 | ENSG0000013554 | NHSLI
5 51 0

515.284616 | 2.518863305 0.1436372 | 17.53628435 | 7.57E-69 | 3.99E-68 | ENSG0000013554 | AHII

1 3 1

12639.3549 | -2.074537427 0.1261315 | -16.44740971 | 8.75E-61 | 4.03E-60 | ENSG0000013559 | MICALI1
2 59 6

2514.47995 | -2.274519776 0.1633662 | -13.92282633 | 4.60E-44 | 1.55E-43 | ENSG0000013560 | STXI1
1 39 4

1331.52786 | 1.869378864 0.1522186 | 12.28088037 | 1.15E-34 | 3.18E-34 | ENSG0000013560 | TEC

3 36 5

149.193009 | -1.34343351 0.1332088 | -10.08516627 | 6.43E-24 | 1.41E-23 | ENSG0000013562 | SEMAA4F
6 61 2

312.267134 | -1.736091566 0.2199264 | -7.893964473 | 2.93E-15 | 5.24E-15 | ENSG0000013563 | RABIIFIPS
6 48 1

23170.2773 | -4.102783527 0.2676523 | -15.32878047 | 4.91E-53 | 1.95E-52 | ENSG0000013563 | DYSF
6 12 6

77.8255058 | 1.184663643 0.1674264 | 7.075725443 | 1.49E-12 | 2.48E-12 | ENSG0000013564 | KCNMB4
2 57 3

10533.3808 | -1.206245067 0.1132177 | -10.65420276 | 1.67E-26 | 3.88E-26 | ENSG0000013565 | USP15
9 69 5

9520.90182 | -1.35442178 0.1364756 | -9.924276827 | 3.26E-23 | 7.05E-23 | ENSG0000013567 | GNS

5 15 7

3257.01787 | -2.284722422 0.1826459 | -12.50902462 | 6.66E-36 | 1.89E-35 | ENSG0000013570 | KIAA0513
1 29 9

243.852208 | -1.22035832 0.0776941 | -15.70720423 | 1.35E-55 | 5.62E-55 | ENSG0000013572 | FBXLS
4 78 2

456.637718 | 1.328704801 0.1471014 | 9.032574014 | 1.68E-19 | 3.32E-19 | ENSG0000013576 | URB2
6 57 3




2721.66179 | -1.540085656 0.1298419 | -11.86123263 | 1.88E-32 | 4.98E-32 | ENSG0000013576 | EGLNI1

9 57 6

1150.57507 | 1.288106456 0.1025052 | 12.56624669 | 3.24E-36 | 9.27E-36 | ENSG0000013577 | ABCBI10

9 66 6

59654.5014 | -2.44178696 0.1717595 | -14.21631115 | 7.26E-46 | 2.53E-45 | ENSG0000013582 | GLUL

4 33 1

1585.78150 | -1.056360239 0.0559733 | -18.87257355 | 1.92E-79 | 1.22E-78 | ENSG0000013582 | STX6

3 01 3

1128.19840 | -1.120055787 0.1234817 | -9.070619287 | 1.18E-19 | 2.35E-19 | ENSG0000013582 | RNASEL

9 33 8

143.104345 | 1.044435573 0.1447262 | 7.216629413 | 5.33E-13 | 8.99E-13 | ENSG0000013583 | KIAA1614

2 31 5

3389.96629 | 1.164073953 0.0705340 | 16.50372126 | 3.45E-61 | 1.60E-60 | ENSG0000013583 | CEP350

1 29 7

3123.44967 | -3.350505391 0.2098616 | -15.96530753 | 2.23E-57 | 9.60E-57 | ENSGO0000013583 | NPL

6 26 8

12177.6329 | -2.51735804 0.1695908 | -14.84371337 | 7.64E-50 | 2.85E-49 | ENSG0000013584 | NIBAN1
55 2

177.946685 | -1.534997555 0.1469787 | -10.44367025 | 1.57E-25 | 3.57E-25 | ENSG0000013589 | GPR55

8 46 8

3070.1506 -2.416669599 0.0875642 | -27.59880953 | 1.15E- 3.06E- ENSG0000013589 | SP110
7 167 166 9

641.410747 | 1.698656666 0.1085675 | 15.64608111 | 3.53E-55 | 1.46E-54 | ENSG0000013591 | USP37

4 48 3

3802.32116 | 1.004164886 0.1532011 | 6.554550778 | 5.58E-11 | 8.89E-11 | ENSG0000013591 | ITM2C

6 76 6

159.003420 | 1.646688717 0.2003950 | 8.217210895 | 2.08E-16 | 3.83E-16 | ENSG0000013591 | SERPINE2

9 9 9

3394.24996 | -3.858923244 0.1192330 | -32.36455112 | 8.66E- 5.20E- ENSG0000013592 | DNAJB2

7 22 230 228 4

260.836587 | -4.331334322 0.2385453 | -18.15728148 | 1.12E-73 | 6.49E-73 | ENSG0000013592 | WNT10A

4 09 5

6192.20271 | -1.694143233 0.1041974 | -16.25897521 | 1.93E-59 | 8.68E-59 | ENSG0000013592 | TMBIMI

7 18 6

901.513478 | -2.810684814 0.2547811 | -11.0317625 | 2.69E-28 | 6.52E-28 | ENSG0000013592 | CYP27Al

5 21 9

5894.05970 | -1.614920589 0.1084500 | -14.89091314 | 3.78E-50 | 1.42E-49 | ENSG0000013593 | CAB39

5 71 2

2229.09100 | -1.559800513 0.0750628 | -20.77992884 | 6.58E-96 | 5.54E-95 | ENSG0000013594 | COX5B

4 42 0

1420.92747 | 1.525168154 0.0655687 | 23.26061016 | 1.11E- 1.40E- ENSG0000013594 | REV1
08 119 118 5

199.164729 | 2.515517992 0.1127347 | 22.31359866 | 2.73E- 2.97E- ENSG0000013595 | TSGA10

6 51 110 109 1




6084.44951 | -1.567648781 | 0.1098397 | -14.27214849 | 3.26E-46 | 1.15E-45 | ENSG0000013595 | TMEM127

2 19 6

2169.11965 | 1.663049865 | 0.0791029 | 21.0238686 | 3.97E-98 | 3.47E-97 | ENSG0000013596 | TGFBRAPI

4 42 6

907.292261 | 3.446553427 | 0.1405764 | 24.51728794 | 9.66E- | 1.52E- | ENSG0000013597 | ANKRD36

9 55 133 131 6

32.7508525 | -1.49152242 0.1369085 | -10.89429925 | 1.23E-27 | 2.93E-27 | ENSG0000013600 | ARHGEF4

3 23 2

295229021 | -1.831909293 | 0.0698208 | -26.23726705 | 9.99E- | 2.15E- | ENSG0000013600 | ISCU

7 88 152 150 3

46.8064211 | 1.63947867 0.1785362 | 9.182887915 | 4.20E-20 | 8.42E-20 | ENSG0000013601 | STAB2

5 82 1

77.2092747 | 2.494691758 | 0.2369960 | 10.52630084 | 6.54E-26 | 1.51E-25 | ENSG0000013601 | USP44

9 54 4

4868.77748 | -3.54641418 0.1973588 | -17.96937008 | 3.39E-72 | 1.89E-71 | ENSG0000013602 | CKAP4

9 48 6

8630.9016 | -2.533635635 | 0.1679874 | -15.08229355 | 2.12E-51 | 8.13E-51 | ENSG0000013604 | PLXNC]I
24 0

342172185 | 1.950767167 | 0.1527724 | 12.76910328 | 2.44E-37 | 7.15E-37 | ENSG0000013606 | FLNB

2 48 8

296.384736 | 1.161832058 | 0.0744908 | 15.59698522 | 7.63E-55 | 3.14E-54 | ENSG0000013609 | NEK3

5 1 8

2010.29961 | 1.348958811 0.0656332 | 20.55297529 | 7.24E-94 | 5.84E-93 | ENSG0000013610 | VPS36

1 62 0

2062.27969 | 1.967265599 | 0.0776955 | 25.32018436 | 1.91BE- | 3.49E- | ENSG0000013610 | RNASEH2B

6 48 141 140 4

141541106 | 1.337830469 | 0.1227133 | 10.90207948 | 1.13E-27 | 2.70E-27 | ENSG0000013610 | CKAP2

5 29 8

35.9688439 | 1.258366467 | 0.1340270 | 9.388897189 | 6.06E-21 | 1.24E-20 | ENSG0000013611 | THSDI

3 79 4

1313.22300 | 1.400948111 0.0833729 | 16.80339217 | 2.30E-63 | 1.11E-62 | ENSG0000013614 | RCBTBI

5 34 4

40540.4140 | -2.797228618 | 0.1571115 | -17.80409005 | 6.57E-71 | 3.60E-70 | ENSG0000013615 | ITM2B

4 74 6

417.310515 | 1.928395244 | 0.1713577 | 11.25362027 | 2.22E-29 | 5.53E-29 | ENSG0000013615 | SPRY2
67 8

1253.68557 | -1.173599316 | 0.1045192 | -11.22854919 | 2.95E-29 | 7.32E-29 | ENSG0000013616 | RCBTB2

6 3 1

115354.048 | -2.460928521 | 0.1033021 | -23.82262365 | 1.95E- | 2.74E- | ENSG0000013616 | LCPI

2 62 125 124 7

1306.40637 | 1.773284411 0.0731187 | 24.25211978 | 6.28E- | 9.52B- | ENSG0000013616 | SETDB2

2 39 130 129 9

263.616746 | -4.309849719 | 0.1475168 | -29.21597398 | 1.22E- | 436E- | ENSG0000013619 | C70rf25
93 187 186 7




1964.38633 | 2.39108478 0.1299450 | 18.40073945 | 1.30E-75 | 7.67E-75 | ENSG0000013620 | TNS3

4 38 5

113.371668 | 3.730658897 0.0886507 | 42.08267021 | 0.00E+0 | 0.00E+0 | ENSG0000013620 | SPDYEl

2 17 0 0 6

125.998403 | -1.368613779 0.2603360 | -5.257104823 | 1.46E-07 | 2.09E-07 | ENSG0000013623 | IGF2BP3

5 26 1

207.658321 | -2.516042807 0.2234389 | -11.26053637 | 2.06E-29 | 5.11E-29 | ENSG0000013623 | GPNMB

5 84 5

6236.24161 | -1.198158028 0.0855316 | -14.00835898 | 1.39E-44 | 4.69E-44 | ENSG0000013623 | RACI

4 48 8

5841.73799 | -1.377730215 0.2194252 | -6.278812337 | 3.41E-10 | 5.30E-10 | ENSG0000013625 | AOAH

5 9 0

1259.07727 | 1.820677308 0.0886826 | 20.53025744 | 1.16E-93 | 9.31E-93 | ENSG0000013626 | BZW2

2 34 1

12375.9954 | -1.959101081 0.0938253 | -20.88029644 | 8.09E-97 | 6.91E-96 | ENSG0000013627 | DBNL

2 48 9

4406.09905 | -1.431473086 0.0942876 | -15.18197166 | 4.66E-52 | 1.81E-51 | ENSG0000013628 | CCM2

7 93 0

13701.0171 | -1.632910271 0.0983225 | -16.60768123 | 6.13E-62 | 2.88E-61 | ENSG0000013628 | MYOIG

3 92 6

555.494798 | 1.774040133 0.0687751 | 25.7947752 1.01E- 2.01E- ENSG0000013631 | TTCS

5 73 146 145 9

119915710 | 2.805243164 0.1277813 | 21.95345486 | 8.03E- 8.19E- ENSG0000013636 | ZFHX2

6 98 107 106 7

987.253638 | -5.022928263 0.1136229 | -44.20697366 | 0.00E+0 | 0.00E+0 | ENSG0000013637 | MTHFS

7 84 0 0 1

218.127315 | 1.175529771 0.1586947 | 7.407488137 | 1.29E-13 | 2.21E-13 | ENSG0000013637 | ABHD17C

1 9 9

2851.63731 | 1.346934452 0.0765239 | 17.60146779 | 2.40E-69 | 1.27E-68 | ENSG0000013638 | IREB2

5 85 1

333.748329 | -1.760487173 0.1736287 | -10.13937616 | 3.69E-24 | 8.15E-24 | ENSG0000013640 | TM6SF1

8 46 4

117.571942 | 3.514948211 0.1585457 | 22.16993337 | 6.70E- 7.09E- ENSG0000013644 | MYCBPAP

2 27 109 108 9

35.1989243 | 1.14294718 0.1251849 | 9.130072166 | 6.85E-20 | 1.37E-19 | ENSG0000013645 | CHAD

3 01 7

1641.89121 | 1.024767634 0.0874904 | 11.71291416 | 1.09E-31 | 2.85E-31 | ENSG0000013647 | TEX2

5 08 8

10988.4100 | -2.497900569 0.0974696 | -25.62746901 | 7.54E- 1.45E- ENSG0000013649 | LIMD2

5 55 145 143 0

549.199846 | 2.041610984 0.2074106 | 9.843328105 | 7.32E-23 | 1.57E-22 | ENSG0000013649 | BRIP1
4 2

7213.75662 | 1.37693184 0.0708325 | 19.43925533 | 3.59E-84 | 2.48E-83 | ENSG0000013652 | TRA2B

2 4 7




317.941666 | -1.942055672 0.1140275 | -17.03145742 | 4.80E-65 | 2.38E-64 | ENSG0000013654 | ERMN

4 68 1

1022.98964 | -3.023923442 0.1710404 | -17.67958495 | 6.02E-70 | 3.24E-69 | ENSG0000013657 | BLK

2 09 3

1726.98549 | -1.900951561 0.2163103 | -8.788074107 | 1.52E-18 | 2.94E-18 | ENSG0000013663 | HLX

1 7 0

621.432651 | 2.40326238 0.1163602 | 20.65363988 | 9.05E-95 | 7.46E-94 | ENSG0000013663 | KCTD3

9 34 6

900.641748 | 1.670432558 0.0672370 | 24.84391886 | 3.01E- 4.96E- ENSG0000013664 | RPS6KCl1

7 8 136 135 3

380.354855 | 1.017052569 0.0811509 | 12.5328478 4.94E-36 | 1.40E-35 | ENSG0000013668 | CBWD2

6 55 2

3934.54525 | -4.164109446 0.2541362 | -16.38533971 | 2.43E-60 | 1.11E-59 | ENSG0000013668 | ILIRN

8 9 9

2120.18210 | -2.323279594 0.1507655 | -15.40988057 | 1.40E-53 | 5.64E-53 | ENSG0000013671 | BIN1

9 81 7

4189.61951 | 1.035187272 0.0441919 | 23.42479214 | 2.39E- 3.11E- ENSG0000013673 | UGGT]1

9 51 121 120 1

29647.6550 | -4.382080487 0.1959699 | -22.36098071 | 9.44E- 1.04E- ENSG0000013673 | GYPC

8 6 111 109 2

892.136161 | 1.460094252 0.0837492 | 17.4341267 4.54E-68 | 2.37E-67 | ENSG0000013678 | NIPSNAP3A

3 05 3

3205.39349 | -1.187781323 0.1073452 | -11.06505938 | 1.85E-28 | 4.51E-28 | ENSG0000013681 | TXN

9 28 0

1187.76675 | -1.005985543 0.0814353 | -12.35317906 | 4.68E-35 | 1.31E-34 | ENSG0000013681 | TOR1B

8 57 6

6952.62149 | -2.70580619 0.1607352 | -16.83392758 | 1.38E-63 | 6.66E-63 | ENSG0000013681 | C9orf78

7 88 9

1478.97314 | 1.260528017 0.1787277 | 7.052782622 | 1.75E-12 | 2.92E-12 | ENSG0000013682 | SMC2

3 57 4

1728.78392 | -1.603490384 0.2029832 | -7.899617928 | 2.80E-15 | 5.01E-15 | ENSG0000013683 | NIBAN2

2 83 0

2077.47972 | -3.067533994 0.1439311 | -21.31251321 | 8.69E- 7.94E- ENSG0000013684 | STOGALNAC4

4 25 101 100 0

665.115628 | -2.87539891 0.1916263 | -15.0052359 | 6.78E-51 | 2.58E-50 | ENSG0000013684 | TMODI1

1 72 2

208.048044 | -1.419494431 0.1395988 | -10.16837938 | 2.74E-24 | 6.08E-24 | ENSG0000013685 | SLC2A8

6 86 6

4443.12285 | -1.356787977 0.1295783 | -10.4707906 | 1.18E-25 | 2.69E-25 | ENSG0000013686 | CDK5RAP2

5 7 1

214.12513 -1.252412977 0.2135414 | -5.864965388 | 4.49E-09 | 6.73E-09 | ENSG0000013686 | SLC31A2
1 7

1383.21289 | -1.34816617 0.0860289 | -15.67107603 | 2.39E-55 | 9.88E-55 | ENSG0000013686 | SLC31Al

2 47 8




5811.84500 | -1.937660197 | 0.2494889 | -7.766518505 | 8.07E-15 | 1.43E-14 | ENSG0000013686 | TLR4

3 05 9

618.817730 | 1.173424983 | 0.0824280 | 14.23574211 | 5.50E-46 | 1.92E-45 | ENSG0000013687 | STX17

6 87 4

1556.36716 | 1.492912443 | 0.0829341 | 18.00118541 | 1.91E-72 | 1.07E-71 | ENSG0000013689 | TEX10

5 18 1

63.4625885 | 1.307401009 | 0.1748085 | 7.479043931 | 7.49E-14 | 1.30E-13 | ENSG0000013689 | GARNL3

1 75 5

1822.86041 | -1.824166292 | 0.1190199 | -15.32655491 | 5.08E-53 | 2.02E-52 | ENSG0000013690 | DPM2

6 82 8

446.750878 | 1.835642805 | 0.0948502 | 19.35305861 | 1.92B-83 | 1.31E-82 | ENSG0000013692 | TSTD2

8 68 5

1658.72112 | 1.007048673 | 0.0757586 | 13.29285458 | 2.55E-40 | 7.97E-40 | ENSG0000013693 | NCBPI

2 47 7

7900.85313 | -1.044968403 | 0.0988203 | -10.57442858 | 3.92E-26 | 9.06E-26 | ENSG0000013694 | RPL35

4 19 2

1501.49215 | -1.496956416 | 0.0726409 | -20.6076033 | 2.35E-94 | 1.92E-93 | ENSG0000013695 | ARPCSL

4 76 0

184.180832 | 1.236888935 | 0.1928794 | 6.412757316 | 1.43E-10 | 2.25E-10 | ENSG0000013696 | ENPP2

8 24 0

252.510062 | 1.463147374 | 0.2166077 | 6.754824197 | 1.43E-11 | 2.32E-11 | ENSG0000013698 | DSCC]1

8 65 2

2091.28358 | 1.429366784 | 0.0885446 | 16.14289108 | 1.27B-58 | 5.65E-58 | ENSG0000013707 | UBAP2

1 59 3

539.993391 | -3.590088112 | 0.1357848 | -26.43953119 | 4.81E- | 1.07E- | ENSG0000013707 | SIT1

5 63 154 152 8

112.982712 | -1.689002389 | 0.1193770 | -14.1484712 | 1.91E-45 | 6.58E-45 | ENSG0000013709 | DNAJBS

8 24 4

55.1265611 | 1.157537456 | 0.0848534 | 13.64160804 | 2.27E-42 | 7.36E-42 | ENSG0000013709 | SPAGS
46 8

1338.54807 | -1.399066552 | 0.0631503 | -22.15452244 | 9.44E- | 9.95E- | ENSG0000013710 | DCTN3

1 82 109 108 0

509.334458 | -1.896976642 | 0.1392011 | -13.62758928 | 2.74E-42 | 8.91E-42 | ENSG0000013710 | CD72

5 9 1

263.299482 | -1.100846538 | 0.1387785 | -7.932395596 | 2.15E-15 | 3.86E-15 | ENSG0000013710 | TMEMSB
73 3

279.972968 | -1.115102449 | 0.0791121 | -14.09520305 | 4.06E-45 | 1.39E-44 | ENSG0000013713 | HINT2

3 95 3

1587.24577 | 1.485870815 | 0.1200982 | 12.37212831 | 3.70E-35 | 1.04E-34 | ENSG0000013714 | DENND4C

7 38 5

8561.14156 | -1.625857865 | 0.1028029 | -15.81528202 | 2.44E-56 | 1.03E-55 | ENSG0000013716 | CNPY3

9 64 1

10033.3835 | -2.459836999 | 0.1601663 | -15.35801121 | 3.13E-53 | 1.25E-52 | ENSG0000013719 | PIM]1

7 76 3




3268.76608 | -4.429786996 0.2162304 | -20.48641529 | 2.85E-93 | 2.28E-92 | ENSG0000013719 | GMPR
6 8

4078.29965 | -1.755603315 0.0963678 | -18.21772544 | 3.73E-74 | 2.17E-73 | ENSG0000013720 | YIPF3

2 65 7

1532.17281 | -2.352131679 0.1231029 | -19.10703152 | 2.21E-81 | 1.45E-80 | ENSG0000013721 | TMEM63B

3 36 6

2995.79365 | -3.821239886 0.2366991 | -16.14387164 | 1.25E-58 | 5.56E-58 | ENSG0000013726 | IRF4

9 5

452.747083 | -3.889273702 0.2175479 | -17.87777823 | 1.76E-71 | 9.75E-71 | ENSG0000013726 | TUBB2A

7 33 7

104.271867 | 1.388819174 0.1253950 | 11.07555352 | 1.65E-28 | 4.02E-28 | ENSG0000013726 | LRRC1

2 13 9

123.189928 | 1.033611809 0.0857931 | 12.04772094 | 1.99E-33 | 5.37E-33 | ENSG0000013727 | BPHL

1 4 4

15934.2255 | -4.34439007 0.1406595 | -30.88585092 | 1.85E- 8.79E- ENSG0000013731 | FLOTI1

3 56 209 208 2

115291318 | -4.141457449 0.1815943 | -22.80609538 | 3.99E- 4.71E- ENSG0000013733 | IER3

2 23 115 114 1

150.501549 | 1.766143259 0.1117690 | 15.80171956 | 3.03E-56 | 1.27E-55 | ENSG0000013733 | PGBD1

2 55 8

522.207587 | 1.454400708 0.0664987 | 21.87108475 | 4.90E- 4.94E- ENSG0000013734 | ATAT1

8 92 106 105 3

2318.86907 | -2.286912607 0.2256871 | -10.13310896 | 3.94E-24 | 8.69E-24 | ENSG0000013739 | RNF144B

9 62 3

5228.46973 | -2.069371844 0.0701336 | -29.5061055 2.40E- 9.17E- ENSG0000013740 | MTCH1

9 83 191 190 9

2199.41791 | -1.477266435 0.1196796 | -12.34350735 | 5.28E-35 | 1.47E-34 | ENSG0000013741 | FAMS8AI1

2 33 4

1605.51267 | -4.885603845 0.2465307 | -19.81742573 | 2.11E-87 | 1.53E-86 | ENSG0000013744 | FGFBP2

1 1

349.194373 | -1.269953038 0.2257359 | -5.625834707 | 1.85E-08 | 2.71E-08 | ENSG0000013746 | FHDCI1

2 31 0

16171.8039 | -2.959687366 0.2192389 | -13.49982382 | 1.57E-41 | 5.01E-41 | ENSG0000013746 | TLR2
62 2

106.584756 | -1.352227734 0.2402210 | -5.629098733 | 1.81E-08 | 2.66E-08 | ENSG0000013749 | SLCO2B1
01 1

302.889735 | 1.035836463 0.0570410 | 18.15950273 | 1.08E-73 | 6.23E-73 | ENSG0000013749 | ANKRDA42

3 15 4

498.563528 | -1.225470029 0.1949670 | -6.285524827 | 3.27E-10 | 5.08E-10 | ENSG0000013750 | SYTL2

6 18 1

483.164240 | -2.130179856 0.1655558 | -12.86683787 | 6.92E-38 | 2.05E-37 | ENSG0000013750 | RAB30

5 17 2

96.5485995 | -1.262874356 0.2142590 | -5.894148208 | 3.77E-09 | 5.65E-09 | ENSG0000013750 | LRRC32
09 7




4073.16954 | -1.867359237 0.1196934 | -15.60117914 | 7.15E-55 | 2.94E-54 | ENSG0000013750 | PRCP
68 9

468.101927 | 1.102167236 0.1160749 | 9.495306458 | 2.20E-21 | 4.55E-21 | ENSG0000013751 | NARS2
51 3

22307.8024 | -3.012164143 0.1468342 | -20.51404587 | 1.61E-93 | 1.30E-92 | ENSG0000013757 | SDCBP
31 5

423.604484 | 1.53984799 0.1169506 | 13.16664619 | 1.37E-39 | 4.21E-39 | ENSG0000013760 | NEKI

7 62 1

29857.2969 | -1.424211608 0.1388932 | -10.25400312 | 1.14E-24 | 2.54E-24 | ENSG0000013764 | SORL1

2 29 2

75.6661696 | -1.01674834 0.1477447 | -6.881791276 | 5.91E-12 | 9.70E-12 | ENSG0000013774 | TMPRSSI13

9 22 7

4536.38713 | -2.204258298 0.1586069 | -13.89761889 | 6.55E-44 | 2.19E-43 | ENSG0000013775 | CASP1

3 04 2

258.209150 | 1.12037801 0.1125122 | 9.957833813 | 2.33E-23 | 5.05E-23 | ENSG0000013776 | ALKBHS

1 22 0

4668.84169 | -3.445558109 0.1261930 | -27.30386939 | 3.82E- 9.69E- ENSG0000013776 | SQOR

1 34 164 163 7

1839.07720 | 1.567446861 0.0878732 | 17.83759684 | 3.61E-71 | 1.99E-70 | ENSG0000013777 | CTDSPL2

7 08 0

10059.1954 | -2.075304999 0.3053281 | -6.796965357 | 1.07E-11 | 1.74E-11 | ENSG0000013780 | THBSI

6 71 1

1331.91417 | 1.275985904 0.0897708 | 14.21380338 | 7.52E-46 | 2.62E-45 | ENSG0000013780 | MAPKBP1

3 99 2

455.099362 | -1.0533896 0.1017333 | -10.354417 4.00E-25 | 9.02E-25 | ENSG0000013780 | NDUFAF1

8 57 6

971314912 | 1.637592285 0.2064577 | 7.93185196 2.16E-15 | 3.87E-15 | ENSG0000013781 | KNLI

1 47 2

37447.0789 | -1.371230137 0.0884598 | -15.50116402 | 3.41E-54 | 1.38E-53 | ENSG0000013781 | RPLP1

6 17 8

891.221592 | 1.873007995 0.0777948 | 24.07625595 | 4.43E- 6.49E- ENSG0000013782 | TUBGCP4

7 2 128 127 2

177.682493 | 1.081395289 0.1595562 | 6.777518543 | 1.22E-11 | 1.99E-11 | ENSG0000013783 | UACA

9 27 1

63.1920586 | 1.639151396 0.1593589 | 10.28590904 | 8.16E-25 | 1.83E-24 | ENSG0000013783 | SMAD6

9 24 4

51.8618738 | -1.716567999 0.1514804 | -11.33194564 | 9.12E-30 | 2.29E-29 | ENSG0000013784 | PAK6

4 3 3

120.482024 | 2.2573069 0.0928765 | 24.30439171 | 1.76E- 2.70E- ENSG0000013785 | DUOX1

5 03 130 129 7

1364.04717 | 2.066348421 0.0734461 | 28.13418324 | 3.74E- 1.11E- ENSG0000013787 | ZNF280D

6 85 174 172 1

167.944366 | -1.38646699 0.1575920 | -8.797824556 | 1.39E-18 | 2.70E-18 | ENSG0000013787 | SPTBNS

2 25 7




74.6810418 | 1.885832391 0.2020771 | 9.332241073 | 1.04E-20 | 2.11E-20 | ENSG0000013794 | TTLL7
19 1

345.122986 | 2.873499638 0.1788117 | 16.06997118 | 4.14E-58 | 1.81E-57 | ENSG0000013794 | FNBPIL

1 48 2

2169.87034 | 1.159829566 0.1101949 | 10.52524801 | 6.61E-26 | 1.52E-25 | ENSG0000013795 | RABGGTB

1 87 5

2467.19573 | -1.650651749 0.3061003 | -5.392518415 | 6.95E-08 | 1.00E-07 | ENSG0000013795 | IFI44L

3 45 9

683.374470 | 1.263778455 0.0936358 | 13.49673959 | 1.63E-41 | 5.23E-41 | ENSG0000013799 | DBT

9 33 2

830.871169 | 1.991192143 0.0909755 | 21.88710214 | 3.45E- 3.48E- ENSG0000013800 | IFT172

2 95 106 105 2

1038.21758 | 1.257904737 0.1220521 | 10.30629037 | 6.60E-25 | 1.48E-24 | ENSG0000013801 | SELENOI

4 34 8

219.726227 | 1.063244795 0.1672214 | 6.358305407 | 2.04E-10 | 3.19E-10 | ENSG0000013803 | DYNC2LI1

2 1 6

411.037445 | 1.314082806 0.0970958 | 13.53387698 | 9.87E-42 | 3.17E-41 | ENSG0000013805 | THUMPD2

1 14 0

2156.09674 | -2.762797256 0.2583804 | -10.6927477 1.10E-26 | 2.58E-26 | ENSG0000013806 | CYP1BI1
77 1

3857.67799 | -1.209611257 0.0648742 | -18.64548288 | 1.37E-77 | 8.44E-77 | ENSG0000013806 | RABIA

4 25 9

1818.5682 -1.267785764 0.0575875 | -22.01491437 | 2.07E- 2.13E- ENSG0000013807 | PREB
86 107 106 3

788.410107 | 1.167169006 0.1085779 | 10.74959077 | 5.95E-27 | 1.40E-26 | ENSG0000013807 | PREPL

9 94 8

519.629193 | 2.512011646 0.1897391 | 13.23929148 | 5.20E-40 | 1.62E-39 | ENSG0000013808 | EMILIN1

1 3 0

1560.96390 | 1.142047275 0.0779128 | 14.65801207 | 1.20E-48 | 4.37E-48 | ENSG0000013808 | FBXO11

1 35 1

580.141374 | 1.255094645 0.0909709 | 13.79664593 | 2.67E-43 | 8.82E-43 | ENSG0000013809 | CENPO

9 98 2

4723.51644 | -1.758997613 0.0785891 | -22.38219617 | 5.87E- 6.48E- ENSG0000013810 | ACTRIA

8 43 111 110 7

644.021080 | -1.493008182 0.1239185 | -12.04830413 | 1.98E-33 | 5.34E-33 | ENSG0000013811 | MFSD13A

2 34 1

131.628668 | 3.458185527 0.1693165 | 20.42438451 | 1.02E-92 | 8.05E-92 | ENSG0000013813 | LOXL4

3 11 1

1316.90227 | 1.041717136 0.1822876 | 5.714688839 | 1.10E-08 | 1.63E-08 | ENSG0000013816 | KIF11

1 39 0

1154.23506 | -2.52550082 0.1831596 | -13.78852238 | 2.99E-43 | 9.85E-43 | ENSG0000013816 | DUSPS5

3 42 6

1089.44814 | -1.0604928 0.1187869 | -8.927689843 | 4.35E-19 | 8.52E-19 | ENSG0000013817 | CALHM2

5 22 2




894.046777 | 1.45930836 0.1958187 | 7.452343297 | 9.17E-14 | 1.58E-13 | ENSG0000013818 | KIF20B

3 25 2

4582.44721 | -1.30785784 0.1047574 | -12.48462575 | 9.06E-36 | 2.56E-35 | ENSG0000013818 | ENTPDI
73 5

140.728014 | 2.110706161 0.1160101 | 18.19414979 | 5.74E-74 | 3.33E-73 | ENSG0000013819 | PLCE1

5 56 3

787.615385 | 1.028338182 | 0.0512054 | 20.08259989 | 1.05E-89 | 7.88E-89 | ENSG0000013828 | FAM149B1

8 31 6

161331194 | 2.277859391 0.2357562 | 9.661926586 | 4.38E-22 | 9.22E-22 | ENSG0000013831 | ADAMTS14

1 31 6

210.086809 | 3.363170122 | 0.1661483 | 20.24197003 | 4.18E-91 | 3.22E-90 | ENSG0000013833 | TET!

8 6 6

481.179895 | 1.147556143 | 0.1592976 | 7.20384955 | 5.85E-13 | 9.87E-13 | ENSG0000013834 | DNA2

2 28 6

991.525799 | -2.132095239 | 0.1753919 | -12.15617564 | 5.32E-34 | 1.45E-33 | ENSG0000013837 | STAT4

3 41 8

590.922026 | 1.965820783 | 0.1086155 | 18.09888608 | 3.25E-73 | 1.87E-72 | ENSG0000013838 | CARF

2 67 0

1025.63204 | 1.667147047 | 0.1462839 | 11.39664928 | 4.35E-30 | 1.10E-29 | ENSG0000013839 | FASTKDI

7 65 9

175.162523 | -3.212830722 | 0.1891805 | -16.98288364 | 1.10E-64 | 5.42E-64 | ENSG0000013841 | HECW2

8 18 1

2125.75810 | -1.54961164 0.0796122 | -19.46449139 | 2.20E-84 | 1.52E-83 | ENSG0000013843 | CIRI

1 34 3

807.318840 | 1.018670498 | 0.0805791 | 12.6418612 | 1.24E-36 | 3.58E-36 | ENSG0000013843 | FAM117B

2 55 9

977.405595 | 1.354478932 | 0.1317145 | 10.28344121 | 8.37E-25 | 1.87E-24 | ENSG0000013844 | WDR12

3 6 2

1055.82470 | 1.173944974 | 0.1327719 | 8.841814365 | 9.42E-19 | 1.83E-18 | ENSG0000013844 | ABI2

4 54 3

679.909746 | 1381619797 | 0.1262118 | 10.94683144 | 6.88E-28 | 1.66E-27 | ENSG0000013844 | ITGAV

8 45 8

767.636468 | -1.27135278 0.1579269 | -8.0502562 | 8.26E-16 | 1.50E-15 | ENSG0000013846 | SLC49A4

4 96 3

467.146341 | -1.575511573 | 0.1033352 | -15.24659875 | 1.73B-52 | 6.82E-52 | ENSG0000013849 | COX17

8 81 5

4024.88688 | -1.614322725 | 0.1072051 | -15.05825591 | 3.05E-51 | 1.17E-50 | ENSG0000013849 | PARP9

5 59 6

398.166008 | 1.647324467 | 0.0956781 | 17.21734638 | 1.97E-66 | 1.00E-65 | ENSG0000013860 | GLCE

9 86 4

140.738346 | 1.662834784 | 0.1396441 | 11.90766173 | 1.08E-32 | 2.87E-32 | ENSG0000013860 | SHF

1 07 6

922.645052 | -1.444653383 | 0.0903281 | -15.99339197 | 1.42E-57 | 6.14E-57 | ENSG0000013862 | PPCDC

6 42 1




1369.46231 | -2.994631569 0.1795838 | -16.67539099 | 1.98E-62 | 9.39E-62 | ENSG0000013862 | SEMA7A

2 89 3

2366.23125 | -1.9703422 0.0879368 | -22.40633112 | 3.41E- 3.79E- ENSG0000013862 | UBL7

4 51 111 110 9

530.536408 | -2.130673863 0.1906013 | -11.17868961 | 5.18E-29 | 1.28E-28 | ENSG0000013863 | ARHGAP24

2 98 9

903.713366 | -1.475627715 0.1539009 | -9.588164392 | 8.97E-22 | 1.88E-21 | ENSG0000013864 | HERC5
61 6

683.335950 | 1.633748993 0.1582533 | 10.32363079 | 5.51E-25 | 1.24E-24 | ENSG0000013865 | ZGRF1

6 34 8

1078.41071 | -2.150841839 0.2147967 | -10.01338229 | 1.33E-23 | 2.90E-23 | ENSG0000013867 | GPAT3
37 8

686.638601 | 1.470208577 0.1216794 | 12.0826333 1.30E-33 | 3.54E-33 | ENSG0000013870 | LARP1B

1 83 9

915.569519 | 3.750395848 0.2207278 | 16.99104355 | 9.57E-65 | 4.73E-64 | ENSG0000013872 | MMRNI1

5 11 2

271.726150 | 1.25355486 0.1318149 | 9.509956452 | 1.91E-21 | 3.96E-21 | ENSGO0000013873 | PDESA

5 95 5

2480.62211 | 1.065820647 0.1618254 | 6.586235112 | 4.51E-11 | 7.20E-11 | ENSG0000013875 | SEPTIN11

5 78 8

5824.83812 | -5.595851394 0.2912581 | -19.21268429 | 2.90E-82 | 1.93E-81 | ENSG0000013877 | ANXA3

6 77 2

308.31215 1.17993613 0.1549003 | 7.617390793 | 2.59E-14 | 4.53E-14 | ENSG0000013878 | GSTCD
01 0

460.019806 | 1.450202074 0.0828062 | 17.51318722 | 1.14E-68 | 5.97E-68 | ENSG0000013879 | CASP6

7 91 4

965911072 | -1.534454399 0.1784645 | -8.598091095 | 8.11E-18 | 1.54E-17 | ENSG0000013879 | LEF1

2 43 5

473.300037 | 1.33998102 0.2177085 | 6.15493191 7.51E-10 | 1.15E-09 | ENSG0000013882 | FBN2

1 04 9

2172.67784 | -1.011484901 0.1335711 | -7.572632621 | 3.66E-14 | 6.38E-14 | ENSG0000013883 | RGS3

8 04 5

4424.53030 | -1.167173672 0.0731036 | -15.96601035 | 2.20E-57 | 9.50E-57 | ENSG0000013886 | GUCDI

7 53 7

1067.36446 | -1.112273743 0.0578558 | -19.22491429 | 2.29E-82 | 1.53E-81 | ENSG0000013894 | RNF185

7 49 2

118.020574 | -2.06045785 0.1995301 | -10.326548 5.34E-25 | 1.20E-24 | ENSG0000013904 | B4GALNT3

6 67 4

4062.88866 | -3.443564072 0.1700946 | -20.24499207 | 3.93E-91 | 3.04E-90 | ENSG0000013911 | GABARAPLI

2 12 2

194.214344 | -1.247968609 0.2099949 | -5.942849997 | 2.80E-09 | 4.23E-09 | ENSG0000013911 | KIF21A

5 7 6

641.291639 | 1.446888819 0.2109221 | 6.85982349 6.89E-12 | 1.13E-11 | ENSG0000013911 | CPNE8

3 65 7




2107.22881 | -1.314824764 0.2217750 | -5.928640524 | 3.05E-09 | 4.60E-09 | ENSG0000013913 | FGD4

9 86 2

204.997549 | 1.935325623 0.1372332 | 14.10245026 | 3.67E-45 | 1.26E-44 | ENSG0000013913 | ALGI10

6 88 3

145.536518 | 2.789294289 0.1629320 | 17.11937293 | 1.06E-65 | 5.34E-65 | ENSG0000013917 | PRICKLEI1

9 36 4

3311.00549 | -1.794172231 0.1601371 | -11.20397058 | 3.90E-29 | 9.65E-29 | ENSG0000013917 | CIRL

3 78 8

1175.63476 | -1.378686311 0.0591439 | -23.31068487 | 3.45E- 4.41E- ENSG0000013918 | NDUFA9

3 64 120 119 0

3220.24592 | -1.222316962 0.0964036 | -12.67915924 | 7.72E-37 | 2.24E-36 | ENSG0000013918 | CLSTN3

2 29 2

386.785623 | -1.051036341 0.1800484 | -5.837520257 | 5.30E-09 | 7.92E-09 | ENSG0000013918 | KLRG1

8 27 7

1433.17003 | -1.138999293 0.0760269 | -14.98152909 | 9.70E-51 | 3.67E-50 | ENSG0000013919 | TAPBPL
05 2

736.061092 | -3.299425815 0.1312271 | -25.14285861 | 1.69E- 2.98E- ENSG0000013919 | CD27

8 55 139 138 3

29.3626388 | -1.009306604 0.1241641 | -8.128811412 | 4.34E-16 | 7.91E-16 | ENSG0000013920 | PIANP

1 06 0

145.701695 | -1.045690013 0.1949017 | -5.365217434 | 8.09E-08 | 1.17E-07 | ENSG0000013921 | AMIGO2

4 03 1

634.244190 | -1.675509487 0.1105587 | -15.15493092 | 7.03E-52 | 2.73E-51 | ENSG0000013926 | 9-Mar

2 02 6

3052.95092 | 1.38977899 0.2041007 | 6.809280083 | 9.81E-12 | 1.60E-11 | ENSG0000013931 | DUSP6

2 23 8

273.541362 | 1.594610345 0.0969101 | 16.45452392 | 7.78E-61 | 3.59E-60 | ENSG0000013932 | TMTC3

7 48 4

59.7209949 | 1.27493442 0.2470146 | 5.161370952 | 2.45E-07 | 3.48E-07 | ENSG0000013932 | LUM

1 85 9

134.234520 | 1.073052048 0.1982088 | 5.413745055 | 6.17E-08 | 8.94E-08 | ENSG0000013935 | GAS2L3

5 25 4

3818.70049 | -2.767265222 0.0844083 | -32.78425756 | 9.87E- 6.36E- ENSG0000013937 | SLC15A4

7 54 236 234 0

1533.03059 | -1.885915125 0.0835660 | -22.56796919 | 8.95E- 1.02E- ENSG0000013943 | GLTP

5 09 113 111 3

3130.75739 | -1.007998204 0.0768740 | -13.11234081 | 2.80E-39 | 8.57E-39 | ENSG0000013949 | NUP58
09 6

208.323648 | 1.663869216 0.1162400 | 14.31407392 | 1.79E-46 | 6.30E-46 | ENSG0000013953 | CCDC65

1 88 7

44.9527284 | -1.358990319 0.1328110 | -10.23251063 | 1.42E-24 | 3.16E-24 | ENSG0000013954 | RDH16

6 34 7

103.801044 | -1.150490632 0.2264850 | -5.079763614 | 3.78E-07 | 5.33E-07 | ENSG0000013956 | ACVRLI1

3 73 7




821.270716 | -4.604425274 0.2256324 | -20.40675306 | 1.46E-92 | 1.15E-91 | ENSG0000013957 | GPR84

6 3 2

1026.89196 | 1.956748281 0.1746600 | 11.20317872 | 3.93E-29 | 9.73E-29 | ENSG0000013961 | BRCA2

6 97 8

900.772599 | 1.092177412 0.0892383 | 12.23887329 | 1.93E-34 | 5.31E-34 | ENSG0000013962 | MAP3K12

8 95 5

1635.20525 | -1.236863231 0.1530385 | -8.082039565 | 6.37E-16 | 1.16E-15 | ENSG0000013962 | ITGB7
02 6

1309.04573 | -1.006393993 0.1011089 | -9.953557179 | 2.43E-23 | 5.27E-23 | ENSG0000013963 | CSAD

1 78 1

2169.89896 | -1.164957781 0.0904377 | -12.88131737 | 5.73E-38 | 1.70E-37 | ENSG0000013963 | LMBRIL

4 83 6

883.486840 | -1.043062211 0.0694341 | -15.02232052 | 5.24E-51 | 2.00E-50 | ENSG0000013963 | C120rf10

5 6 7

24951.241 -1.084605265 0.0798112 | -13.58963634 | 4.61E-42 | 1.49E-41 | ENSG0000013964 | TMBIM6
06 4

248.933281 | 1.352535338 0.0887694 | 15.23649978 | 2.02E-52 | 7.95E-52 | ENSG0000013967 | HNRNPAI1L2

5 26 5

2963.39333 | -1.781625826 0.1066798 | -16.70067133 | 1.30E-62 | 6.17E-62 | ENSG0000013972 | VPS37B

5 93 2

292.75942 -1.198487027 0.0902632 | -13.27768547 | 3.12E-40 | 9.73E-40 | ENSG0000013972 | RHOF
49 5

373.234329 | -1.283945619 0.1906993 | -6.732827404 | 1.66E-11 | 2.69E-11 | ENSG0000013973 | SLAINI

7 22 7

4083.52409 | 1.685227316 0.0819436 | 20.56569513 | 5.57E-94 | 4.51E-93 | ENSG0000013974 | RBM26

5 11 6

1710.85024 | -4.287298662 0.1663530 | -25.77228228 | 1.81E- 3.58E- ENSG0000013983 | RAB20

5 85 146 145 2

75.7066937 | 1.064112282 0.1307364 | 8.139369391 | 3.97E-16 | 7.26E-16 | ENSG0000013983 | GRTPI

9 53 5

159.538949 | 1.0453489 0.1579210 | 6.619440099 | 3.61E-11 | 5.78E-11 | ENSG0000013988 | CDH24

5 45 0

763.029140 | -5.452556887 0.1834612 | -29.72048188 | 4.18E- 1.63E- ENSG0000013989 | REM2

2 54 194 192 0

98.4605475 | -2.080165747 0.1365948 | -15.2287229 | 2.28E-52 | 8.95E-52 | ENSG0000013989 | CBLN3

9 91 9

220.671248 | 2.648906685 0.0843405 | 31.4072681 1.61E- 8.45E- ENSG0000013990 | TSSK4

9 63 216 215 8

64.9601923 | -2.128606302 0.1363849 | -15.60733556 | 6.49E-55 | 2.67E-54 | ENSG0000013991 | FITM1

4 9 4

86.0105442 | 1.025209436 0.2331472 | 4.397260839 | 1.10E-05 | 1.46E-05 | ENSG0000013992 | FRMD6

6 87 6

245.029205 | -1.968144223 0.2469043 | -7.971280591 | 1.57E-15 | 2.83E-15 | ENSG0000013997 | RTN1

3 96 0




168.097235 | 1.00271332 0.0726721 | 13.79777279 | 2.63E-43 | 8.68E-43 | ENSG0000013997 | SLC38A6

6 14 4

352.941195 | 1.181466093 0.0881892 | 13.3969334 6.30E-41 | 1.99E-40 | ENSG0000013999 | RABI15

9 94 8

100.311072 | -1.017184306 0.1599445 | -6.359607724 | 2.02E-10 | 3.17E-10 | ENSG0000014000 | ESR2

2 04 9

713.709489 | 4.539998917 0.2159326 | 21.02507022 | 3.87E-98 | 3.38E-97 | ENSG0000014002 | STON2

1 4 2

143.61411 1.457389058 0.1028612 | 14.16848969 | 1.44E-45 | 4.97E-45 | ENSG0000014002 | EFCABI1
85 5

805.238033 | -1.652505231 0.1455574 | -11.3529441 | 7.17E-30 | 1.80E-29 | ENSG0000014003 | GPR65

9 18 0

202.010458 | 1.192297136 0.1303662 | 9.145749588 | 5.92E-20 | 1.18E-19 | ENSG0000014004 | PTGR2

8 56 3

2320.59762 | -2.343965828 0.1538775 | -15.23266579 | 2.15E-52 | 8.43E-52 | ENSG0000014004 | JDP2

3 85 4

128.772589 | 1.588790183 0.0889095 | 17.86974326 | 2.03E-71 | 1.12E-70 | ENSG0000014010 | CLBAI

3 14 4

6491.57286 | -1.493270432 0.1082726 | -13.79175485 | 2.86E-43 | 9.42E-43 | ENSG0000014010 | WARS

9 92 5

2578.25431 | 1.668801223 0.0777321 | 21.46861317 | 3.06E- 2.87E- ENSG0000014026 | TCF12

3 39 102 101 2

9849.46309 | -2.036589214 0.1020057 | -19.96542719 | 1.10E-88 | 8.15E-88 | ENSG0000014026 | SERF2
92 4

921.296921 | 1.045088094 0.0739608 | 14.13029164 | 2.47E-45 | 8.51E-45 | ENSG0000014026 | ZSCAN29

6 3 5

277.455147 | 2.623367227 0.1616779 | 16.22588392 | 3.31E-59 | 1.48E-58 | ENSG0000014028 | SLC27A2

9 24 4

559.307823 | 1.662568568 0.3118686 | 5.330990172 | 9.77E-08 | 1.41E-07 | ENSG0000014028 | HDC
24 7

87.9706460 | 3.478785522 0.1220556 | 28.50162852 | 1.12E- 3.59E- ENSG0000014032 | DISP2

8 76 178 177 3

11009.4580 | -2.893475011 0.1235483 | -23.41977984 | 2.69E- 3.49E- ENSG0000014033 | TLE3

6 44 121 120 2

8357.01575 | -1.105642347 0.0629045 | -17.57650916 | 3.73E-69 | 1.97E-68 | ENSG0000014035 | ANP32A

7 47 0

1407.01909 | 1.393143597 0.0758460 | 18.36805203 | 2.37E-75 | 1.40E-74 | ENSG0000014036 | UBE2Q2

2 18 7

5762.66889 | -2.946810743 0.1631018 | -18.06730719 | 5.77E-73 | 3.29E-72 | ENSG0000014036 | PSTPIPI

3 23 8

3017.00221 | -4.125426972 0.1779367 | -23.18479073 | 6.48E- 8.08E- ENSG0000014037 | BCL2A1

8 79 119 118 9

966.167601 | 1.054675357 0.0866771 | 12.16786138 | 4.61E-34 | 1.26E-33 | ENSG0000014038 | HMG20A

3 34 2




821.396938 | 1.319893128 0.0577317 | 22.86252861 | 1.10E- 1.30E- ENSG0000014038 | SCAPER
5 21 115 114 6

2303.15721 | 1.183742554 0.0575137 | 20.58190746 | 3.99E-94 | 3.24E-93 | ENSG0000014039 | TSPAN3
6 44 1

2227.23910 | -1.962168296 0.1954969 | -10.03682528 | 1.05E-23 | 2.29E-23 | ENSG0000014040 | DNAJA4
4 07 3

711.252048 | -1.14123447 0.1740926 | -6.555328392 | 5.55E-11 | 8.84E-11 | ENSG0000014041 | TPMI
6 47 6

2916.26058 | -1.140155769 0.1849405 | -6.164983749 | 7.05E-10 | 1.09E-09 | ENSG0000014044 | IGFIR
7 96 3

287.264963 | -1.443980616 0.1973139 | -7.318186783 | 2.51E-13 | 4.28E-13 | ENSG0000014045 | PIF1
7 88 1

56.2083922 | -1.025150007 0.1700832 | -6.027342289 | 1.67E-09 | 2.54E-09 | ENSG0000014047 | ADAMTSI17
1 57 0

130.361120 | -3.730858418 0.1334331 | -27.96050472 | 4.91E- 1.43E- ENSG0000014048 | CELF6
2 57 172 170 8

481.437484 | -3.059715425 0.1617391 | -18.91759503 | 8.17E-80 | 5.22E-79 | ENSG0000014051 | HAPLN3
1 33 1

1838.29837 | 1.218394332 0.1452800 | 8.386522044 | 5.01E-17 | 9.34E-17 | ENSG0000014052 | FANCI
3 49 5

568.263854 | 1.57009715 0.1964665 | 7.991675776 | 1.33E-15 | 2.40E-15 | ENSG0000014053 | TICRR
7 73 4

195.920051 | 1.339741374 0.0536223 | 24.98477321 | 8.95E- 1.52E- ENSG0000014054 | DET1
3 15 138 136 3

5639.39042 | -1.256670289 0.1492478 | -8.420024144 | 3.76E-17 | 7.05E-17 | ENSG0000014056 | MCTP2
7 25 3

11298.8763 | -2.29589609 0.1388173 | -16.53896624 | 1.92E-61 | 8.95E-61 | ENSG0000014056 | FURIN
5 88 4

17355.0224 | -1.130314769 0.1140638 | -9.90949057 | 3.79E-23 | 8.16E-23 | ENSG0000014057 | IQGAPI
8 62 5

438.355241 | 1.751692959 0.0835899 | 20.95577699 | 1.66E-97 | 1.44E-96 | ENSG0000014065 | PMM?2
7 79 0

31438.4520 | -3.709213983 0.2105877 | -17.61362787 | 1.94E-69 | 1.03E-68 | ENSG0000014067 | ITGAX
8 34 8

845.349507 | 1.412920563 0.1042829 | 13.54891079 | 8.04E-42 | 2.59E-41 | ENSG0000014069 | ARMCS5
4 63 1

1478.85039 | 1.369624042 0.1243829 | 11.01134745 | 3.37E-28 | 8.17E-28 | ENSG0000014071 | FTO
1 65 8

832.017319 | -1.516239146 0.0733940 | -20.65888993 | 8.12E-95 | 6.70E-94 | ENSG0000014074 | CDR2
3 28 3

4673.44168 | -2.850614834 0.2418768 | -11.78539535 | 4.64E-32 | 1.22E-31 | ENSG0000014074 | IGSF6
1 95 9

955.090593 | 3.035414961 0.1328089 | 22.85549152 | 1.29E- 1.53E- ENSG0000014083 | ZFHX3
5 99 115 114 6




8652.82081 | -1.397095049 | 0.1021545 | -13.67628676 | 1.41E-42 | 4.59E-42 | ENSG0000014085 | NLRC5
4 6 3

670.159498 | -2.003649383 | 0.1915800 | -10.45854819 | 1.34E-25 | 3.06E-25 | ENSG0000014085 | KIFC3
3 69 9

71.8214040 | 2.083824312 0.1314123 | 15.8571363 | 1.25E-56 | 5.32E-56 | ENSG0000014087 | NUDT7
9 98 6

1649.20986 | -6.399897376 | 0.2671325 | -23.95776277 | 7.67E- 1.10E- | ENSG0000014093 | CMTM2
9 13 127 125 2

174.906343 | -1.720223022 | 0.1131251 | -15.20637094 | 3.21E-52 | 1.25E-51 | ENSG0000014093 | NOL3
3 52 9

6459.41593 | -2.397757758 | 0.1058309 | -22.65647897 | 1.20E- 1.39E- | ENSG0000014094 | MAP1LC3B
4 97 113 112 1

163.616242 | -3.365448742 | 0.1637654 | -20.55042502 | 7.63E-94 | 6.15E-93 | ENSG0000014096 | OSGIN1
4 08 1

4150.48925 | -1.753018015 | 0.0753818 | -23.25518228 | 1.26E- 1.59E- | ENSG0000014098 | RHOT2
4 22 119 118 3

543788838 | 1.388149273 0.0925074 | 15.00580958 | 6.73E-51 | 2.56E-50 | ENSG0000014098 | ZSCAN32
5 56 7

40620.1286 | -1.274553779 | 0.0788462 | -16.1650443 | 8.90E-59 | 3.95E-58 | ENSG0000014098 | RPS2
8 91 8

1376.43167 | -1.629701899 | 0.0643774 | -25.31477988 | 2.20E- | 4.00E- | ENSG0000014099 | NDUFB10
1 86 141 140 0

53.0625721 | 1.270005267 0.1045291 | 12.14977025 | 5.75E-34 | 1.57E-33 | ENSG0000014099 | TIGD7
9 59 3

409222269 | -2.81826346 0.1304623 | -21.60211606 | 1.72E- 1.64E- | ENSG0000014099 | DEF8
1 79 103 102 5

141.403079 | 1.227765453 0.1070129 | 11.47305189 | 1.80E-30 | 4.58E-30 | ENSG0000014101 | GAS8
8 78 3

8129.52691 | 1.453081262 0.0435224 | 33.3869663 | 2.12E- 1.52E- | ENSG0000014102 | NCOR1
5 11 244 242 7

2770.82269 | -1.174890323 | 0.1075466 | -10.92447546 | 8.80E-28 | 2.11E-27 | ENSG0000014108 | RANBP10
4 12 4

277.538296 | -4.547188915 | 0.1036674 | -43.8632418 | 0.00E+0 | 0.00E+0 | ENSG0000014108 | CTRL
6 16 0 0 6

162.789546 | -1.515762894 | 0.2478303 | -6.116131079 | 9.59E-10 | 1.47E-09 | ENSG0000014109 | DPEP3
6 48 6

1255.51209 | -1.472658464 | 0.1249596 | -11.78507346 | 4.66E-32 | 1.22E-31 | ENSG0000014117 | PCTP
8 34 9

581.077454 | 1.032784133 0.0915687 | 11.2787781 1.67E-29 | 4.17E-29 | ENSG0000014121 | C170rf80
1 96 9

1193.82749 | -1.273892736 | 0.1196302 | -10.64858722 | 1.77E-26 | 4.12E-26 | ENSG0000014123 | TOBI
2 11 2

1001.12991 | -2.845785553 | 0.1472805 | -19.32221512 | 3.49E-83 | 2.36E-82 | ENSG0000014129 | SKAPI
4 03 3




11665.4521 | -1.659787595 0.1276242 | -13.00526497 | 1.14E-38 | 3.45E-38 | ENSG0000014129 | SSH2
9 81 8

515.791996 | -2.451029926 0.1331092 | -18.41366411 | 1.02E-75 | 6.07E-75 | ENSG0000014133 | ARSG
7 99 7

2706.04669 | -1.70092039 0.1706451 | -9.967587951 | 2.11E-23 | 4.58E-23 | ENSG0000014140 | IMPA2
2 35 1

171.074162 | -1.102452955 0.0976031 | -11.29526361 | 1.38E-29 | 3.46E-29 | ENSG0000014140 | GNAL
2 19 4

726.494850 | 1.034325119 0.1853765 | 5.579590158 | 2.41E-08 | 3.53E-08 | ENSG0000014144 | OSBPL1A
7 4 7

1531.61806 | -1.080716452 0.0551200 | -19.60658219 | 1.36E-85 | 9.62E-85 | ENSG0000014145 | RMCI
8 84 2

778.881624 | -1.772629266 0.2096122 | -8.456706608 | 2.75E-17 | 5.16E-17 | ENSG0000014146 | SLC14Al
4 46 9

34785.6250 | -3.761765078 0.1673697 | -22.47577595 | 7.16E- 8.04E- ENSG0000014148 | ARRB2
1 53 112 111 0

3816.85968 | -1.490530461 0.0730473 | -20.40497972 | 1.51E-92 | 1.19E-91 | ENSG0000014150 | MINK1
3 88 3

994.126721 | -2.198468575 0.0909379 | -24.1754895 | 4.03E- 6.00E- ENSG0000014150 | SAT2
5 14 129 128 4

347.135606 | -3.162968477 0.1972842 | -16.03254468 | 7.57E-58 | 3.29E-57 | ENSG0000014150 | ASGR1
8 45 5

7814.32380 | -2.523197688 0.1197805 | -21.06516616 | 1.66E-98 | 1.46E-97 | ENSG0000014150 | PIK3R5
6 74 6

8939.24800 | -1.632454719 0.0869732 | -18.76962583 | 1.34E-78 | 8.38E-78 | ENSG0000014152 | ARHGDIA
7 16 2

6956.58119 | -1.739215869 0.0909811 | -19.11621238 | 1.85E-81 | 1.22E-80 | ENSG0000014152 | TMC6
5 96 4

15517.3516 | -3.996802373 0.1465364 | -27.27513755 | 8.37E- 2.12E- ENSG0000014152 | SLC16A3
6 7 164 162 6

118.952623 | 1.277884702 0.1112680 | 11.48474051 | 1.57E-30 | 4.01E-30 | ENSG0000014154 | RAB40B
4 52 2

3569.41498 | -1.868935263 0.0863451 | -21.64494611 | 6.78E- 6.55E- ENSG0000014154 | EIF4A3
1 1 104 103 3

8257.83812 | -1.796430677 0.0876152 | -20.50363671 | 2.00E-93 | 1.60E-92 | ENSG0000014155 | CSNK1D
2 22 1

911.582410 | -1.210972279 0.0669777 | -18.08020959 | 4.56E-73 | 2.61E-72 | ENSG0000014155 | ANAPCII
3 79 2

6018.98707 | -2.362797691 0.1010005 | -23.39391568 | 4.93E- 6.37E- ENSG0000014156 | NARF
9 22 121 120 2

1547.98897 | 1.00418097 0.0818928 | 12.26213264 | 1.45E-34 | 4.00E-34 | ENSG0000014156 | RPTOR
8 48 4

8033.99544 | -5.411480954 0.2755667 | -19.63764286 | 7.37E-86 | 5.24E-85 | ENSG0000014157 | SECTM1
5 26 4




731.297525 | -2.981988577 0.1424336 | -20.9359796 | 2.52E-97 | 2.17E-96 | ENSG0000014157 | RNF157
78 6

129.413316 | -1.055085153 0.2248949 | -4.691457752 | 2.71E-06 | 3.70E-06 | ENSG0000014162 | RNF165

9 49 2

2734.96341 | -1.010617198 0.0559395 | -18.0662259 | 5.88E-73 | 3.35E-72 | ENSG0000014169 | RETREG3

7 86 9

360.212811 | -1.528765676 0.1176391 | -12.99538245 | 1.30E-38 | 3.92E-38 | ENSG0000014173 | ERBB2

7 45 6

810.516731 | -1.618654111 0.0835901 | -19.36416614 | 1.55E-83 | 1.06E-82 | ENSG0000014174 | MIEN1

8 79 1

415.603822 | -1.153115839 0.1927848 | -5.9813624 2.21E-09 | 3.35E-09 | ENSG0000014175 | IGFBP4

6 14 3

98.9188169 | -2.933574639 0.1691130 | -17.34682204 | 2.08E-67 | 1.08E-66 | ENSG0000014185 | MISP3

7 88 4

3291.73229 | 1.440364386 0.0749291 | 19.2230144 2.38E-82 | 1.59E-81 | ENSG0000014190 | NFIC

4 63 5

7098.64884 | -1.980526382 0.1019939 | -19.41806824 | 5.43E-84 | 3.72E-83 | ENSG0000014196 | VAV1

4 96 8

2478.59375 | -1.50034734 0.0761543 | -19.70138763 | 2.10E-86 | 1.51E-85 | ENSG0000014198 | SH3GL1

9 99 5

1806.65785 | -2.707787069 0.1405666 | -19.26337028 | 1.09E-82 | 7.31E-82 | ENSG0000014204 | TMEMO91
31 6

421.427921 | 2.07624009 0.0916836 | 22.64570633 | 1.54E- 1.77E- ENSG0000014206 | ZFP14

4 09 113 112 5

19766.1883 | -5.016489905 0.2371423 | -21.15391985 | 2.54E-99 | 2.26E-98 | ENSG0000014208 | IFITM3

4 33 9

17136.8833 | -4.33706214 0.1534480 | -28.26404367 | 9.57E- 291E- ENSG0000014210 | PGGHG

5 41 176 174 2

3509.13493 | -1.234576079 0.1006369 | -12.2676279 1.35E-34 | 3.74E-34 | ENSG0000014216 | IFNARI

1 03 6

2543.16812 | -1.318043642 0.0839722 | -15.69619023 | 1.61E-55 | 6.67E-55 | ENSG0000014216 | SOD1

5 01 8

1448.75389 | -2.865929312 0.2286430 | -12.53451316 | 4.83E-36 | 1.38E-35 | ENSG0000014217 | COL6A2

8 5 3

3095.52277 | -1.807466518 0.0722641 | -25.01193305 | 4.53E- 7.73E- ENSG0000014218 | SCYLI
67 138 137 6

2108.70879 | 1.057612364 0.1058908 | 9.987758969 | 1.72E-23 | 3.75E-23 | ENSG0000014219 | DOP1B

3 58 7

1280.31862 | 1.541662824 0.1092228 | 14.11483902 | 3.08E-45 | 1.06E-44 | ENSG0000014220 | URBI

4 41 7

6737.34834 | -1.951991062 0.1352042 | -14.43734629 | 3.01E-47 | 1.08E-46 | ENSG0000014222 | EMP3
84 7

30.3841003 | 1.037506841 0.1552425 | 6.683135191 | 2.34E-11 | 3.77E-11 | ENSG0000014223 | NTNS5

9 34 3




110.275377 | -1.748920832 | 0.1543887 | -11.32802929 | 9.53E-30 | 2.39E-29 | ENSG0000014223 | LMTK3

3 99 5

7317.61927 | -1.78368584 0.1158639 | -15.39465668 | 1.78E-53 | 7.12E-53 | ENSG0000014232 | RNPEPLI

7 57 7

40059.2805 | -2.743516685 | 0.1947547 | -14.08703365 | 4.56E-45 | 1.56E-44 | ENSG0000014234 | MYOIF

6 48 7

950.061930 | 1.258449488 0.0493168 | 25.51766148 | 1.26E- | 2.38E- | ENSG0000014239 | ERVK3-1

1 03 143 142 6

3401.42895 | -3.026385619 | 0.3005331 | -10.07005602 | 7.49E-24 | 1.64E-23 | ENSG0000014240 | NLRP12

1 46 5

1830.67874 | -2.147222989 | 0.1008291 | -21.2956619 | 1.25E- 1.13E-99 | ENSG0000014240 | ZNF787

6 27 100 9

2008.60689 | -1.284141526 | 0.0958118 | -13.40273828 | 5.83E-41 | 1.84E-40 | ENSG0000014245 | CARMI

5 78 3

1432.07505 | -1.542098953 | 0.0613878 | -25.12058398 | 2.96E- 5.19E- | ENSG0000014250 | PSMB6
62 139 138 7

3242.07688 | -2.826741051 | 0.1898950 | -14.88580643 | 4.08E-50 | 1.53E-49 | ENSG0000014251 | SIGLEC10

4 56 2

347.139848 | 1.009529821 0.0712332 | 14.17217714 | 1.36E-45 | 4.72E-45 | ENSG0000014252 | ZNF473

3 21 8

36642.3440 | -1.340938274 | 0.0793426 | -16.90060666 | 4.45E-64 | 2.18E-63 | ENSG0000014253 | RPS11

7 12 4

55037.0985 | -1.422164804 | 0.0764650 | -18.59888664 | 3.28E-77 | 2.00E-76 | ENSG0000014254 | RPL13A

3 5 1

2080.09993 | -2.306302608 | 0.0927457 | -24.86694323 | 1.70E- | 2.81E- | ENSG0000014254 | NOSIP

7 22 136 135 6

907.306266 | -3.141669604 | 0.2007652 | -15.64847299 | 3.40E-55 | 1.41E-54 | ENSG0000014255 | RCN3

3 51 2

302.393882 | 1.056888542 0.1159193 | 9.117445277 | 7.69E-20 | 1.53E-19 | ENSG0000014255 | ZNF614

5 73 6

18581.4182 | -3.049207529 | 0.1355411 | -22.49654745 | 4.49E- 5.06E- | ENSG0000014263 | EFHD2

8 33 112 111 4

29663.9309 | -3.10901059 0.1565356 | -19.86135853 | 8.79E-88 | 6.42E-87 | ENSG0000014265 | PGD

1 46 7

27892.9445 | -2.451840338 | 0.1480939 | -16.55597958 | 1.45E-61 | 6.76E-61 | ENSG0000014266 | SH3BGRL3

9 46 9

559.192023 | 1.204097775 0.2059590 | 5.846296762 | 5.03E-09 | 7.52E-09 | ENSG0000014273 | PLK4

1 58 1

4847.60009 | -1.501296179 | 0.1308534 | -11.47311336 | 1.80E-30 | 4.58E-30 | ENSG0000014276 | SYTLI

2 25 5

7280.9437 | -1.626907129 | 0.0981324 | -16.57868683 | 9.94E-62 | 4.65E-61 | ENSG0000014278 | WDTCI
48 4

235.130981 | 1.524707956 0.1408231 | 10.82711176 | 2.56E-27 | 6.09E-27 | ENSG0000014279 | NBPF3

9 47 4




2242.54592 | 4.72097376 0.1481571 | 31.86463517 | 8.25E- 4.66E- ENSG0000014279 | HSPG2
57 223 221 8

514.598367 | 1.392372548 0.1470072 | 9.471452229 | 2.76E-21 | 5.70E-21 | ENSG0000014285 | ITGB3BP

2 92 6

686.319633 | -1.378865084 0.0795948 | -17.3235422 | 3.13E-67 | 1.61E-66 | ENSG0000014286 | BCL10

1 7 7

63.4896712 | -2.42434216 0.1631855 | -14.85635571 | 6.33E-50 | 2.37E-49 | ENSG0000014287 | CCNI
22 1

2808.82154 | 1.875309164 0.1060357 | 17.68563293 | 5.41E-70 | 2.91E-69 | ENSG0000014287 | PRKACB

5 39 5

1467.96449 | -1.629079901 0.0973892 | -16.72750949 | 8.26E-63 | 3.95E-62 | ENSG0000014296 | MOB3C

4 68 1

1726.54383 | 1.112382701 0.0912339 | 12.19264016 | 3.40E-34 | 9.33E-34 | ENSG0000014303 | MTF2

1 48 3

9298.17290 | -3.029967778 0.2057439 | -14.72688571 | 4.33E-49 | 1.59E-48 | ENSG0000014311 | Clorfl162

2 6 0

30135.4083 | -2.680532536 0.1055881 | -25.38668996 | 3.54E- 6.47E- ENSG0000014311 | CD53

3 07 142 141 9

203.266371 | 1.318334329 0.0857336 | 15.37709108 | 2.33E-53 | 9.33E-53 | ENSG0000014315 | NME7

1 62 6

944.263133 | 2.344599137 0.1211358 | 19.35511952 | 1.85E-83 | 1.26E-82 | ENSG0000014317 | UCK2

2 65 9

2490.96378 | 1.310045623 0.0584091 | 22.42875523 | 2.06E- 2.30E- ENSG0000014319 | POU2F1

6 99 111 110 0

195.090572 | 2.939978525 0.2154506 | 13.64571734 | 2.14E-42 | 6.96E-42 | ENSG0000014319 | ILDR2

5 39 5

22880.7284 | -4.700475278 0.2383821 | -19.71823199 | 1.50E-86 | 1.08E-85 | ENSG0000014322 | FCGR2A

6 88 6

42.8171750 | 1.585264373 0.1451025 | 10.9251337 8.74E-28 | 2.10E-27 | ENSG0000014325 | NR1I3

7 15 7

1122.13581 | -2.384755783 0.1950746 | -12.22483477 | 2.29E-34 | 6.30E-34 | ENSG0000014329 | FCRL5

4 84 7

558.757349 | 1.980496415 0.0765714 | 25.8646724 1.66E- 3.34E- ENSG0000014331 | PIGM

8 87 147 146 5

30.6882575 | -1.238190148 0.1699719 | -7.284672572 | 3.22E-13 | 5.47E-13 | ENSG0000014331 | CASQI1

3 7 8

62.6691376 | -2.118600367 0.1458472 | -14.52615828 | 8.27E-48 | 2.99E-47 | ENSG0000014332 | CRABP2

2 59 0

10760.4683 | -1.330371734 0.0896389 | -14.84144165 | 7.90E-50 | 2.95E-49 | ENSG0000014332 | HDGF

5 83 1

1279.02196 | 1.61754749 0.0650650 | 24.86045309 | 1.99E- 3.30E- ENSG0000014332 | ABL2

3 85 136 135 2

183.095523 | -3.608408565 0.2172826 | -16.60697704 | 6.20E-62 | 2.91E-61 | ENSG0000014333 | RGS16
85 3




339.169639 | -2.278273681 | 0.1795790 | -12.68674431 | 7.00E-37 | 2.03E-36 | ENSG0000014334 | RGLI

9 65 4

105.010010 | -2.990438737 | 0.2187620 | -13.66982211 | 1.54E-42 | 5.01E-42 | ENSG0000014336 | RORC

3 81 5

184.872981 | -3.131346485 | 0.1733700 | -18.06163614 | 6.39E-73 | 3.63E-72 | ENSG0000014336 | TUFTI

8 35 7

250.114493 | 2.206988633 | 0.1632890 | 13.51584074 | 1.26E-41 | 4.04E-41 | ENSG0000014336 | ECMI1

4 38 9

4131.83635 | -1.063711602 | 0.1094037 | -9.722804622 | 2.41E-22 | 5.11E-22 | ENSG0000014337 | SNX27

8 83 6

243929852 | -1.479594616 | 0.1530372 | -9.668199309 | 4.12E-22 | 8.68E-22 | ENSG0000014340 | MINDY
48 9

6259.26486 | -5.179443204 | 0.2947680 | -17.5712523 | 4.09E-69 | 2.16E-68 | ENSG0000014341 | SELENBPI

1 17 6

4478.84255 | -1.331159051 | 0.0432378 | -30.7868915 | 3.93E- | 1.81E- | ENSG0000014342 | ENSA

4 52 208 206 0

111.8627111 | -1.195886703 | 0.0824456 | -14.50516006 | 1.12E-47 | 4.05E-47 | ENSG0000014344 | ClorfS6
05 3

838.743870 | 1.157637783 | 0.0605809 | 19.10894217 | 2.13E-81 | 1.40E-80 | ENSG0000014345 | GABPB2

3 45 8

887.747921 | 1.094154135 | 0.2036589 | 5.372482632 | 7.77E-08 | 1.12E-07 | ENSG0000014347 | DTL
43 6

234.928268 | 1.004828829 | 0.1603565 | 6.266214527 | 3.70E-10 | 5.74E-10 | ENSG0000014347 | DYRK3
96 9

1112.37269 | 1.349126484 | 0.0976475 | 13.81628339 | 2.03E-43 | 6.74E-43 | ENSG0000014349 | INTS7

3 69 3

196.960969 | -1.626490527 | 0.2991079 | -5.43780385 | 5.39E-08 | 7.82E-08 | ENSG0000014349 | VASH2

9 8 4

162.455790 | 1.373565647 | 0.1236510 | 11.1084005 | 1.14E-28 | 2.79E-28 | ENSG0000014349 | TAF1A

9 74 8

4228.07287 | -1.780211199 | 0.0733009 | -24.28632662 | 2.73E- | 4.18E- | ENSG0000014354 | JTB

5 66 130 129 3

70671.4694 | -4.135784036 | 0.3131185 | -13.20836318 | 7.85E-40 | 2.43E-39 | ENSG0000014354 | SI00A8

4 88 6

23892.6437 | -1.196996352 | 0.0662317 | -18.07283454 | 5.22B-73 | 2.97E-72 | ENSG0000014354 | TPM3

8 99 9

220138851 | -1.69848328 0.0943884 | -17.99461765 | 2.15E-72 | 1.21E-71 | ENSG0000014357 | SLC39A1

3 06 0

1474.00076 | -1.261953906 | 0.0493548 | -25.56898503 | 3.38E- | 6.44E- | ENSG0000014357 | HAXI

6 69 144 143 5

398.242891 | 1.403393706 | 0.0762305 | 18.40985175 | 1.10E-75 | 6.50E-75 | ENSG0000014357 | CREB3L4

8 82 8

320.452451 | -3.678589908 | 0.2884551 | -12.75272596 | 3.01E-37 | 8.81E-37 | ENSG0000014360 | KCNN3

5 83 3




2376.56586 | -1.638705896 0.0951660 | -17.21943216 | 1.90E-66 | 9.69E-66 | ENSG0000014362 | RIT1

2 82 2

301.743753 | -4.879181597 0.2207619 | -22.10155371 | 3.05E- 3.19E- ENSG0000014363 | ACTAL1

2 27 108 107 2

1122.18585 | -1.221301237 0.0713976 | -17.10561616 | 1.35E-65 | 6.74E-65 | ENSG0000014364 | TTC13

6 76 3

1359.49464 | 1.534323825 0.0894664 | 17.14970235 | 6.32E-66 | 3.20E-65 | ENSG0000014365 | SCCPDH
99 3

10670.1156 | 1.011623614 0.1421978 | 7.114199999 | 1.13E-12 | 1.88E-12 | ENSG0000014366 | LYST

4 04 9

123.453981 | 2.171992555 0.1574011 | 13.79908734 | 2.58E-43 | 8.53E-43 | ENSG0000014367 | MAP3K21
75 4

2060.31200 | 1.017999984 0.0812119 | 12.53510243 | 4.80E-36 | 1.37E-35 | ENSG0000014370 | CEP170

5 4 2

1786.2728 -1.011460416 0.0706304 | -14.32046665 | 1.63E-46 | 5.75E-46 | ENSG0000014375 | DEGSI
09 3

18585.4653 | -2.007954045 0.0761215 | -26.37825786 | 2.43E- 5.32E- ENSG0000014376 | ARF1

7 56 153 152 1

1301.73426 | -1.328415574 0.1366192 | -9.723485033 | 2.39E-22 | 5.08E-22 | ENSG0000014377 | CNIH4

4 85 1

3248.40238 | -1.083799812 0.0979264 | -11.06748571 | 1.80E-28 | 4.39E-28 | ENSG0000014377 | ITPKB

8 7 2

22620.7361 | -4.813337999 0.1477079 | -32.58684854 | 6.30E- 3.92E- ENSG0000014377 | GUK1

2 93 233 231 4

348.903892 | 1.623640348 0.2580847 | 6.291112406 | 3.15E-10 | 4.90E-10 | ENSG0000014377 | CDC42BPA
78 6

77.7485746 | -1.015968931 0.1255731 | -8.090652342 | 5.93E-16 | 1.08E-15 | ENSG0000014378 | CNIH3

2 79 6

452.978816 | -1.065428044 0.0597808 | -17.8222188 | 4.75E-71 | 2.61E-70 | ENSG0000014379 | Clorf35
87 3

1922.79937 | -1.424232358 0.1904760 | -7.477225247 | 7.59E-14 | 1.31E-13 | ENSG0000014379 | MBOAT2

2 54 7

575.141350 | 1.035787015 0.1101768 | 9.40112924 5.40E-21 | 1.11E-20 | ENSG0000014381 | EPHX1

1 72 9

211.516086 | -1.014142012 0.2207953 | -4.593130462 | 4.37E-06 | 5.92E-06 | ENSG0000014384 | SOX13

7 86 2

137.370958 | 2.444859236 0.1933547 | 12.6444201 1.20E-36 | 3.47E-36 | ENSG0000014385 | PLEKHA®6

7 93 0

92.1475800 | 2.639165759 0.1683776 | 15.67408427 | 2.27E-55 | 9.43E-55 | ENSG0000014385 | SYT2

1 68 8

3331.81744 | -2.057702087 0.1153414 | -17.84009608 | 3.45E-71 | 1.90E-70 | ENSG0000014386 | ARL8SA

7 24 2

101.985709 | 2.053943964 0.1451528 | 14.15021571 | 1.86E-45 | 6.43E-45 | ENSG0000014386 | GDF7

5 38 9




17168.8666 | -3.723329061 0.2328306 | -15.99157295 | 1.46E-57 | 6.32E-57 | ENSG0000014387 | RHOB

2 96 8

813.207629 | -1.094184315 0.1508511 | -7.253403108 | 4.06E-13 | 6.88E-13 | ENSG0000014388 | HNRNPLL

2 66 9

459.123547 | -1.759677904 0.1421839 | -12.37606223 | 3.52E-35 | 9.87E-35 | ENSG0000014389 | GALM

9 9 1

2764.53018 | -1.08483996 0.0797503 | -13.60294757 | 3.85E-42 | 1.25E-41 | ENSG0000014392 | EML4

2 6 4

11509.9343 | -1.256019 0.0981227 | -12.80048451 | 1.63E-37 | 4.80E-37 | ENSG0000014393 | CALM2
7 3

354.142067 | 2.253121907 0.0744537 | 30.26204186 | 3.62E- 1.56E- ENSG0000014395 | WDPCP

9 3 201 199 1

2190.12817 | 1.176546339 0.0686869 | 17.12911673 | 9.00E-66 | 4.53E-65 | ENSG0000014397 | ASXL2

3 24 0

1101.73800 | 4.628023739 0.2493339 | 18.561543 6.58E-77 | 4.00E-76 | ENSG0000014399 | MEIS1

3 99 5

543.087283 | 1.688111668 0.0889167 | 18.98529977 | 2.26E-80 | 1.46E-79 | ENSG0000014402 | ZNF514
77 6

1397.07067 | -1.353889388 0.1409018 | -9.608744197 | 7.34E-22 | 1.54E-21 | ENSG0000014404 | SFXNS5

4 04 0

6496.17722 | -2.712787137 0.1280607 | -21.18359241 | 1.35E-99 | 1.21E-98 | ENSG0000014411 | RALB

2 69 8

79.3054197 | -3.331824414 0.1613048 | -20.65545615 | 8.72E-95 | 7.19E-94 | ENSG0000014413 | NT5DC4

3 09 0

502.361339 | 1.415720384 0.0959252 | 14.75857276 | 2.71E-49 | 1.00E-48 | ENSG0000014416 | ZC3HS8

9 91 1

146.182164 | 1.017264117 0.0860280 | 11.8248009 291E-32 | 7.67E-32 | ENSG0000014418 | LIPT1

2 12 2

1074.24228 | 2.572745802 0.1968976 | 13.06641226 | 5.12E-39 | 1.56E-38 | ENSG0000014421 | AFF3

1 45 8

1286.40815 | 1.264659597 0.0836229 | 15.1233573 1.14E-51 | 4.39E-51 | ENSG0000014428 | PKP4

1 4 3

401.358874 | 1.154780438 0.0941338 | 12.26743315 | 1.35E-34 | 3.75E-34 | ENSG0000014430 | SCRN3

5 28 6

1459.07913 | 2.08019409 0.2076404 | 10.01824868 | 1.27E-23 | 2.76E-23 | ENSG0000014435 | CDCA7

4 93 4

122.332135 | 1.131261337 0.2163822 | 5.228068231 | 1.71E-07 | 2.45E-07 | ENSG0000014439 | CCDC150
82 5

402.886594 | 2.573494104 0.1230082 | 20.92131953 | 3.43E-97 | 2.94E-96 | ENSG0000014442 | NBEAL1

3 12 6

832.206010 | 1.988280971 0.0840190 | 23.66465276 | 8.34E- 1.14E- ENSG0000014444 | KANSLIL

6 22 124 122 5

294.858544 | -1.942078462 0.2034592 | -9.545292907 | 1.36E-21 | 2.83E-21 | ENSG0000014448 | HES6

2 84 5




1074.73399 | 1.057340599 | 0.0607764 | 17.39719494 | 8.66E-68 | 4.50E-67 | ENSG0000014450 | ANKMY1

6 99 4

460.759828 | 1.011014891 0.0776104 | 13.02678115 | 8.62E-39 | 2.61E-38 | ENSG0000014455 | TAMM41

1 92 9

6096.80655 | -1.822429144 | 0.1008899 | -18.0635373 | 6.17E-73 | 3.51E-72 | ENSG0000014456 | RETREG2
37 7

8273.66384 | -2.042008141 | 0.1158289 | -17.62952081 | 1.46E-69 | 7.81E-69 | ENSG0000014457 | CTDSP1

6 08 9

10054.7996 | -3.136745041 | 0.1707223 | -18.37337507 | 2.15E-75 | 1.27E-74 | ENSG0000014465 | CSRNPI

2 1 5

1369.42805 | -1.161211787 | 0.0813640 | -14.27180952 | 3.28E-46 | 1.15E-45 | ENSG0000014465 | SLC25A38
19 9

1085.31363 | 4.495034904 | 0.2144780 | 20.95801536 | 1.59E-97 | 1.38E-96 | ENSG0000014466 | ITGA9

7 8 8

2129.61659 | 1.273611666 | 0.0841155 | 15.14121082 | 8.66E-52 | 3.35B-51 | ENSG0000014467 | GOLGA4

4 76 4

8239.77595 | -2.652352613 | 0.1215949 | -21.81300761 | 1.75E- | 1.75E- | ENSG0000014471 | IQSECI

5 98 105 104 1

23307.8520 | -1.07213094 0.0813246 | -13.18334789 | 1.09E-39 | 3.38E-39 | ENSG0000014471 | RPL32

3 34 3

522.845037 | 1.338533231 0.0963363 | 13.89436929 | 6.85E-44 | 2.30E-43 | ENSG0000014473 | SHQI

7 79 6

466.005577 | -1.095831472 | 0.1454412 | -7.534530874 | 4.90E-14 | 8.52E-14 | ENSG0000014474 | LRIGI

1 35 9

451.433122 | 3.45899956 0.1583165 | 21.8486261 | 8.01E- | 8.03E- | ENSG0000014479 | ZNF660

6 71 106 105 2

82.6141598 | -1.057027611 | 0.1902438 | -5.556171259 | 2.76E-08 | 4.03E-08 | ENSG0000014482 | PHLDB2

6 86 4

439.893383 | 3.382991335 | 0.2134128 | 15.85186696 | 1.36E-56 | 5.78E-56 | ENSG0000014489 | MEDI2L

1 01 3

1425.47749 | -1.055650656 | 0.1132421 | -9.32206526 | 1.14E-20 | 2.32E-20 | ENSG0000014490 | OSBPLI1

2 44 9

468.989331 | 1.370599473 | 0.1054055 | 13.00310674 | 1.17E-38 | 3.55E-38 | ENSG0000014495 | NCEH!I

5 39 9

409.968978 | 2.078992056 | 0.0913966 | 22.74691121 | 1.54E- | 1.80E- | ENSG0000014501 | TMEM44

4 75 114 113 4

1250.00713 | -1.048427609 | 0.0806976 | -12.99204852 | 1.36E-38 | 4.10E-38 | ENSG0000014502 | TCTA

9 37 2

760.202461 | 1.942966408 | 0.1494363 | 13.00196704 | 1.19E-38 | 3.60E-38 | ENSG0000014508 | EAF2

9 43 8

1804.85599 | -1.386468256 | 0.1160468 | -11.94749188 | 6.69E-33 | 1.79E-32 | ENSG0000014521 | DGKQ

4 05 4

210.540392 | 2.387333748 | 0.1096736 | 21.7676223 | 4.70E- | 4.67E- | ENSG0000014521 | SLC26A1

4 11 105 104 7




1239.43249 | 1.593031682 | 0.0901373 | 17.67338748 | 6.72E-70 | 3.61E-69 | ENSG0000014524 | CENPC

5 14 1

151.721866 | 1.20218028 0.1747854 | 6.878034919 | 6.07E-12 | 9.95E-12 | ENSG0000014528 | SCD5

7 28 4

4756.77527 | -3.859618121 | 0.2561568 | -15.06740234 | 2.65E-51 | 1.02E-50 | ENSG0000014533 | SNCA

5 37 5

895.863856 | 1.710037401 | 0.0671947 | 25.44898485 | 7.24E- | 1.34E- | ENSG0000014534 | TBCK

8 2 143 141 8

751.822224 | -1.744236068 | 0.1618308 | -10.77813997 | 4.37E-27 | 1.03E-26 | ENSG0000014534 | CAMK2D

9 98 9

939.330304 | -1.889730261 | 0.1339026 | -14.1127192 | 3.17E-45 | 1.09E-44 | ENSG0000014536 | TIFA

2 33 5

382.418938 | 1.61320875 0.0989650 | 16.30079792 | 9.74E-60 | 4.41E-59 | ENSG0000014537 | SPATAS

4 17 5

468.372018 | 1.556399244 | 0.1189216 | 13.08760364 | 3.88E-39 | 1.18E-38 | ENSG0000014539 | USP53
37 0

789.106713 | 1.388615689 | 0.1404437 | 9.887346687 | 4.72E-23 | 1.02E-22 | ENSG0000014539 | SETD7

1 14 1

378.838084 | 1.606175081 | 0.0944823 | 16.99973829 | 8.25E-65 | 4.08E-64 | ENSG0000014541 | NAF1

2 42 4

518.085667 | -1.079608378 | 0.2397329 | -4.503378597 | 6.69E-06 | 8.99E-06 | ENSG0000014542 | RNF175

7 81 8

576.064922 | 1.425943098 | 0.2426145 | 5.877402457 | 4.17E-09 | 6.25E-09 | ENSG0000014543 | PDGFC

8 07 1

553.847147 | 1349822242 | 0.1283038 | 10.52051074 | 6.95E-26 | 1.60E-25 | ENSG0000014547 | CYP4V2

5 7 6

568.108880 | -4.345454932 | 0.2502020 | -17.36778015 | 1.45E-67 | 7.50E-67 | ENSG0000014549 | ROPNIL

3 92 1

712.233812 | -1.403090422 | 0.0626769 | -22.38607686 | 5.38E- | 5.95E- | ENSG0000014549 | NDUFS6

7 23 111 110 4

136.823477 | -1.541198681 | 0.2002574 | -7.696086323 | 1.40E-14 | 2.47E-14 | ENSG0000014555 | MYO10

2 58 5

769.522086 | 1.244112919 | 0.1059067 | 11.74725146 | 7.30E-32 | 1.91E-31 | ENSG0000014560 | SKP2

4 24 4

94.4070644 | 1.928884029 | 0.1517744 | 12.70888649 | 5.28E-37 | 1.53E-36 | ENSG0000014562 | OSMR

3 32 3

1203.71932 | -3.840442388 | 0.2548236 | -15.07097831 | 2.51E-51 | 9.63E-51 | ENSG0000014564 | GZMA

1 95 9

177595023 | 2.21811912 0.1220218 | 18.17804429 | 7.70E-74 | 4.46E-73 | ENSG0000014568 | SSBP2

1 79 7

247.177633 | 3.952812509 | 0.2101497 | 18.8095018 | 6.31E-79 | 3.97E-78 | ENSG0000014570 | CRHBP

4 72 8

3545.55599 | 2.003984093 | 0.1137618 | 17.61560105 | 1.87E-69 | 9.95E-69 | ENSG0000014572 | PPIP5K2

2 91 5




2388.42684 | 2.40583616 0.1134949 | 21.19773058 | 1.00E-99 | 8.98E-99 | ENSG0000014573 | BDPI
87 4

1121.93110 | 1.256802375 | 0.0885508 | 14.1929957 | 1.01E-45 | 3.51E-45 | ENSG0000014574 | SLC30A5

6 88 0

2217.35790 | -1.603560127 | 0.0974450 | -16.45604613 | 7.59E-61 | 3.50E-60 | ENSG0000014578 | FEM1C

9 43 0

7334.68571 | -2.246266215 | 0.1489967 | -15.07594093 | 2.33E-51 | 8.95E-51 | ENSG0000014581 | ARHGAP26

9 51 9

2504.53771 | -1.336878046 | 0.0875307 | -15.27323483 | 1.15B-52 | 4.55B-52 | ENSG0000014586 | RNF145
73 0

13962.8374 | -2.992339315 | 0.0761021 | -39.32001988 | 0.00E+0 | 0.00E+0 | ENSG0000014590 | TNIP1

8 82 0 0 1

143366962 | 1.930181778 | 0.1573118 | 12.26978116 | 1.32E-34 | 3.64E-34 | ENSG0000014590 | ZNF300

9 34 8

217.592977 | -2.419287983 | 0.1566684 | -15.44208643 | 8.53E-54 | 3.44E-53 | ENSG0000014591 | N4BP3

3 65 1

145.162557 | 2.856753783 | 0.1477293 | 19.33775111 | 2.59E-83 | 1.75E-82 | ENSG0000014594 | MYLK4

8 7 9

724.582464 | -1.067045894 | 0.0759072 | -14.05724143 | 6.95E-45 | 2.37E-44 | ENSG0000014597 | TBCID7

5 04 9

602.703470 | 1.024072304 | 0.0670601 | 15.2709419 | 1.19E-52 | 4.71E-52 | ENSG0000014599 | CDKALLI

2 93 6

3085.94269 | -2.150953622 | 0.0801116 | -26.84943281 | 8.56E- | 2.00E- | ENSG0000014600 | ZMAT2

1 97 159 157 7

129.306421 | -1.106854713 | 0.1647355 | -6.718979386 | 1.83E-11 | 2.96E-11 | ENSG0000014605 | TRIM7

6 42 4

1496.79109 | -1.564716695 | 0.0820491 | -19.07049001 | 4.44E-81 | 2.90E-80 | ENSG0000014606 | HIGD2A

1 08 6

6237.40624 | -1.810498965 | 0.1013625 | -17.86162141 | 2.35E-71 | 1.30E-70 | ENSG0000014606 | FAM193B

8 2 7

343.936027 | 1.79983162 0.2021034 | 8.905497765 | 5.31E-19 | 1.04E-18 | ENSG0000014607 | TNFRSF21
27 2

19498.8418 | -2.900003389 | 0.1344062 | -21.57639865 | 2.99E- | 2.85E- | ENSG0000014609 | DOK3

4 76 103 102 4

882.039694 | -1.156449251 | 0.0393450 | -29.39248866 | 6.85E- | 2.56E- | ENSG0000014610 | ABTI

7 61 190 188 9

18726.8846 | -3.06375005 0.1172648 | -26.12675453 | 1.81E- | 3.81E- | ENSG0000014611 | PPPIRIS

1 54 150 149 2

2005.63095 | -4.591033954 | 0.3485076 | -13.17340951 | 1.25E-39 | 3.85E-39 | ENSG0000014612 | DAAM2

1 47 2

295225214 | -1.000340866 | 0.1725736 | -5.796601905 | 6.77E-09 | 1.01E-08 | ENSG0000014619 | FGD2

2 7 2

160.80995 | 3.955309472 | 0.1236305 | 31.99298769 | 1.36E- | 7.85E- | ENSG0000014619 | SCUBE3
13 224 223 7




321.756915 | 4.290068618 0.2378455 | 18.03719988 | 9.95E-73 | 5.63E-72 | ENSG0000014620 | ANO7

9 99 5

1168.38082 | -2.351696789 0.1027269 | -22.89270147 | 5.49E- 6.54E- ENSG0000014623 | NFKBIE

5 23 116 115 2

233.532871 | 2.976201663 0.1539281 | 19.33500067 | 2.73E-83 | 1.85E-82 | ENSG0000014624 | IRAK1BP1

1 9 3

5215.73079 | 1.677937519 0.0859823 | 19.51490197 | 8.20E-85 | 5.72E-84 | ENSG0000014624 | PHIP

9 7 7

857.918598 | 2.095568488 0.1261138 | 16.61648741 | 5.29E-62 | 2.50E-61 | ENSG0000014626 | MMS22L

7 07 3

9464.89649 | -1.806781948 0.1110104 | -16.2757784 1.47E-59 | 6.61E-59 | ENSG0000014627 | PNRCI1

4 78 8

1522.07099 | 2.454968342 0.1281527 | 19.15657228 | 8.53E-82 | 5.64E-81 | ENSG0000014628 | PM20D2

9 98 1

466.170481 | -1.731833905 0.2046729 | -8.461469899 | 2.64E-17 | 4.96E-17 | ENSG0000014628 | SCML4

7 38 5

246.472892 | 1.828957214 0.1437016 | 12.72746107 | 4.16E-37 | 1.21E-36 | ENSG0000014635 | TBC1D32

9 55 0

543.922638 | 2.369327509 0.2052476 | 11.54374934 | 7.94E-31 | 2.03E-30 | ENSG0000014637 | RNF217

2 57 3

236.549159 | -1.155638651 0.1287751 | -8.974081205 | 2.86E-19 | 5.62E-19 | ENSG0000014640 | SLC18BI1
5 9

935.467383 | 2.855387486 0.1275592 | 22.38479953 | 5.54E- 6.11E- ENSG0000014641 | SHPRH
16 111 110 4

2280.21117 | -1.973127024 0.1038825 | -18.99383297 | 1.92E-80 | 1.24E-79 | ENSG0000014642 | DYNLT1
09 5

2341.37827 | 1.990199631 0.0647135 | 30.75400375 1.08E- 4.94E- ENSG0000014646 | ZMYM4

6 13 207 206 3

885.612718 | -2.04065885 0.1201914 | -16.97840608 | 1.19E-64 | 5.84E-64 | ENSG0000014654 | C70rf50

6 27 0

4230.50826 | -3.634395805 0.2209702 | -16.44744115 | 8.75E-61 | 4.03E-60 | ENSG0000014659 | CREBS

7 88 2

137.523604 | -1.057116831 0.2072601 | -5.100435179 | 3.39E-07 | 4.79E-07 | ENSG0000014667 | IGFBP3

3 25 4

43.9716174 | 1.108437359 0.1475790 | 7.510805208 | 5.88E-14 | 1.02E-13 | ENSG0000014670 | SSC4D

9 32 0

379.546074 | 1.139868189 0.1501502 | 7.5915179 3.16E-14 | 5.52E-14 | ENSG0000014675 | ZNF92

6 34 7

1098.50278 | 1.110262783 0.0971889 | 11.42375624 | 3.18E-30 | 8.06E-30 | ENSG0000014677 | ATXN7LI

6 42 6

1948.25276 | -1.985524958 0.1044627 | -19.00701828 | 1.49E-80 | 9.65E-80 | ENSG0000014682 | MAP11

2 27 6

8575.30405 | -3.175004838 0.1637915 | -19.38441949 | 1.04E-83 | 7.15E-83 | ENSG0000014682 | SLC12A9

7 87 8




580.563763 | 1.274837347 | 0.1311456 | 9.720772103 | 2.46E-22 | 5.21E-22 | ENSG0000014684 | TMEM209

6 88 2

2784.86877 | -3.210305331 | 0.1151011 | -27.89117529 | 3.41E- | 9.78E- | ENSG0000014685 | TMEM140

5 13 171 170 9

856.896866 | 1.110192632 | 0.0844911 | 13.13974836 | 1.95E-39 | 5.99E-39 | ENSG0000014690 | NOMI

9 64 9

7679.14969 | -1.229815174 | 0.0620505 | -19.81958297 | 2.02E-87 | 1.47E-86 | ENSG0000014701 | SH3KBP1

7 07 0

91.6751784 | 1.242764858 | 0.2122044 | 5.856449377 | 4.73E-09 | 7.08E-09 | ENSG0000014703 | LANCL3

7 91 6

45637.5761 | -1.110849601 | 0.0789825 | -14.06450159 | 6.28E-45 | 2.14E-44 | ENSG0000014706 | MSN

8 07 5

474.151214 | 1.164103058 | 0.0560472 | 20.77001588 | 8.08E-96 | 6.81E-95 | ENSG0000014709 | HDACS
88 9

271.355453 | -2.633276983 | 0.1248961 | -21.08372699 | 1.12E-98 | 9.93E-98 | ENSG0000014711 | CHST7

3 81 9

1835.50145 | -1.642330656 | 0.0773699 | -21.22699669 | 5.38E- | 4.86E-99 | ENSG0000014712 | NDUFBI11

3 02 100 3

420.794811 | 1.626842343 | 0.0794974 | 20.46409035 | 4.50E-93 | 3.59E-92 | ENSG0000014712 | ZNF41

5 18 4

2304.26643 | 1.512137814 | 0.0894645 | 16.90209161 | 4.34E-64 | 2.12E-63 | ENSG0000014713 | ZMYM3

6 38 0

2174.32974 | 1.309707341 0.0666816 | 19.64120163 | 6.88E-86 | 4.90E-85 | ENSG0000014713 | TAF1

6 3 3

284.498560 | 1.131572011 0.1826647 | 6.194800612 | 5.84E-10 | 9.00E-10 | ENSG0000014713 | GPR174

2 99 8

936.064466 | -1.46199826 0.0826981 | -17.67873797 | 6.11E-70 | 3.28E-69 | ENSG0000014715 | EBP

9 12 5

19564.8298 | 1.079938748 | 0.0671361 | 16.08580699 | 3.21E-58 | 1.41E-57 | ENSG0000014716 | OGT
25 2

66.7983694 | 1.448016707 | 0.0862338 | 16.79173774 | 2.81E-63 | 1.35E-62 | ENSG0000014716 | ITGB1BP2

6 81 6

16212.0620 | -2.451332216 | 0.1196967 | -20.47951764 | 3.28E-93 | 2.62E-92 | ENSG0000014716 | IL2RG

2 75 8

1520.81361 | 1.102159616 | 0.0815823 | 13.50977971 | 1.37E-41 | 4.39E-41 | ENSG0000014720 | DIAPH2
53 2

226.535427 | 3.219099128 | 0.2751684 | 11.69864794 | 1.30E-31 | 3.37E-31 | ENSG0000014720 | NXF3

9 76 6

90.8044377 | -1.77135244 0.2163061 | -8.18909747 | 2.63E-16 | 4.82E-16 | ENSG0000014723 | RADX

8 86 1

69.7264289 | -1.922497092 | 0.2240614 | -8.580223288 | 9.47E-18 | 1.80E-17 | ENSG0000014723 | FRMPD3

2 29 4

875.928907 | 1.123484514 | 0.0658597 | 17.05874412 | 3.01E-65 | 1.50E-64 | ENSG0000014731 | MCPHI

3 44 6




523.381833 | -1.066891309 | 0.0802257 | -13.29861393 | 2.36E-40 | 7.38E-40 | ENSG0000014740 | CETN2

5 52 0

51971.3244 | -1.829566971 | 0.0821755 | -22.26411756 | 8.23E- | 8.87E- | ENSG0000014740 | RPL10

1 89 110 109 3

1270.76906 | -1.336032314 | 0.2101810 | -6.356579243 | 2.06E-10 | 3.23E-10 | ENSG0000014740 | CSGALNACT

9 21 8 1

12769.4372 | -2.029385378 | 0.1328714 | -15.27329854 | 1.15E-52 | 4.55E-52 | ENSG0000014741 | ATP6V1B2

9 54 6

142445410 | 1.960416537 | 0.0586873 | 33.40441326 | 1.18E- | 8.57E- | ENSG0000014742 | HMBOXI

9 51 244 243 1

4614.29207 | -3.356893341 | 0.1728438 | -19.42153279 | 5.08E-84 | 3.49E-83 | ENSG0000014744 | DOK2

8 93 3

64444.4275 | -4.455586209 | 0.1902007 | -23.42570747 | 2.34E- | 3.04E- | ENSG0000014745 | SLC25A37

2 11 121 120 4

296.677548 | 4.450231087 | 0.1791244 | 24.84435629 | 2.98E- | 491E- | ENSG0000014746 | STAR

1 27 136 135 5

221.485795 | 1.036423383 | 0.1409568 | 7.352772609 | 1.94E-13 | 3.32E-13 | ENSG0000014759 | LACTB2

5 12 2

251.655302 | 2.940569919 | 0.1613550 | 18.22422171 | 3.32E-74 | 1.93E-73 | ENSG0000014765 | LRP12

4 34 0

557.817519 | 1.228611005 | 0.1060469 | 11.58554208 | 4.88E-31 | 1.26E-30 | ENSG0000014767 | UTP23

1 16 9

337.874141 | 1.133361244 | 0.1467690 | 7.722072829 | 1.14E-14 | 2.02E-14 | ENSG0000014768 | TATDNI

5 44 7

2005.24890 | -1.166189356 | 0.1202557 | -9.697577807 | 3.09E-22 | 6.53E-22 | ENSG0000014781 | NAPRT

2 36 3

313.014964 | 1.001324969 | 0.2064518 | 4.850162288 | 1.23E-06 | 1.71E-06 | ENSG0000014785 | VLDLR

7 48 2

3138.88580 | 1.119494942 | 0.0666179 | 16.80470612 | 2.25E-63 | 1.09E-62 | ENSG0000014785 | UHRF2

3 42 4

22152.1932 | -4.16685806 0.2079199 | -20.04068285 | 2.43E-89 | 1.82E-88 | ENSG0000014787 | PLIN2

1 64 2

1079.23493 | 1.154460922 | 0.0988311 | 11.68114446 | 1.59E-31 | 4.14E-31 | ENSG0000014787 | HAUS6

5 48 4

3123.72567 | -1.407347706 | 0.1566905 | -8.981701824 | 2.67E-19 | 5.25E-19 | ENSG0000014789 | C9orf72

2 4 4

261.086736 | 1.360752624 | 0.0591072 | 23.02174263 | 2.82E- | 3.43E- | ENSG0000014812 | AOPEP

4 82 117 116 0

2771.74672 | -2.474787678 | 0.1424351 | -17.37483991 | 1.28B-67 | 6.63E-67 | ENSG0000014815 | UGCG
36 4

1178.39761 | 1.006701138 | 0.0936664 | 10.74772835 | 6.07E-27 | 1.43E-26 | ENSG0000014815 | SNX30

9 11 8

11828.7374 | -2.36862683 0.1587179 | -14.9234946 | 2.32E-50 | 8.73E-50 | ENSG0000014817 | STOM

4 74 5




8543.84019 | -1.066553715 0.1602444 | -6.655792069 | 2.82E-11 | 4.53E-11 | ENSG0000014818 | GSN

8 46 0

93.7636386 | 3.28274768 0.1301990 | 25.21329953 | 2.86E- 5.11E- ENSG0000014820 | CRB2

4 51 140 139 4

44.7565707 | -1.45169336 0.1596759 | -9.091494795 | 9.77E-20 | 1.94E-19 | ENSG0000014821 | ASTN2

9 82 9

114.776831 | 3.127712717 0.1152984 | 27.12709458 | 4.72E- 1.16E- ENSG0000014822 | WDR31

1 78 162 160 5

1076.91145 | -1.774201251 0.0746161 | -23.77770229 | 5.68E- 7.92E- ENSG0000014829 | SURF1

4 77 125 124 0

255.611473 | -1.601312173 0.0707487 | -22.63379719 | 2.01E- 2.32E- ENSG0000014829 | SURF2

7 2 113 112 1

33897.5874 | -1.262076535 0.0700263 | -18.02288205 | 1.29E-72 | 7.27E-72 | ENSG0000014830 | RPL7A

4 44 3

325.290908 | -1.466738894 0.0680897 | -21.5412637 | 6.39E- 6.07E- ENSG0000014833 | NTMT1
33 103 102 5

613.953669 | -1.088113493 0.0778797 | -13.97170848 | 2.32E-44 | 7.83E-44 | ENSG0000014833 | SLC25A25

3 74 9

2693.99756 | -1.762731674 0.1041195 | -16.92988401 | 2.71E-64 | 1.33E-63 | ENSG0000014834 | SH3GLB2

9 36 1

1742.08672 | -1.025945042 0.0742054 | -13.82573346 | 1.78E-43 | 5.92E-43 | ENSG0000014834 | MIGA2

8 69 3

1179.8018 -2.236098458 0.1260918 | -17.73388451 | 2.30E-70 | 1.25E-69 | ENSG0000014836 | PAXX
59 2

1553.77833 | -1.131455861 0.1682305 | -6.725625151 | 1.75E-11 | 2.83E-11 | ENSG0000014841 | NACC2

9 86 1

207.596593 | 1.943538347 0.1491109 | 13.03417245 | 7.82E-39 | 2.37E-38 | ENSG0000014842 | PROSER2

2 89 6

614.986217 | -1.329140104 0.1211334 | -10.97252667 | 5.18E-28 | 1.25E-27 | ENSG0000014845 | MSRB2

9 58 0

250.452449 | 3.33939919 0.2573417 | 12.9765146 1.66E-38 | 5.01E-38 | ENSG0000014846 | FAM171Al

6 66 8

2457.74032 | -1.031663647 0.0706615 | -14.60007293 | 2.81E-48 | 1.02E-47 | ENSG0000014848 | RSUI

8 41 4

272.249629 | 3.788075892 0.2375792 | 15.9444705 3.11E-57 | 1.34E-56 | ENSG0000014848 | ST8SIA6

7 84 8

1788.81905 | -2.789199063 0.1351887 | -20.63189232 | 1.42E-94 | 1.17E-93 | ENSG0000014857 | NRBF2
18 2

113.516631 | -2.410780458 0.1848234 | -13.04369051 | 6.90E-39 | 2.10E-38 | ENSG0000014860 | CDHRI1

2 94 0

349.233990 | 1.632592241 0.1769995 | 9.223706902 | 2.87E-20 | 5.78E-20 | ENSG0000014865 | LRMDA

7 79 5

662.802506 | 1.009228866 0.0959547 | 10.51776213 | 7.16E-26 | 1.65E-25 | ENSG0000014869 | FRA10ACI1

4 15 0




2077.25457 | -1.105730798 0.0767124 | -14.41397585 | 4.23E-47 | 1.51E-46 | ENSG0000014871 | DNAJB12

9 08 9

143.156531 | -1.275787257 0.1185170 | -10.76459188 | 5.06E-27 | 1.19E-26 | ENSG0000014883 | PAOX
11 2

2892.05364 | -1.975762422 0.0799411 | -24.71521798 | 7.34E- 1.19E- ENSG0000014883 | GSTO1

9 29 135 133 4

2217.60825 | 1.159608179 0.0841571 | 13.77908803 | 3.41E-43 | 1.12E-42 | ENSG0000014884 | PPRCI

5 06 0

6605.19485 | -3.030015146 0.1429165 | -21.20128766 | 9.29E- 8.34E-99 | ENSG0000014884 | ITPRIP

4 62 100 1

793.246504 | 1.829202636 0.0649689 | 28.15503849 | 2.08E- 6.22E- ENSG0000014884 | CNNM2
27 174 173 2

1717.79257 | -2.293325692 0.1377267 | -16.65126865 | 2.96E-62 | 1.40E-61 | ENSG0000014890 | RGS10

1 85 8

5504.64299 | -7.104672917 0.2152319 | -33.00937817 | 5.96E- 3.97E- ENSG0000014892 | ADM
53 239 237 6

810.232628 | 1.114091141 0.0685388 | 16.25489118 | 2.06E-59 | 9.27E-59 | ENSG0000014894 | LIN7C

7 25 3

146.935306 | 1.487842017 0.1221759 | 12.17786067 | 4.08E-34 | 1.12E-33 | ENSG0000014895 | IMMPIL
76 0

630.385312 | -1.752129263 0.0524687 | -33.39378947 | 1.69E- 1.22E- ENSG0000014901 | TUT1

3 16 244 242 6

1227.41767 | 2.27221004 0.1094234 | 20.76529079 | 8.92E-96 | 7.49E-95 | ENSG0000014908 | HSD17B12

5 64 4

5789.89412 | -1.830293412 0.1958302 | -9.346328376 | 9.07E-21 | 1.85E-20 | ENSG0000014917 | PTPRJ

1 06 7

669.131342 | 1.091058317 0.0584191 | 18.67637321 | 7.71E-78 | 4.76E-77 | ENSG0000014917 | Cllorf49

9 75 9

38.4079943 | 1.707906807 0.1343227 | 12.71495276 | 4.88E-37 | 1.42E-36 | ENSG0000014924 | KLHL35

1 02 3

2401.32344 | -2.847977488 0.2175253 | -13.09262439 | 3.63E-39 | 1.11E-38 | ENSG0000014925 | SERPINHI1

5 34 7

314.636971 | -2.328579421 0.1890883 | -12.3147677 | 7.54E-35 | 2.10E-34 | ENSG0000014926 | CAPN5

3 76 0

6098.52087 | -1.568850442 0.1042126 | -15.05432477 | 3.23E-51 | 1.24E-50 | ENSG0000014926 | PAK1

5 08 9

121.342733 | -1.005437947 0.2238648 | -4.491273064 | 7.08E-06 | 9.51E-06 | ENSG0000014932 | GLB1L2

3 8

605.432421 | 1.67498914 0.0940538 | 17.80883579 | 6.04E-71 | 3.31E-70 | ENSG0000014934 | SLX4IP

3 26 6

4408.02800 | -1.288782675 0.1012732 | -12.72580004 | 4.25E-37 | 1.24E-36 | ENSG0000014935 | LAMTORI

9 14 7

820.066214 | -1.541903598 0.2294424 | -6.720218852 | 1.81E-11 | 2.93E-11 | ENSG0000014941 | ST14

4 68 8




89.8180652 | -1.973135012 0.1581877 | -12.47337361 | 1.04E-35 | 2.95E-35 | ENSG0000014948 | ROM1

1 58 9

1898.04437 | 1.123420285 0.3127527 | 3.592040143 | 3.28E-04 | 4.13E-04 | ENSG0000014951 | MS4A3
09 6

773.593268 | -3.665598374 0.1907725 | -19.21449532 | 2.80E-82 | 1.86E-81 | ENSG0000014952 | PLCH2

6 55 7

1231.62442 | -1.319629003 0.0673007 | -19.60793685 | 1.32E-85 | 9.37E-85 | ENSG0000014954 | B3GAT3

2 57 1

195.625402 | 2.036954528 0.1302294 | 15.64127635 | 3.81E-55 | 1.57E-54 | ENSG0000014954 | CCDCI5
32 8

661.172729 | 1.133119589 0.1717911 | 6.595913656 | 4.23E-11 | 6.76E-11 | ENSG0000014955 | CHEK1

9 5 4

254.770723 | -3.403974236 0.2287095 | -14.88339552 | 4.23E-50 | 1.59E-49 | ENSG0000014955 | FEZ1

9 19 7

251.531925 | 1.069649132 0.1217175 | 8.787960805 | 1.52E-18 | 2.95E-18 | ENSG0000014958 | TMEM25
58 2

968.886242 | -1.620248663 0.1312041 | -12.34906163 | 4.93E-35 | 1.38E-34 | ENSG0000014959 | TAGLN

5 93 1

2118.11084 | 3.0774764 0.1109060 | 27.74849727 | 1.82E- 4.97E- ENSG0000014963 | SOGA1

2 56 169 168 9

760.641597 | -1.494701032 0.0751149 | -19.89884656 | 4.16E-88 | 3.06E-87 | ENSG0000014976 | NUDT22

9 58 1

13799.9995 | -2.05820831 0.0973629 | -21.13955215 | 3.44E-99 | 3.06E-98 | ENSG0000014978 | FERMT3

3 1 1

773.516296 | -3.391740783 0.1713950 | -19.78902539 | 3.70E-87 | 2.68E-86 | ENSG0000014979 | CDC42EP2

5 39 8

9642.03391 | -1.841320626 0.0689570 | -26.70242647 | 4.41E- 1.01E- ENSG0000014980 | FAU

3 53 157 155 6

5175.0658 -2.388310923 0.0883903 | -27.02004093 | 8.59E- 2.10E- ENSG0000014992 | PPP4C
52 161 159 3

55672.0797 | -2.697873864 0.0876482 | -30.78068695 | 4.75E- 2.19E- ENSG0000014992 | ALDOA

1 67 208 206 5

140.831613 | 3.909624952 0.1677442 | 23.30705393 | 3.76E- 4.79E- ENSG0000014992 | DOC2A

8 79 120 119 7

1946.16323 | -1.138499694 0.0719879 | -15.81513614 | 2.45E-56 | 1.03E-55 | ENSG0000014993 | TMEM219
79 2

77.2465947 | 1.13866045 0.1864426 | 6.10729755 1.01E-09 | 1.55E-09 | ENSG0000014997 | CNKSR2

6 03 0

353.551381 | -2.756443579 0.2198467 | -12.53802508 | 4.62E-36 | 1.32E-35 | ENSG0000015004 | KLRF1

1 11 5

1350.44139 | -3.007460686 0.2615736 | -11.49756621 | 1.36E-30 | 3.46E-30 | ENSG0000015033 | FCGRIA

2 78 7

318.160490 | 1.171675373 0.0912752 | 12.83672819 | 1.02E-37 | 3.02E-37 | ENSG0000015045 | TIRAP

5 34 5




301.366145 | 1.479051612 0.0813661 | 18.17772365 | 7.75E-74 | 4.48E-73 | ENSG0000015047 | KIAA1328
62 7

1135.42618 | -3.350365584 0.0835883 | -40.08175266 | 0.00E+0 | 0.00E+0 | ENSG0000015052 | MIA2

0 0 7

46.3503478 | 1.049103363 0.1186333 | 8.843241948 | 9.30E-19 | 1.81E-18 | ENSG0000015063 | CCDC102B
44 6

1043.96988 | -2.208066264 0.1698777 | -12.99796891 | 1.26E-38 | 3.79E-38 | ENSG0000015063 | CD226

3 92 7

31.1101369 | 1.002207396 0.1303753 | 7.687090327 | 1.51E-14 | 2.65E-14 | ENSG0000015067 | DLG2

8 9 2

332.874023 | -3.316689787 0.2259242 | -14.68053729 | 8.59E-49 | 3.14E-48 | ENSG0000015068 | PRSS23

1 78 7

383.465373 | 4.016401923 0.2505766 | 16.02863855 | 8.06E-58 | 3.50E-57 | ENSG0000015076 | DOCK1

9 11 0

129.543912 | 2.063265518 0.1312427 | 15.72098143 | 1.09E-55 | 4.53E-55 | ENSG0000015076 | DIXDCl1

6 93 4

790.470313 | 1.726460859 0.1650777 | 10.45847357 | 1.34E-25 | 3.06E-25 | ENSG0000015078 | IL18

7 09 2

202.994414 | 1.522048825 0.0908570 | 16.7521183 5.46E-63 | 2.62E-62 | ENSG0000015078 | PTS

2 96 7

6903.36371 | -1.81871688 0.0799597 | -22.74539601 | 1.59E- 1.86E- ENSG0000015086 | PIP4K2A

6 81 114 113 7

555.873545 | 1.352977068 0.1521559 | 8.892042808 | 6.00E-19 | 1.17E-18 | ENSG0000015093 | CRIM1

6 33 8

4283.11503 | -1.45894505 0.0767706 | -19.00393309 | 1.58E-80 | 1.02E-79 | ENSG0000015097 | RILPL2

4 9 7

44118.6366 | -3.232764747 0.1177985 | -27.44315113 | 8.39E- 2.17E- ENSG0000015099 | UBC

5 99 166 164 1

2762.90340 | 1.862882628 0.1096824 | 16.98432699 | 1.07E-64 | 5.29E-64 | ENSG0000015099 | ITPR1

5 52 5

185.171709 | -1.435135308 0.2196331 | -6.53423959 | 6.39E-11 | 1.02E-10 | ENSG0000015101 | SLC7A11

6 02 2

620.304708 | 1.239695034 0.1103814 | 11.23100484 | 2.87E-29 | 7.12E-29 | ENSG0000015101 | NOCT

7 89 4

134.966540 | 3.852931449 0.1647018 | 23.39337071 | 4.99E- 6.45E- ENSG0000015106 | CACNAIC

1 51 121 120 7

562.095662 | 1.490644795 0.2212415 | 6.737633666 | 1.61E-11 | 2.61E-11 | ENSG0000015113 | BTBD11

7 91 6

66.9445212 | 2.264786309 0.1120747 | 20.20782645 | 8.35E-91 | 6.42E-90 | ENSG0000015116 | RAD9B

3 11 4

184.813039 | 1.386023023 0.1189234 | 11.65474893 | 2.17E-31 | 5.63E-31 | ENSG0000015122 | SLC2A13

4 56 9

722.362172 | 1.118703007 0.0806417 | 13.87249708 | 9.30E-44 | 3.10E-43 | ENSG0000015123 | GXYLT1

3 91 3




306.751940 | 1.43474089 0.1401258 | 10.23894229 | 1.33E-24 | 2.96E-24 | ENSG0000015128 | TEX30

1 89 7

270340515 | 1.167844278 | 0.1165084 | 10.02369036 | 1.20E-23 | 2.61E-23 | ENSG0000015130 | SRFBPI

9 15 4

928.710991 | -1.335706299 | 0.0861328 | -15.5075044 | 3.09E-54 | 1.25E-53 | ENSG0000015136 | NDUFC2

9 98 6

288.337165 | 2.321097992 | 0.1715865 | 13.52727093 | 1.08E-41 | 3.47E-41 | ENSG0000015137 | ME3
68 6

238.056928 | 1.364204185 | 0.1264231 | 10.79078074 | 3.81E-27 | 9.01E-27 | ENSG0000015141 | NUBPL

9 22 3

544.867813 | 1.968766988 | 0.1224974 | 16.07190442 | 4.02E-58 | 1.76E-57 | ENSG0000015142 | FER

8 3 2

879.069313 | 2325805006 | 0.1223133 | 19.01513948 | 1.28E-80 | 8.27E-80 | ENSG0000015145 | ANKRDS50

9 29 8

3079.01263 | 1.02958999 0.0587572 | 17.52277521 | 9.60E-69 | 5.05E-68 | ENSG0000015146 | UPF2

2 45 1

2783.05468 | -1.255639774 | 0.1320166 | -9.511219441 | 1.88E-21 | 3.92B-21 | ENSG0000015146 | CDC123

2 97 5

59.8183749 | 1.541071705 | 0.2325357 | 6.627246603 | 3.42E-11 | 5.49E-11 | ENSG0000015146 | CCDC3

5 42 8

191.767742 | 1.123441043 | 0.1676628 | 6.700594846 | 2.08E-11 | 3.35E-11 | ENSG0000015149 | PTPRO
82 0

1668.46934 | 1.12010588 0.1219155 | 9.187557804 | 4.02E-20 | 8.07E-20 | ENSG0000015150 | NCAPD3

2 19 3

666.563207 | 1.376654942 | 0.1914025 | 7.192457125 | 6.36E-13 | 1.07E-12 | ENSG0000015161 | ZNF827

1 93 2

432064610 | -1.105490408 | 0.1878975 | -5.883473247 | 4.02B-09 | 6.02E-09 | ENSG0000015164 | DPYSL4

2 84 0

440.651429 | -1.241142178 | 0.2944220 | -4.215520745 | 2.49E-05 | 3.28E-05 | ENSG0000015165 | VENTX

2 31 0

16277.2804 | -3.782052898 | 0.1619007 | -23.36031809 | 1.08E- | 1.39E- | ENSG0000015165 | ADAMS

5 45 120 119 1

376.61251 | 1.570969858 | 0.0970691 | 16.18402788 | 6.54E-59 | 2.91E-58 | ENSG0000015166 | PIGF
52 5

231.041828 | 2.544773545 | 0.0788591 | 32.26985142 | 1.85B- | 1.I0E- | ENSG0000015168 | ANKAR

5 65 228 226 7

1222.13312 | 1.432761864 | 0.1026115 | 13.96296783 | 2.62E-44 | 8.85E-44 | ENSG0000015169 | RNF144A

3 57 2

130.162312 | 3.424901271 0.1796430 | 19.06503309 | 4.93E-81 | 3.22E-80 | ENSG0000015169 | ASAP2

8 8 3

1666.11849 | 1.01984548 0.1073234 | 9.502542592 | 2.05E-21 | 4.25E-21 | ENSG0000015169 | ADAMI17

5 32 4

214.742678 | -3.548795501 | 0.1907844 | -18.60107059 | 3.15E-77 | 1.92E-76 | ENSG0000015171 | TMEM45B

3 76 5




166.042583 | 1.851975341 0.2056576 | 9.00513863 2.15E-19 | 4.25E-19 | ENSG0000015171 | WWC2

9 16 8

805.767643 | 1.539462631 0.1742331 | 8.835644924 | 9.95E-19 | 1.94E-18 | ENSG0000015172 | CENPU

1 93 5

59778.7952 | -4.937352758 0.1920680 | -25.70626649 | 9.95E- 1.94E- ENSG0000015172 | ACSLI

9 61 146 144 6

275.886534 | -2.601585825 0.1528961 | -17.01537825 | 6.32E-65 | 3.13E-64 | ENSGO0000015172 | SLC25A4

3 5 9

210.468126 | -1.287936636 0.0992103 | -12.98187321 | 1.55E-38 | 4.67E-38 | ENSG0000015174 | AMNI

4 85 3

563.455858 | 1.795268564 0.1246542 | 14.40198089 | 5.03E-47 | 1.79E-46 | ENSG0000015174 | BICD1

7 8 6

68.5640838 | 2.147408212 0.1609715 | 13.34029915 | 1.35E-40 | 4.24E-40 | ENSG0000015177 | CCDC122

9 19 3

1843.17618 | 1.207948389 0.0800255 | 15.09453126 | 1.76E-51 | 6.76E-51 | ENSG0000015177 | NBAS

8 65 9

1016.52264 | 1.043218103 0.0887520 | 11.75429716 | 6.71E-32 | 1.76E-31 | ENSG0000015180 | GUF1

4 61 6

1571.30764 | 1.915056377 0.1745916 | 10.96877421 | 5.40E-28 | 1.30E-27 | ENSG0000015183 | SACS

6 49 5

116.749657 | 2.569153961 0.0929373 | 27.6439225 3.30E- 8.88E- ENSG0000015184 | PABPC3

6 88 168 167 6

1042.01529 | 1.92525548 0.1636879 | 11.76174084 | 6.15E-32 | 1.61E-31 | ENSG0000015184 | CENPJ

2 7 9

1824.58590 | -4.992512812 0.257507 -19.38787225 | 9.77E-84 | 6.69E-83 | ENSG0000015192 | BAG3

1 9

5607.21417 | -6.12486447 0.2623549 | -23.3457131 1.52E- 1.95E- ENSG0000015194 | GLT1D1

1 96 120 119 8

226.403092 | 1.169705785 0.1981470 | 5.903219444 | 3.56E-09 | 5.36E-09 | ENSG0000015205 | AP1S3

7 95 6

899.533257 | -1.609715781 0.0909810 | -17.69286053 | 4.76E-70 | 2.57E-69 | ENSG0000015208 | MZT2B

2 93 2

466.323688 | 4.900106324 0.2127539 | 23.03180101 | 2.24E- 2.73E- ENSG0000015210 | PTPN14

4 36 117 116 4

64.4364602 | 1.624213559 0.1695002 | 9.582364143 | 9.48E-22 | 1.99E-21 | ENSG0000015212 | TMEM163

6 96 8

779.535570 | 1.564547085 0.1069995 | 14.62199297 | 2.03E-48 | 7.41E-48 | ENSG0000015213 | GPATCH11

2 79 3

302.654831 | 1.837654714 0.1911199 | 9.615188496 | 6.90E-22 | 1.45E-21 | ENSG0000015220 | CYSLTR2

9 88 7

1526.18604 | -1.551869089 0.1399969 | -11.08502002 | 1.48E-28 | 3.62E-28 | ENSG0000015221 | ARLI11

8 59 3

3998.57683 | -1.614294802 0.1535253 | -10.51484348 | 7.38E-26 | 1.70E-25 | ENSG0000015222 | PSTPIP2
29 9




109.197527 | -1.349652256 0.1146954 | -11.76727327 | 5.76E-32 | 1.51E-31 | ENSG0000015228 | TCF7L1
12 4

234.615790 | 1.206988476 0.0699430 | 17.25672537 | 9.96E-67 | 5.10E-66 | ENSG0000015234 | ATG10

5 77 8

57.9364375 | 1.317601964 0.2278628 | 5.782433805 | 7.36E-09 | 1.10E-08 | ENSG0000015237 | SPOCK1

9 7 7

458.139398 | 1.228940414 0.1091291 | 11.26134133 | 2.04E-29 | 5.07E-29 | ENSG0000015238 | TADAI

7 33 2

817.888719 | 1.244176403 0.0642251 | 19.37209267 | 1.33E-83 | 9.07E-83 | ENSG0000015240 | CWF19L2
94 4

448.036774 | 1.913942672 0.1606376 | 11.9146566 9.93E-33 | 2.64E-32 | ENSG0000015245 | SUV39H2

2 7 5

988.111990 | 1.712948759 0.0577814 | 29.64528215 | 3.90E- 1.51E- ENSG0000015245 | DCLRE1C

9 96 193 191 7

640.548757 | -2.090698996 0.1564528 | -13.36312362 | 9.93E-41 | 3.13E-40 | ENSG0000015249 | CAMK4

1 66 5

14963.3993 | 1.111400386 0.1195511 | 9.2964391 1.45E-20 | 2.94E-20 | ENSG0000015251 | ZFP36L2
93 8

4394.64456 | 1.240127381 0.0728403 | 17.02528084 | 5.33E-65 | 2.64E-64 | ENSG0000015252 | PAN3

2 48 0

660.452413 | -1.770089638 0.1456160 | -12.15586948 | 5.34E-34 | 1.46E-33 | ENSG0000015255 | PFKM

9 45 6

282.164445 | 2.394281481 0.1309140 | 18.28895295 | 1.01E-74 | 5.93E-74 | ENSG0000015258 | SPEF2
82 2

137.456610 | -1.752340783 0.1858779 | -9.427372474 | 4.20E-21 | 8.65E-21 | ENSG0000015258 | SPARCL1

6 62 3

671.373282 | 1.898087364 0.0778478 | 24.38202629 | 2.65E- 4.12E- ENSG0000015262 | NADK2

7 11 131 130 0

882.716572 | -2.78204144 0.0851676 | -32.66548469 | 4.83E- 3.04E- ENSG0000015268 | PELO

7 15 234 232 4

428.171057 | 1.100759326 0.1432542 | 7.683955376 | 1.54E-14 | 2.72E-14 | ENSG0000015274 | GPRI180

6 58 9

289.998841 | 3.236606278 0.2604424 | 12.42734004 | 1.86E-35 | 5.22E-35 | ENSG0000015276 | TCTEX1DI

8 01 0

617.785517 | -3.764099904 0.2628966 | -14.31779344 | 1.69E-46 | 5.98E-46 | ENSG0000015276 | ANKRD22
48 6

488.864782 | -1.112395863 0.1268398 | -8.770082118 | 1.79E-18 | 3.45E-18 | ENSG0000015277 | IFITS

3 46 8

136.962331 | 1.540309995 0.1962960 | 7.846873591 | 4.27E-15 | 7.60E-15 | ENSG0000015278 | PANKI

4 12 2

902.597104 | 2.089748054 0.1620600 | 12.89489602 | 4.81E-38 | 1.43E-37 | ENSG0000015278 | PRDMS
93 4

4749.20268 | 1.052991343 0.0927218 | 11.35645204 | 6.89E-30 | 1.73E-29 | ENSG0000015281 | UTRN

6 59 8




817.724848 | 1.501591428 0.0801237 | 18.74089261 | 2.30E-78 | 1.43E-77 | ENSG0000015294 | MED21

2 95 4

286.008873 | 3.859475993 0.2072111 | 18.62580934 | 1.98E-77 | 1.22E-76 | ENSG0000015295 | STK32B

6 83 3

182.773425 | -3.505620677 0.1734754 | -20.20816067 | 8.30E-91 | 6.38E-90 | ENSG0000015296 | JAKMIP1

6 95 9

595.646444 | 5.268323448 0.1350144 | 39.02043051 | 0.00E+0 | 0.00E+0 | ENSG0000015299 | ADGRA3

4 88 0 0 0

1190.66943 | 1.783347774 0.0825123 | 21.61310032 | 1.35E- 1.30E- ENSG0000015300 | SREK1IP1

7 54 103 102 6

1332.95435 | -1.529337809 0.1041521 | -14.68368325 | 8.20E-49 | 3.00E-48 | ENSG0000015309 | BCL2L11

3 93 4

1129.86718 | 1.279557893 0.1208358 | 10.58922089 | 3.34E-26 | 7.74E-26 | ENSG0000015310 | ANAPCI

6 87 7

6405.01922 | -1.066538586 0.1103345 | -9.666402706 | 4.19E-22 | 8.83E-22 | ENSG0000015311 | CAST

8 91 3

140.097123 | -1.775219425 0.1717656 | -10.33512547 | 4.89E-25 | 1.10E-24 | ENSG0000015316 | BMP6

2 38 2

3837.56031 | -1.81331072 0.1060253 | -17.1026149 1.42E-65 | 7.09E-65 | ENSG0000015317 | RASSF3

5 49 9

8671.69527 | -1.745018685 0.1152163 | -15.1455776 | 8.10E-52 | 3.14E-51 | ENSG0000015331 | FAM49B

1 84 0

4885.62444 | -1.151258772 0.1211793 | -9.500455716 | 2.09E-21 | 4.33E-21 | ENSG0000015331 | ASAPI1

1 21 7

8106.8513 -3.055345253 0.0883410 | -34.58580682 | 4.13E- 3.40E- ENSG0000015339 | LPCAT1
14 262 260 5

1628.19064 | -1.349317969 0.1122706 | -12.01843816 | 2.84E-33 | 7.64E-33 | ENSG0000015344 | UBALDI

7 59 3

1016.08406 | -1.400243818 0.0692965 | -20.20653974 | 8.58E-91 | 6.58E-90 | ENSG0000015348 | ING1
66 7

95.6598776 | 3.149077697 0.1031462 | 30.53022359 | 1.04E- 4.59E- ENSG0000015355 | FBXL2

8 38 204 203 8

3602.97205 | -4.590317613 0.2515250 | -18.24994078 | 2.07E-74 | 1.21E-73 | ENSG0000015356 | CDSA

7 69 3

155.552527 | 2.196595672 0.2144253 | 10.24410608 | 1.26E-24 | 2.81E-24 | ENSG0000015372 | CNKSR3

9 15 1

3546.60961 | -1.376025427 0.0971488 | -14.16409994 | 1.53E-45 | 5.29E-45 | ENSG0000015378 | ZDHHC7

9 08 6

1382.75785 | -2.142737678 0.1803815 | -11.87891645 | 1.52E-32 | 4.04E-32 | ENSG0000015381 | JAZF1
77 4

261.645737 | -2.822822427 0.2752184 | -10.25666138 | 1.10E-24 | 2.47E-24 | ENSG0000015382 | PIDI

7 48 3

47.2520034 | 1.252921038 0.1037994 | 12.07059566 | 1.51E-33 | 4.09E-33 | ENSG0000015383 | FBXO36

9 37 2




499.298386 | 1.735227737 | 0.1649711 | 10.51836778 | 7.11E-26 | 1.64E-25 | ENSG0000015388 | KCTDI5

1 98 5

93.1052840 | 1.037691176 | 0.1016242 | 10.21105902 | 1.77E-24 | 3.93E-24 | ENSG0000015389 | ZNF599

9 46 6

622.876173 | -3.522503165 | 0.2371203 | -14.85534123 | 6.42E-50 | 2.40E-49 | ENSG0000015389 | MCOLN2

3 13 8

55.8522735 | 1.433936601 | 0.1910233 | 7.506603035 | 6.07E-14 | 1.05E-13 | ENSG0000015390 | DDAHI

5 69 4

3996.71100 | 2.113616873 | 0.1035346 | 20.41458826 | 1.24E-92 | 9.81E-92 | ENSG0000015391 | SREKI

6 32 4

871.571501 | 1.00661502 0.1170227 | 8.601873609 | 7.84E-18 | 1.49E-17 | ENSG0000015393 | DGKE

7 63 3

4711.17238 | 2.159116373 | 0.1326450 | 16.2774025 | 1.43E-59 | 6.44E-59 | ENSG0000015394 | MSI2

4 2 4

112.992981 | 2.617609733 | 0.1212044 | 2159664135 | 1.93E- | 1.85E- | ENSG0000015398 | GDPDI

4 82 103 102 2

117.684631 | -1.05340824 0.1015497 | -10.37331821 | 3.28E-25 | 7.43E-25 | ENSG0000015401 | GRAP

5 86 6

126.967683 | 1.083183172 | 0.1312686 | 8.251654443 | 1.56E-16 | 2.88E-16 | ENSG0000015402 | SLC5A10

5 05 5

292.842025 | 1.327930327 | 0.2461936 | 5.393844479 | 6.90E-08 | 9.97E-08 | ENSG0000015402 | AKS
63 7

577.039674 | 1.607902092 | 0.0802156 | 20.04475326 | 2.24E-89 | 1.68E-88 | ENSG0000015405 | IMPACT

9 09 9

224.809472 | 1.189775794 | 0.1254306 | 9.48552313 | 2.41E-21 | 4.99E-21 | ENSG0000015410 | Cl60rf74

8 99 2

2064.62820 | -1.238498341 | 0.1309957 | -9.45449487 | 3.25E-21 | 6.69E-21 | ENSG0000015412 | ANKH

2 18 2

194497913 | 1.431661163 | 0.1494446 | 9.57987579 | 9.72E-22 | 2.03E-21 | ENSG0000015412 | UBASH3B

4 48 7

401.091681 | 1.25869177 0.1776707 | 7.084405677 | 1.40E-12 | 2.33E-12 | ENSG0000015413 | ROBO3

2 64 4

6735.66902 | -3.611598492 | 0.2151643 | -16.78529934 | 3.13E-63 | 1.50E-62 | ENSG0000015414 | NRGN

1 78 6

31.1720091 | 1.471678852 | 0.1489793 | 9.878411521 | 5.16E-23 | 1.11E-22 | ENSG0000015417 | ABI3BP

7 02 5

1150.87815 | 6.320634122 | 0.2183647 | 28.94530626 | 3.22E- | 1.I2E- | ENSG0000015418 | ANGPTI

4 35 184 182 8

1780.40266 | -1.931635815 | 0.1285619 | -15.02493954 | 5.04E-51 | 1.92E-50 | ENSG0000015421 | PITPNCI

5 69 7

965.179473 | 1.090563915 | 0.1750634 | 6.229534599 | 4.68E-10 | 7.24E-10 | ENSG0000015422 | PRKCA

6 65 9

77.3019128 | 2.432870471 | 0.2068278 | 11.76278251 | 6.07E-32 | 1.59E-31 | ENSG0000015425 | ABCA9

4 04 8




98.6369564 | 2.773937193 0.1425402 | 19.46073556 | 2.36E-84 | 1.64E-83 | ENSG0000015427 | C4orfl19
03 4

128.924839 | 1.437368576 0.0929946 | 15.45646309 | 6.82E-54 | 2.75E-53 | ENSG0000015430 | DISP1

1 63 9

955.918905 | -1.163622114 | 0.1662165 | -7.000637775 | 2.55E-12 | 4.22E-12 | ENSG0000015431 | TNIK

1 87 0

69.7542441 | -1.595183107 | 0.2189954 | -7.284093582 | 3.24E-13 | 5.49E-13 | ENSG0000015431 | FAM167A

6 16 9

84.7659915 | -1.603184996 | 0.2320958 | -6.907425437 | 4.94E-12 | 8.12E-12 | ENSG0000015433 | PGMS5

9 82 0

1649.76195 | 1.409562532 0.1782122 | 7.909460879 | 2.59E-15 | 4.63E-15 | ENSG0000015435 | OBSCN

4 14 8

156.355026 | 3.315178422 0.2049006 | 16.17944264 | 7.04E-59 | 3.13E-58 | ENSG0000015438 | ENAH

9 57 0

960.805771 | 1.021900842 0.0784668 | 13.02334537 | 9.01E-39 | 2.73E-38 | ENSG0000015442 | CCSAP

4 46 9

460.240143 | 1.575137511 0.1794030 | 8.779881513 | 1.64E-18 | 3.16E-18 | ENSG0000015444 | SH3RF1

2 49 7

3021.07244 | -1.967987772 | 0.1868464 | -10.5326465 | 6.11E-26 | 1.41E-25 | ENSG0000015445 | GBP5

1 66 1

95.5115798 | 3.168613667 0.1234019 | 25.67718189 | 2.10E- | 4.07E- | ENSG0000015454 | SRSF12

3 25 145 144 8

432.885014 | -2.439365021 | 0.2024220 | -12.0508887 | 1.92E-33 | 5.17E-33 | ENSG0000015458 | LY96

8 02 9

1204.10192 | 1.171642786 0.1222327 | 9.585338933 | 9.22E-22 | 1.93E-21 | ENSG0000015464 | C2lorf91

8 97 2

144.630793 | 1.215433533 0.2407977 | 5.047529472 | 4.48E-07 | 6.29E-07 | ENSG0000015465 | L3MBTL4

7 09 5

479.658344 | 2.336169533 0.0901478 | 25.91485662 | 4.53E- | 9.17E- | ENSG0000015474 | TSEN2

1 86 148 147 3

2024.20508 | -1.401538943 | 0.0879145 | -15.94206377 | 3.23E-57 | 1.39E-56 | ENSG0000015480 | FLCN

6 24 3

1882.76250 | -1.46277181 0.0959500 | -15.24513903 | 1.77E-52 | 6.98E-52 | ENSG0000015482 | PLCL2

2 47 2

2533.79526 | -1.023993889 | 0.0566295 | -18.08232429 | 4.39E-73 | 2.51E-72 | ENSG0000015483 | CXXCI

5 5 2

3602.76142 | -1.064755982 | 0.1077389 | -9.882737157 | 4.95E-23 | 1.06E-22 | ENSG0000015484 | PPP4RI1

8 76 5

999.093578 | -1.094196751 | 0.1030910 | -10.61388266 | 2.57E-26 | 5.96E-26 | ENSG0000015488 | MPPEI

2 92 9

103.29304 | 2.264263104 0.1604995 | 14.10760127 | 3.41E-45 | 1.17E-44 | ENSG0000015491 | USP43
11 4

228264544 | 1.384345448 0.2055363 | 6.735281551 | 1.64E-11 | 2.65E-11 | ENSG0000015492 | EMEI

5 89 0




207.391022 | -2.912889298 | 0.1952447 | -14.91916601 | 2.47E-50 | 9.31E-50 | ENSG0000015492 | EPHBI

5 81 8

1029.63386 | 1.572233019 0.0611853 | 25.69622972 | 1.29E- | 2.51E- | ENSG0000015494 | ANKRDA40

3 58 145 144 5

588.006614 | -1.294872387 | 0.0716436 | -18.07379451 | 5.13E-73 | 2.93E-72 | ENSG0000015495 | ZNF18

5 38 7

1892.85401 | -2.871615552 | 0.1001667 | -28.66834001 | 9.47E- | 3.14E- | ENSG0000015497 | VOPPI

4 89 181 179 8

591.477042 | 1.656898977 0.1010842 | 16.39127413 | 2.21E-60 | 1.01E-59 | ENSG0000015500 | APOOL

3 09 8

384.546540 | 1.951898228 0.0936310 | 20.84669632 | 1.63E-96 | 1.39E-95 | ENSG0000015508 | AK9

5 58 5

243.176298 | -1.288718162 | 0.1779332 | -7.242703912 | 4.40E-13 | 7.44E-13 | ENSG0000015509 | PTPRN2
94 3

3037.96501 | -1.270517139 | 0.1386175 | -9.165631662 | 4.93E-20 | 9.87E-20 | ENSG0000015509 | ATP6VICI

9 21 7

1234.93803 | -1.540921001 | 0.1273478 | -12.10009436 | 1.05E-33 | 2.86E-33 | ENSG0000015509 | PIP4P2

8 5 9

943.093984 | -2.687271118 | 0.1283469 | -20.93755176 | 2.44E-97 | 2.10E-96 | ENSG0000015525 | PI4K2A

7 6 2

1158.95959 | 1.153650713 0.1622011 | 7.112469988 | 1.14E-12 | 1.91E-12 | ENSG0000015525 | MARVELDI

7 36 4

1799.84754 | -1.368874771 | 0.0589108 | -23.23638571 | 1.95E- | 2.45E- | ENSG0000015525 | ZFYVE27

5 3 119 118 6

146.710055 | -3.239541307 | 0.2025195 | -15.99619198 | 1.36E-57 | 5.88E-57 | ENSG0000015526 | GOLGA7B

9 32 5

412.532838 | 1.092862241 0.0549377 | 19.89272162 | 4.71E-88 | 3.45E-87 | ENSG0000015527 | TRMT44

2 94 5

1973.73509 | -1.347919815 | 0.0896535 | -15.03476274 | 4.35E-51 | 1.66E-50 | ENSG0000015528 | SLC25A28

7 47 7

5292.09438 | -2.610248549 | 0.1447299 | -18.03529868 | 1.03E-72 | 5.82E-72 | ENSG0000015530 | SAMSNI
87 7

2356.65686 | -3.265622616 | 0.1310954 | -24.91027487 | 5.76E- | 9.60E- | ENSG0000015536 | RHOC

7 07 137 136 6

4855.14427 | -2.537945871 | 0.2011160 | -12.61930985 | 1.65E-36 | 4.76E-36 | ENSG0000015546 | SLC7A7

7 6 5

7134.15519 | 1.192101169 0.0783278 | 15.21937049 | 2.63E-52 | 1.03E-51 | ENSG0000015550 | LARPI

4 89 6

139.872278 | 1.266955016 0.0901477 | 14.05420743 | 7.26E-45 | 2.47E-44 | ENSG0000015554 | SETD9

4 38 2

569.151089 | 1.53435563 0.1033886 | 14.84065217 | 8.00E-50 | 2.99E-49 | ENSG0000015554 | MIER3

8 93 5

212.978798 | 1.460527063 0.0978898 | 14.92010683 | 2.44E-50 | 9.19E-50 | ENSG0000015559 | ZKSCAN2

6 53 2




2470.34949 | 1.772230428 0.1272934 | 13.92240238 | 4.63E-44 | 1.55E-43 | ENSG0000015565 | TTN

3 35 7

1993.25376 | -2.328948116 0.3119934 | -7.464734787 | 8.35E-14 | 1.44E-13 | ENSG0000015565 | VSIG4

1 17 9

82.0168354 | 1.069246374 0.1342956 | 7.961881102 | 1.69E-15 | 3.05E-15 | ENSG0000015574 | FLACC1

4 97 9

174.602997 | 1.395620798 0.1384190 | 10.08257974 | 6.60E-24 | 1.45E-23 | ENSG0000015575 | TMEM237

7 19 5

47.1704434 | 1.878812344 0.1457921 | 12.88692167 | 5.33E-38 | 1.59E-37 | ENSG0000015576 | FZD7
75 0

530.859732 | 4.69151644 0.1406675 | 33.3518135 6.86E- 4.90E- ENSG0000015579 | DEPTOR

7 06 244 242 2

676.844303 | 1.539387957 0.1441999 | 10.67536898 | 1.33E-26 | 3.10E-26 | ENSG0000015584 | PPARGCI1B

2 77 6

716.769025 | 2.402521949 0.1058460 | 22.6982702 4.66E- 5.42E- ENSG0000015585 | SLC26A2

4 37 114 113 0

1644.89197 | -1.643037664 0.0672309 | -24.43869454 | 6.64E- 1.04E- ENSG0000015587 | RRAGA

2 91 132 130 6

456.257689 | -1.625599376 0.1859090 | -8.744056766 | 2.25E-18 | 4.33E-18 | ENSG0000015589 | PXYLP1

3 6 3

15508.2246 | -3.355936316 0.2417931 | -13.87937171 | 8.45E-44 | 2.82E-43 | ENSG0000015592 | SLA

3 6

2171.05636 | -1.392821787 0.1150408 | -12.10719751 | 9.67E-34 | 2.63E-33 | ENSG0000015595 | TMBIM4

7 08 7

170.443462 | -1.593665518 0.1139486 | -13.98582225 | 1.90E-44 | 6.42E-44 | ENSG0000015596 | RAB39B
47 1

574.568185 | 2.560402385 0.2466770 | 10.37957273 | 3.07E-25 | 6.96E-25 | ENSG0000015596 | AFF2

1 5 6

97.3838082 | 1.751545149 0.1987918 | 8.810949549 | 1.24E-18 | 2.41E-18 | ENSG0000015597 | MICU3
71 0

279.111182 | 3.681226294 0.1889753 | 19.47992938 | 1.63E-84 | 1.13E-83 | ENSG0000015601 | PSD3

9 41 1

554.315255 | 1.434041699 0.1232398 | 11.63618358 | 2.70E-31 | 6.98E-31 | ENSG0000015601 | CARNMT1

5 66 7

2876.16967 | 1.029291562 0.0866106 | 11.88412639 | 1.43E-32 | 3.80E-32 | ENSG0000015603 | ELMSANI

5 21 0

127.200680 | 1.465660381 0.0621783 | 23.57188717 | 7.49E- 9.99E- ENSG0000015605 | FAM161B

5 22 123 122 0

412.361152 | -4.076072721 0.2897727 | -14.06644518 | 6.11E-45 | 2.08E-44 | ENSG0000015611 | KCNMAI1

5 65 3

783.201909 | -2.983695248 0.0964644 | -30.93051023 | 4.65E- 2.24E- ENSG0000015612 | BATF

5 69 210 208 7

1591.18013 | 1.140542207 0.0840549 | 13.56899964 | 6.12E-42 | 1.97E-41 | ENSG0000015613 | DCK

1 96 6




791.395461 | 2.77643631 0.1192218 | 23.28797563 | 5.87E- 7.44E- ENSG0000015616 | DPY19L4

8 83 120 119 2

548.736110 | 2.078428942 0.0931153 | 22.32102337 | 2.31E- 2.52E- ENSG0000015617 | NDUFAF6

3 07 110 109 0

109.867615 | 2.158468278 0.1277723 | 16.89307222 | 5.06E-64 | 2.47E-63 | ENSG0000015617 | C8orf37

7 94 2

364.003618 | -1.682661767 0.1409925 | -11.93440558 | 7.83E-33 | 2.09E-32 | ENSG0000015626 | MAP3K7CL

8 07 5

202.043940 | 1.126838283 0.2688624 | 4.191133245 | 2.78E-05 | 3.65E-05 | ENSG0000015629 | TSPAN7

5 33 8

80.5761998 | 1.025388469 0.1947618 | 5.264832889 | 1.40E-07 | 2.01E-07 | ENSG0000015634 | CDK20

2 26 5

823.992121 | -2.7108281 0.1755190 | -15.44463986 | 8.20E-54 | 3.30E-53 | ENSG0000015638 | ANKRD9

9 23 1

432.605241 | 1.302028382 0.1105032 | 11.78271359 | 4.79E-32 | 1.26E-31 | ENSG0000015639 | SFXN2

7 7 8

1141.13980 | -2.068190559 0.3159530 | -6.545880264 | 5.91E-11 | 9.42E-11 | ENSG0000015641 | TDRD9

9 08 4

184.925839 | -2.768129808 0.2240955 | -12.35245399 | 4.72E-35 | 1.32E-34 | ENSG0000015647 | PPP2R2B

5 37 5

239.704049 | 1.106879164 0.0658984 | 16.79675 2.58E-63 | 1.24E-62 | ENSG0000015650 | FAM122C

6 13 0

6644.72617 | -1.768005785 0.1045127 | -16.91665955 | 3.39E-64 | 1.66E-63 | ENSG0000015651 | HK1

8 01 5

531.853828 | 2.193337935 0.2611280 | 8.399471263 | 4.48E-17 | 8.38E-17 | ENSG0000015653 | CD109

5 96 5

3818.08612 | -1.738977971 0.0898705 | -19.34981685 | 2.05E-83 | 1.39E-82 | ENSG0000015658 | UBE2L6

3 13 7

4021.63804 | -1.922441269 0.0743761 | -25.84755967 | 2.59E- 5.19E- ENSG0000015663 | ZFAND3

1 23 147 146 9

2289.25980 | -1.083302521 0.1158471 | -9.351137284 | 8.67E-21 | 1.77E-20 | ENSG0000015664 | NPTN

8 41 2

2313.80303 | 2.149360929 0.0972719 | 22.09641354 | 3.42E- 3.57E- ENSG0000015665 | KAT6B

3 36 108 107 0

1677.00246 | -1.164541348 0.0821368 | -14.17805496 | 1.25E-45 | 4.34E-45 | ENSG0000015667 | SAMDS

7 91 1

2666.46726 | -3.376346292 0.1372515 | -24.59969459 | 1.27E- 2.03E- ENSG0000015671 | MAPK13

3 53 133 132 1

4585.74661 | -3.947101118 0.2046656 | -19.28561072 | 7.09E-83 | 4.77E-82 | ENSGO0000015673 | MS4Al

8 01 8

2007.89752 | 1.511255812 0.1596172 | 9.467998556 | 2.85E-21 | 5.89E-21 | ENSG0000015680 | ATAD2

7 41 2

342.33186 -1.230267353 0.1242780 | -9.899315271 | 4.19E-23 | 9.03E-23 | ENSG0000015680 | FBXO32
25 4




3340.43465 | -1.677545447 0.0904293 | -18.55090243 | 8.02E-77 | 4.86E-76 | ENSG0000015685 | PRR14
18 8

141.781807 | 1.552221637 0.1505476 | 10.3104996 6.32E-25 | 1.42E-24 | ENSG0000015686 | FRRSI

1 65 9

369.001333 | 1.159482575 0.1579461 | 7.340998609 | 2.12E-13 | 3.62E-13 | ENSG0000015687 | SASS6
65 6

174.467932 | -3.186653049 0.2450037 | -13.00654632 | 1.12E-38 | 3.40E-38 | ENSG0000015688 | ITGAD

4 83 6

528.249274 | 1.209346724 0.0724831 | 16.6845211 1.70E-62 | 8.08E-62 | ENSG0000015695 | GALK2

4 55 8

528.795637 | -2.421598102 0.2346995 | -10.31786519 | 5.85E-25 | 1.32E-24 | ENSG0000015696 | B3GNT7

8 29 6

2255.16312 | -1.872093896 0.0521360 | -35.90784829 | 2.30E- 2.38E- ENSG0000015701 | TATDN2

4 65 282 280 4

199.500911 | 1.580152495 0.1439475 | 10.97728093 | 4.91E-28 | 1.19E-27 | ENSG0000015701 | GHRL

5 32 7

407.729142 | 1.320290979 0.0796483 | 16.57651032 | 1.03E-61 | 4.81E-61 | ENSG0000015703 | EXOG

4 07 6

768.628281 | -1.169387671 0.0909083 | -12.86336336 | 7.24E-38 | 2.14E-37 | ENSG0000015704 | NTANI

4 91 5

194.019170 | 1.805823658 0.1591009 | 11.35017817 | 7.40E-30 | 1.86E-29 | ENSG0000015707 | ZFYVE9

7 08 7

8254.33778 | 1.176213395 0.0692750 | 16.97889932 | 1.18E-64 | 5.80E-64 | ENSG0000015710 | SMG1

2 09 6

484.630752 | 2.609431068 0.1416973 | 18.41552225 | 9.86E-76 | 5.87E-75 | ENSG0000015711 | RBPMS

1 7 0

643.037864 | 1.201056898 0.0750194 | 16.00993374 | 1.09E-57 | 4.72E-57 | ENSG0000015718 | ODR4

7 8 1

2866.56885 | -1.232008378 0.0534066 | -23.0684458 | 9.61E- 1.18E- ENSG0000015719 | NECAP2
49 118 116 1

1093.54446 | 1.506392817 0.1192535 | 12.63185373 | 1.41E-36 | 4.06E-36 | ENSGO0000015719 | LRPS8

2 04 3

649.587693 | 1.248121672 0.1052623 | 11.85724566 | 1.97E-32 | 5.22E-32 | ENSG0000015721 | PAXIPI

2 61 2

739.480410 | -2.439963362 0.1384247 | -17.62664137 | 1.54E-69 | 8.21E-69 | ENSG0000015730 | SUSD3

9 46 3

40.6782699 | 1.980193547 0.0961306 | 20.59898818 | 2.80E-94 | 2.28E-93 | ENSG0000015731 | TMED6

1 22 5

93.8561634 | -2.446991125 0.1755330 | -13.9403424 | 3.60E-44 | 1.21E-43 | ENSG0000015734 | ARMCI12

8 72 3

3775.96648 | -1.301535337 0.1079031 | -12.06206504 | 1.68E-33 | 4.53E-33 | ENSG0000015735 | ST3GAL2

9 93 0

871.214763 | -1.071159123 0.0722912 | -14.81726932 | 1.13E-49 | 4.22E-49 | ENSG0000015737 | DHRSI1

2 64 9




50.6152608 | -1.221378275 0.1545953 | -7.900483856 | 2.78E-15 | 4.97E-15 | ENSG0000015738 | CACNA1D
2 76 8
3492.89924 | 7.074835332 0.1734415 | 40.79089603 | 0.00E+0 | 0.00E+0 | ENSG0000015740 | KIT
1 28 0 0 4
498.551313 | 1.157293573 0.0805961 | 14.35916055 | 9.34E-47 | 3.31E-46 | ENSG0000015742 | AASDH
3 86 6
130.661600 | 1.105014914 0.2539509 | 4.351292687 | 1.35E-05 | 1.80E-05 | ENSG0000015744 | CACNA2D3
1 51 5
751.289292 | -1.837960969 0.2032629 | -9.042282149 | 1.53E-19 | 3.04E-19 | ENSG0000015748 | MYOIE
4 53 3
2371.76900 | 1.648772926 0.0923726 | 17.84913875 | 2.94E-71 | 1.62E-70 | ENSG0000015750 | APPLI
8 88 0
32371.8320 | -2.556386732 0.1616564 | -15.81369674 | 2.50E-56 | 1.06E-55 | ENSG0000015751 | TSC22D3
8 92 4
5804.62078 | -7.406779924 0.2872031 | -25.78934086 | 1.17E- 2.31E- ENSG0000015755 | KCNJI15
9 5 146 145 1
1737.82412 | 4.133505442 0.2123690 | 19.46378125 | 2.23E-84 | 1.54E-83 | ENSG0000015755 | ERG
5 86 4
6207.25465 | -1.038379593 0.1641501 | -6.325793116 | 2.52E-10 | 3.93E-10 | ENSG0000015755 | ETS2
1 03 7
237.806522 | -1.188660605 0.1826240 | -6.508783029 | 7.58E-11 | 1.20E-10 | ENSG0000015757 | TSPANI8
1 94 0
4869.72765 | -2.788250193 0.2167336 | -12.86487218 | 7.10E-38 | 2.10E-37 | ENSG0000015760 | MX1
1 1
865.923279 | 1.909516575 0.1283506 | 14.87733788 | 4.63E-50 | 1.73E-49 | ENSG0000015761 | C2CD2
4 9 7
131.905566 | 3.433975181 0.1570952 | 21.85919303 | 6.36E- 6.39E- ENSG0000015765 | C9orf43
3 4 106 105 3
946.401655 | 4.737995716 0.1449252 | 32.69269255 | 1.98E- 1.27E- ENSGO0000015765 | ZNF618
2 22 234 232 7
430.300031 | -1.441301648 0.0956291 | -15.07177933 | 2.48E-51 | 9.52E-51 | ENSGO0000015773 | SNX22
5 63 4
1803.1979 2.098759963 0.0673228 | 31.17453822 | 2.36E- 1.19E- ENSG0000015774 | UBN2
89 213 211 1
426.056774 | -1.177414057 0.0726005 | -16.21769714 | 3.78E-59 | 1.69E-58 | ENSG0000015777 | PSMG3
4 7 8
522.652768 | 1.610011558 0.0838971 | 19.19029639 | 4.46E-82 | 2.96E-81 | ENSGO0000015779 | WDRI19
8 7 6
1086.57759 | -2.965471973 0.1669716 | -17.76033439 | 1.43E-70 | 7.81E-70 | ENSG0000015780 | SLC37A3
5 29 0
2140.30582 | -2.282178001 0.0915970 | -24.91540166 | 5.07E- 8.45E- ENSG0000015782 | AP3S2
2 78 137 136 3
5022.77247 | -2.121915838 0.1007292 | -21.06554187 | 1.65E-98 | 1.45E-97 | ENSG0000015787 | TNFRSF14
2 31 3




1050.03421 | -1.826927338 | 0.0625219 | -29.22058188 | 1.06E- 3.82E- | ENSG0000015788 | PANK4

9 36 187 186 1

64.5481383 | 2.282417863 0.1195786 | 19.0871634 | 3.23E-81 | 2.11E-80 | ENSG0000015789 | MEGF11

3 83 0

3429.42829 | -1.01763071 0.0598777 | -16.99514363 | 8.92E-65 | 4.41E-64 | ENSG0000015795 | WIPI2
35 4

1747.06370 | -1.493973284 | 0.1047029 | -14.26868876 | 3.43E-46 | 1.20E-45 | ENSG0000015797 | LDLRAPI

4 13 8

69.7064009 | 1.651680943 0.1338696 | 12.33798112 | 5.66E-35 | 1.58E-34 | ENSG0000015802 | WDR66
28 3

557422379 | -4.122144186 | 0.1915510 | -21.51981934 | 1.02E- | 9.59E- | ENSG0000015805 | DUSP2

8 59 102 102 0

2811.11650 | -1.3230966 0.1356171 | -9.756113065 | 1.74E-22 | 3.69E-22 | ENSG0000015806 | UBXN11

3 86 2

160.397693 | 1.030329546 0.1366998 | 7.537164576 | 4.80E-14 | 8.35E-14 | ENSG0000015807 | PTPDCI

9 87 9

612.867476 | -1.467025779 | 0.2433313 | -6.028922187 | 1.65E-09 | 2.51E-09 | ENSG0000015808 | GALNTI14
51 9

233.741500 | -3.064421961 | 0.2376695 | -12.89362667 | 4.89E-38 | 1.46E-37 | ENSG0000015810 | HPD

7 12 4

925.503400 | 1.081387121 0.1601248 | 6.753400497 | 1.44E-11 | 2.34E-11 | ENSG0000015810 | RHPN1

1 32 6

2076.61243 | -1.987190505 | 0.0920688 | -21.58374375 | 2.55E- | 2.44E- | ENSG0000015810 | TPRGIL

1 52 103 102 9

1662.64316 | -3.119192461 | 0.1375308 | -22.67994837 | 7.07E- 8.22E- | ENSG0000015815 | XKRS8

5 45 114 113 6

249.196195 | 2.438283558 0.1351940 | 18.03544172 | 1.03E-72 | 5.81E-72 | ENSG0000015823 | FAIM

9 03 4

137.154246 | 1.7676015 0.2480442 | 7.126155317 | 1.03E-12 | 1.73E-12 | ENSG0000015835 | SHROOM4

7 01 2

819.393206 | -1.795653149 | 0.1501234 | -11.96117889 | 5.68E-33 | 1.52E-32 | ENSG0000015837 | HISTIH2BD

2 26 3

269.507968 | -3.625064768 | 0.1301755 | -27.84751759 | 1.15E- | 3.24B- | ENSG0000015840 | HIST1H4H
09 170 169 6

50.9669021 | -1.41203307 0.1912951 | -7.38143861 | 1.57E-13 | 2.68E-13 | ENSG0000015842 | CATIP
05 8

1349.80074 | -1.417761913 | 0.1194076 | -11.87329521 | 1.63E-32 | 4.32E-32 | ENSG0000015845 | TSPAN33

2 19 7

758.302018 | 1.162020088 0.0510682 | 22.75425962 | 1.30E- 1.53E- | ENSG0000015846 | AHCYL2

6 44 114 113 7

6388.93540 | -1.747721186 | 0.1234054 | -14.16242614 | 1.56E-45 | 5.41E-45 | ENSG0000015847 | B4GALT5

3 93 0

7631.70975 | -4.486704826 | 0.1925770 | -23.29823023 | 4.62E- 5.87E- | ENSG0000015851 | NCF1

1 66 120 119 7




790.522256 | -1.86567867 0.0478797 | -38.96588843 | 0.00E+0 | 0.00E+0 | ENSGO0000015852 | TSR2

2 93 0 0 6

2245.09834 | -2.319526216 0.1102628 | -21.03634246 | 3.05E-98 | 2.67E-97 | ENSG0000015855 | ZFAND2B
09 2

1380.46250 | -1.578104418 0.1563990 | -10.0902455 | 6.10E-24 | 1.34E-23 | ENSG0000015855 | GDPDS5

1 11 5

58196.1553 | -6.498675143 0.3419283 | -19.00595577 | 1.52E-80 | 9.84E-80 | ENSGO0000015857 | ALAS2

3 52 8

3420.54323 | -1.397092245 0.0855221 | -16.3360212 | 5.47E-60 | 2.49E-59 | ENSG0000015866 | GPAT4
86 9

243.305067 | 1.174797544 0.1417771 | 8.286229016 | 1.17E-16 | 2.16E-16 | ENSG0000015869 | ZSCANI2

7 03 1

42460.1913 | -2.707520722 0.1266065 | -21.38530866 | 1.83E- 1.69E- ENSG0000015871 | TAGLN2

4 77 101 100 0

106.249025 | -2.333742635 0.1975061 | -11.81605107 | 3.22E-32 | 8.50E-32 | ENSG0000015871 | SLAMF8

1 4 4

1173.71454 | 3.97392301 0.1399736 | 28.39050168 | 2.65E- 8.33E- ENSGO0000015871 | SLC45A3

5 8 177 176 5

6183.13841 | -2.294521999 0.1320064 | -17.38189556 | 1.13E-67 | 5.87E-67 | ENSG0000015871 | RNF166

9 31 7

146.565507 | -2.005831452 0.2017018 | -9.944537653 | 2.66E-23 | 5.77E-23 | ENSG0000015874 | NBL1

6 31 7

3818.13519 | -1.929037074 0.0873954 | -22.07252215 | 5.81E- 6.04E- ENSG0000015876 | FIIR

6 08 108 107 9

3908.42825 | -1.827982861 0.0896983 | -20.37922935 | 2.56E-92 | 2.01E-91 | ENSG0000015877 | USF1

4 31 3

631.294882 | -2.503244565 0.1206502 | -20.7479468 1.28E-95 | 1.07E-94 | ENSG0000015879 | SPATA2L

6 31 2

1095.07635 | -1.430931331 0.0593112 | -24.12578669 | 1.34E- 1.98E- ENSG0000015879 | NIT1

9 82 128 127 3

1680.00413 | -1.574126788 0.0765573 | -20.5614184 | 6.08E-94 | 4.92E-93 | ENSG0000015879 | DEDD

1 05 6

85.0362984 | 1.988575807 0.1955568 | 10.16878435 | 2.73E-24 | 6.05E-24 | ENSG0000015880 | NPM2

1 87 6

592598741 | -4.699370973 0.2793535 | -16.82230834 | 1.68E-63 | 8.09E-63 | ENSG0000015882 | CDA

7 15 5

1675.19155 | -3.150417595 0.1751927 | -17.98258408 | 2.67E-72 | 1.50E-71 | ENSG0000015882 | PINKI

8 08 8

2183.14720 | -1.844131397 0.0983156 | -18.75724375 | 1.69E-78 | 1.05E-77 | ENSG0000015885 | B4AGALT3

1 92 0

15270.3377 | -5.681161085 0.2549932 | -22.27965025 | 5.82E- 6.29E- ENSG0000015885 | DMTN

1 8 110 109 6

2817.59939 | -1.215670536 0.0531354 | -22.87872341 | 7.57E- 9.00E- ENSG0000015886 | NDUFS2

1 18 116 115 4




23132.0426 | -3.981813075 0.2460305 | -16.18422301 | 6.52E-59 | 2.90E-58 | ENSG0000015886 | FCER1G

7 37 9

467.284521 | -4.222113765 0.3142921 | -13.43372515 | 3.84E-41 | 1.22E-40 | ENSG0000015887 | APOA2

6 06 4

298.722017 | -2.335009965 0.1149478 | -20.31364051 | 9.74E-92 | 7.56E-91 | ENSG0000015888 | MPZ
83 7

98.6319956 | 2.024038864 0.2191869 | 9.234302808 | 2.60E-20 | 5.24E-20 | ENSG0000015896 | CACHDI1

7 71 6

5176.07532 | -2.13551704 0.0911644 | -23.42488468 | 2.38E- 3.10E- ENSG0000015906 | FBXWS5

1 63 121 120 9

522.774902 | -1.010544313 0.0689335 | -14.65968739 | 1.17E-48 | 4.27E-48 | ENSG0000015907 | CFAP298

8 51 9

1966.97197 | 1.765251728 0.0853644 | 20.67899204 | 5.35E-95 | 4.44E-94 | ENSG0000015908 | PAXBP1

5 96 6

2249.57050 | -1.067311757 0.0674439 | -15.82516438 | 2.09E-56 | 8.82E-56 | ENSG0000015911 | IFNAR2

1 6 0

1421.82256 | -1.205457679 0.0608898 | -19.79734773 | 3.14E-87 | 2.28E-86 | ENSG0000015911 | MRPL10

5 57 1

5443.09314 | -2.370337937 0.1255131 | -18.8851739 1.51E-79 | 9.63E-79 | ENSG0000015912 | IFNGR2

5 64 8

2150.63051 | 1.014325944 0.0939941 | 10.79136942 | 3.78E-27 | 8.95E-27 | ENSG0000015913 | GART

9 82 1

14300.5485 | 1.530981857 0.0619997 | 24.69334473 | 1.26E- 2.04E- ENSG0000015914 | SON

6 77 134 133 0

601.667259 | 2.817560512 0.1547291 | 18.20963205 | 4.33E-74 | 2.51E-73 | ENSG0000015916 | SV2A

8 29 4

836.006548 | -2.643023031 0.2893093 | -9.135629186 | 6.50E-20 | 1.30E-19 | ENSG0000015918 | C1QC

8 6 9

10604.5661 | 2.505961392 0.1153546 | 21.72397382 | 1.22E- 1.19E- ENSG0000015921 | RUNX1

1 5 104 103 6

9105.89212 | -2.197224771 0.1329501 | -16.52668187 | 2.36E-61 | 1.09E-60 | ENSG0000015931 | ARHGAP27

9 46 4

1836.90377 | -2.723553722 0.1516939 | -17.954265 4.44E-72 | 2.48E-71 | ENSG0000015933 | PTMS
69 5

10109.3557 | -3.991280602 0.2380298 | -16.76798414 | 4.18E-63 | 2.01E-62 | ENSG0000015933 | PADI4

6 41 9

26966.8949 | -4.19848928 0.1524013 | -27.54889899 | 4.56E- 1.21E- ENSG0000015934 | ADIPORI

1 46 167 165 6

1509.10636 | -2.035547728 0.1104729 | -18.42576284 | 8.16E-76 | 4.87E-75 | ENSG0000015934 | CYB5R1

8 15 8

4113.94755 | -1.955968228 0.0719653 | -27.17930985 | 1.14E- 2.83E- ENSG0000015935 | PSMD4

3 38 162 161 2

4208.21033 | -1.287317266 0.0499539 | -25.77007947 | 1.92E- 3.78E- ENSG0000015937 | PSMB4

4 5 146 145 7




5106.69295 | -1.313318067 0.1003358 | -13.08921631 | 3.80E-39 | 1.16E-38 | ENSG0000015938 | BTG2

7 82 8

7670.90792 | -2.471242334 0.1314423 | -18.8009583 | 7.42E-79 | 4.66E-78 | ENSG0000015939 | HK2

7 6 9

255.17254 -1.132871667 0.1296123 | -8.740459717 | 2.32E-18 | 4.47E-18 | ENSG0000015940 | C1R
66 3

1232.64098 | 1.269856584 0.1643481 | 7.726627399 | 1.10E-14 | 1.95E-14 | ENSG0000015943 | STARD9

6 07 3

1530.56162 | 1.025805619 0.0674113 | 15.21710408 | 2.72E-52 | 1.07E-51 | ENSG0000015945 | UBRI

6 56 9

891.015999 | -1.245477513 0.0571180 | -21.80530703 | 2.07E- 2.06E- ENSG0000015947 | MEDS

3 91 105 104 9

2387.51654 | -3.380787121 0.1895316 | -17.83759029 | 3.61E-71 | 1.99E-70 | ENSG0000015949 | RGL4

3 05 6

52.5647503 | -1.075314526 0.1939928 | -5.543064054 | 2.97E-08 | 4.34E-08 | ENSG0000015962 | DRC7

6 02 5

3459.96971 | -3.157690598 0.1905236 | -16.57374267 | 1.08E-61 | 5.04E-61 | ENSG0000015967 | SPON2

4 89 4

82.5978004 | 1.306132096 0.1386266 | 9.421938088 | 4.43E-21 | 9.10E-21 | ENSG0000015971 | ZDHHCI

6 91 4

9472.14456 | -2.815019026 0.1319450 | -21.33478283 | 5.40E- 4.95E- ENSG0000015972 | ATP6VOD1

7 52 101 100 0

474.177533 | -1.70795248 0.1627875 | -10.49191367 | 9.41E-26 | 2.16E-25 | ENSG0000015973 | ZFYVE28

1 08 3

40268.9901 | -2.71915048 0.1554034 | -17.49736036 | 1.50E-68 | 7.87E-68 | ENSG0000015984 | ZYX

9 68 0

570.003299 | -2.090128465 0.0799878 | -26.13058195 | 1.64E- 3.46E- ENSG0000015987 | CCDC117

5 27 150 149 3

432.13424 -1.04986164 0.1182209 | -8.880504174 | 6.66E-19 | 1.30E-18 | ENSG0000015988 | ZNF230
5 2

151.551625 | -3.006971175 0.1075739 | -27.95259131 | 6.13E- 1.78E- ENSG0000015988 | CCDC107

7 68 172 170 4

115.068011 | 1.097047834 0.1294341 | 8.475719083 | 2.34E-17 | 4.39E-17 | ENSG0000015989 | NPR2

8 9 9

124.381372 | 2.608822384 0.1041131 | 25.0575783 1.44E- 2.49E- ENSG0000015991 | ZNF233
09 138 137 5

219.844729 | 1.427458221 0.0859675 | 16.60461016 | 6.45E-62 | 3.03E-61 | ENSG0000015991 | ZNF235

1 84 7

897.768488 | 1.26130962 0.0667996 | 18.88198888 | 1.60E-79 | 1.02E-78 | ENSG0000015992 | GNE

8 17 1

1428.09262 | -3.241366236 0.1348895 | -24.02977422 | 1.36E- 1.97E- ENSG0000015995 | TNFRSF13C

8 83 127 126 8

2044.69043 | 1.405932205 0.0569338 | 24.69414845 | 1.24E- 2.00E- ENSG0000016000 | ARHGAP35

1 2 134 133 7




151.899556 | 1.204721844 0.0762391 | 15.80188665 | 3.02E-56 | 1.27E-55 | ENSG0000016005 | IQCC

2 14 1

564.336587 | -1.052679875 0.0853645 | -12.33157734 | 6.12E-35 | 1.71E-34 | ENSG0000016005 | TMEM234

8 76 5

216.314771 | 4.108511016 0.1642586 | 25.01244801 | 4.48E- 7.64E- ENSG0000016006 | ZBTBSA

8 53 138 137 2

4009.25499 | -1.374171795 0.0621008 | -22.12805437 | 1.70E- 1.78E- ENSG0000016007 | SSU72

6 87 108 107 5

1441.97056 | -1.013985243 0.0608731 | -16.65735275 | 2.68E-62 | 1.27E-61 | ENSG0000016008 | UBE2J2

2 33 7

528.200293 | 1.066986715 0.1118263 | 9.54146405 1.41E-21 | 2.93E-21 | ENSG0000016011 | ANKLE1

3 1 7

1744.94692 | 1.74472748 0.0794611 | 21.95700143 | 7.42E- 7.58E- ENSG0000016013 | VMA21

9 107 106 1

61.3899549 | 2.139280594 0.2056364 | 10.40321575 | 2.40E-25 | 5.44E-25 | ENSG0000016016 | CILP2

6 73 1

984.736975 | -1.402998059 0.1703546 | -8.235748452 | 1.78E-16 | 3.29E-16 | ENSG0000016017 | ABCG1

1 52 9

329.708582 | -1.976676234 0.1890255 | -10.45719123 | 1.36E-25 | 3.10E-25 | ENSG0000016018 | UBASH3A

2 42 5

170.394721 | 3.026254411 0.1763283 | 17.16261008 | 5.06E-66 | 2.56E-65 | ENSG0000016020 | U2AF1

5 32 1

7608.17936 | -2.367122568 0.1324932 | -17.86598784 | 2.17E-71 | 1.20E-70 | ENSG0000016021 | G6PD

8 37 1

3221.45503 | -2.706677305 0.1028855 | -26.3076459 1.57E- 3.40E- ENSG0000016021 | CSTB

5 76 152 151 3

511.353011 | 3.786392633 0.2542977 | 14.88960329 | 3.85E-50 | 1.45E-49 | ENSG0000016022 | GATD3A

5 51 1

228.330452 | 3.957762676 0.1275923 | 31.018809 3.01E- 1.47E- ENSG0000016022 | ZNF66

4 48 211 209 9

44236.3421 | -2.197242518 0.1632915 | -13.4559513 | 2.84E-41 | 9.04E-41 | ENSG0000016025 | ITGB2

3 03 5

320.976324 | -1.592416835 0.0815040 | -19.53787957 | 5.23E-85 | 3.67E-84 | ENSG0000016025 | FAM207A

6 77 6

5588.61075 | -1.365083347 0.1416928 | -9.63410174 | 5.74E-22 | 1.21E-21 | ENSG0000016027 | RALGDS

7 51 1

143.782837 | -1.595961508 0.1577442 | -10.11739774 | 4.63E-24 | 1.02E-23 | ENSG0000016031 | CLDND2

5 69 8

981.669007 | -2.126820068 0.1493544 | -14.24008188 | 5.17E-46 | 1.80E-45 | ENSG0000016032 | SLC2A6

3 83 6

540.531639 | 1.221768987 0.1218327 | 10.02825048 | 1.15E-23 | 2.50E-23 | ENSG0000016033 | ZNF761
15 6

636.991595 | 2.576653883 0.1545170 | 16.67552802 | 1.97E-62 | 9.38E-62 | ENSG0000016035 | ZNF714

7 79 2




767.916221 | 2.990362022 | 0.1663083 | 17.98082759 | 2.75E-72 | 1.54E-71 | ENSG0000016036 | GPSMI1

4 64 0

954.829573 | -1.099358702 | 0.1009218 | -10.89317192 | 1.24E-27 | 2.97E-27 | ENSG0000016040 | TOR2A

6 17 4

1910.61724 | -2.063020634 | 0.1059588 | -19.47002356 | 1.97E-84 | 1.37E-83 | ENSG0000016040 | STGGALNAC6

2 15 8

18900.8143 | -3.343296394 | 0.1415644 | -23.61678231 | 2.59E- | 3.50E- | ENSG0000016041 | SHKBPI
33 123 122 0

3948.27691 | -1.424368948 | 0.1194072 | -11.92866621 | 8.39E-33 | 2.24E-32 | ENSG0000016044 | ZER1

1 26 5

135322016 | -1.676803753 | 0.1141439 | -14.69025324 | 7.44E-49 | 2.73E-48 | ENSG0000016044 | ZDHHCI2

5 65 6

439.441419 | 1.052370191 | 0.1353120 | 7.777358622 | 7.41E-15 | 1.31E-14 | ENSG0000016044 | PKN3

6 31 7

106234095 | 1.390236415 | 0.1793881 | 7.749877841 | 9.20E-15 | 1.63E-14 | ENSG0000016046 | BRSK1

5 72 9

4240.65123 | 1.429945905 | 0.0674321 | 21.20568635 | 8.46E- | 7.61E-99 | ENSG0000016055 | TAOKI

1 92 100 1

5580.47222 | -3.707346965 | 0.1317598 | -28.1371431 | 3.44E- | 1.03E- | ENSG0000016057 | DEDD2

6 93 174 172 0

171044459 | -3.978840582 | 0.1412467 | -28.16944097 | 1.39E- | 4.15E- | ENSG0000016058 | MPZL3

8 174 173 8

11467.2205 | -2.991500824 | 0.2306695 | -12.96877091 | 1.84E-38 | 5.54E-38 | ENSG0000016059 | JAML

6 71 3

4343.65934 | -1.133945281 | 0.0424874 | -26.68894959 | 6.32E- | 1.45E- | ENSG0000016063 | SAFB

5 45 157 155 3

453.698577 | -1.585385257 | 0.2287557 | -6.93047186 | 4.19E-12 | 6.91E-12 | ENSG0000016065 | CD3G

1 45 4

60.2544412 | 132935479 0.1289509 | 10.30899738 | 6.42E-25 | 1.44E-24 | ENSG0000016067 | S100A1

2 29 8

7423.85599 | -2.699316959 | 0.1489214 | -18.12577189 | 2.00E-73 | 1.15E-72 | ENSG0000016068 | ZBTB7B

2 9 5

19217.727 | -1.198472525 | 0.0594194 | -20.16969147 | 1.81E-90 | 1.38E-89 | ENSG0000016071 | ADAR
77 0

8576.06605 | -1.476045792 | 0.1736654 | -8.499362448 | 1.91E-17 | 3.59E-17 | ENSG0000016071 | IL6R

9 72 2

5257.47575 | -1.884902257 | 0.0875939 | -21.51862359 | 1.04E- | 9.83E- | ENSG0000016074 | CRTC2

7 97 102 102 1

1320.78512 | -1.818880197 | 0.1230344 | -14.78350185 | 1.87E-49 | 6.95E-49 | ENSG0000016074 | ANO10

2 62 6

549.533863 | -1.245148005 | 0.1514547 | -8.221253889 | 2.01E-16 | 3.70E-16 | ENSG0000016078 | PAQR6

5 56 1

1558.48450 | -1.546493558 | 0.0695798 | -22.22618111 | 1.92E- | 2.05E- | ENSG0000016078 | PMF1

3 14 109 108 3




3722.40973 | -1.949350453 0.1227708 | -15.87796102 | 9.01E-57 | 3.83E-56 | ENSG0000016078 | SLC25A44

5 3 5

31925.9787 | -1.971985964 0.1272628 | -15.49538017 | 3.73E-54 | 1.51E-53 | ENSG0000016079 | NBEAL2

7 32 6

753.224203 | -2.071874505 0.1983670 | -10.44465272 | 1.55E-25 | 3.54E-25 | ENSG0000016085 | FCRL3

5 08 6

49.4843901 | -1.213570661 0.1466024 | -8.277972478 | 1.25E-16 | 2.31E-16 | ENSG0000016086 | FGFR4

9 04 7

20695.0771 | -4.484216446 0.2926546 | -15.32255269 | 5.41E-53 | 2.15E-52 | ENSG0000016088 | HK3

3 6 3

5925.21402 | -1.437191864 0.1235195 | -11.63533649 | 2.73E-31 | 7.05E-31 | ENSG0000016088 | IER2

6 79 8

2380.76492 | -1.092981018 0.0896763 | -12.18806023 | 3.60E-34 | 9.86E-34 | ENSG0000016090 | ZNF394

3 72 8

5832.10456 | -1.912960565 0.1495030 | -12.79546296 | 1.74E-37 | 5.11E-37 | ENSG0000016093 | LY6E

9 36 2

4399.16852 | -2.179549175 0.0966791 | -22.54413987 | 1.53E- 1.74E- ENSG0000016094 | VPS28

2 9 112 111 8

977370756 | 1.23370768 0.1150081 | 10.72713278 | 7.59E-27 | 1.79E-26 | ENSG0000016094 | TONSL

3 49 9

6245.01002 | -1.843424722 0.1253453 | -14.70677007 | 5.83E-49 | 2.14E-48 | ENSG0000016099 | ORAI2

6 15 1

1583.37204 | -3.597668256 0.1161426 | -30.97629416 | 1.12E- 5.45E- ENSG0000016099 | SH2B2

6 29 210 209 9

5067.72024 | -1.474475124 0.0842783 | -17.49530934 | 1.56E-68 | 8.15E-68 | ENSG0000016101 | SQSTM1

1 11 1

28658.633 -1.715675552 0.0740757 | -23.16108256 | 1.12E- 1.40E- ENSG0000016101 | RPLS
93 118 117 6

1278.33589 | -2.193282099 0.1036272 | -21.16510938 | 2.00E-99 | 1.79E-98 | ENSG0000016103 | LRWDI1
51 6

459.488725 | 1.613851816 0.0832449 | 19.38678066 | 9.98E-84 | 6.83E-83 | ENSG0000016104 | NAPEPLD

5 62 8

19.0220155 | 1.052197208 0.1160254 | 9.068679658 | 1.20E-19 | 2.39E-19 | ENSG0000016118 | CCDC116

3 03 0

10624.1737 | -1.448414324 0.0857324 | -16.89459431 | 4.93E-64 | 2.41E-63 | ENSG0000016120 | AP2M1

6 12 3

4120.17924 | -1.608926481 0.0969099 | -16.60229177 | 6.71E-62 | 3.15E-61 | ENSG0000016121 | PCYTIA

5 03 7

650.328669 | -1.258435953 0.0931477 | -13.51010027 | 1.36E-41 | 4.37E-41 | ENSG0000016126 | U2AF1L4

4 88 5

298.778103 | 2.364196814 0.1617053 | 14.62039872 | 2.08E-48 | 7.58E-48 | ENSG0000016129 | ZNF382
58 8

279.583407 | -2.154402542 0.2020897 | -10.66062217 | 1.56E-26 | 3.63E-26 | ENSG0000016138 | PLXDCI

1

57

1




2605.92909 | -2.125163554 | 0.1353391 | -15.70250348 | 1.45E-55 | 6.05E-55 | ENSG0000016140 | IKZF3
1 55 5
133.589292 | 2.950603263 | 0.1232956 | 23.93111356 | 1.45E- | 2.07E- | ENSG0000016150 | GRIN2C
7 94 126 125 9
2386.43981 | -1.23391617 0.0601927 | -20.49941453 | 2.18E-93 | 1.75E-92 | ENSG0000016152 | SAP30BP
6 52 6
3609.17488 | -1.661097918 | 0.1231154 | -13.49219391 | 1.74E-41 | 5.56E-41 | ENSG0000016153 | ACOX1
2 79 3
379.730985 | 2.420199149 | 0.0858208 | 28.20059153 | 5.75E- | 1.73E- | ENSG0000016155 | ZNF577
7 65 175 173 1
2994.44760 | -1.395629368 | 0.1695599 | -8.230891145 | 1.86E-16 | 3.42E-16 | ENSG0000016164 | ZNF385A
8 35 2
39.1935913 | -2.140854523 | 0.120124 | -17.82203832 | 4.77E-71 | 2.62E-70 | ENSG0000016165 | NAGS
3
491.631603 | -2.307997188 | 0.0960154 | -24.03776599 | 1.12E- | 1.63E- | ENSG0000016167 | JOSD2
7 61 127 126 7
655.187480 | 1.070916384 | 0.0852098 | 12.56798809 | 3.17E-36 | 9.07E-36 | ENSG0000016169 | DBF4B
5 5 2
1167.43135 | 1.416827852 | 0.1310046 | 10.81509369 | 2.92E-27 | 6.93E-27 | ENSG0000016181 | LARP4
3 77 3
2903.96034 | -1.260140481 | 0.0676372 | -18.63085338 | 1.81E-77 | 1.11E-76 | ENSG0000016184 | RAVERI
9 93 7
72.4224483 | 1.737786985 | 0.0908976 | 19.11805541 | 1.79E-81 | 1.17E-80 | ENSG0000016186 | SYCE2
2 85 0
2186.17969 | -1.27560152 0.0656166 | -19.44020291 | 3.53E-84 | 2.43E-83 | ENSG0000016190 | LEMD2
9 77 4
891.523381 | -5.048593715 | 0.2842049 | -17.76391864 | 1.35E-70 | 7.33E-70 | ENSG0000016191 | TREMLI
56 1
278.247152 | -1.759627003 | 0.0927312 | -18.97555353 | 2.72E-80 | 1.75E-79 | ENSG0000016191 | ZNF653
5 61 4
415.087526 | -2.02016887 0.0777947 | -25.96792979 | 1.14E- | 2.34E- | ENSG0000016192 | MED11
6 6 148 147 0
4265.60642 | -4.673643131 | 0.2401665 | -19.46001202 | 2.40E-84 | 1.66E-83 | ENSG0000016192 | CXCL16
8 08 1
831.574448 | -3.083770518 | 0.2842971 | -10.84699713 | 2.06E-27 | 4.91E-27 | ENSG0000016194 | ASGR2
7 64 4
1965.42467 | -3.211632459 | 0.1418731 | -22.63734501 | 1.86E- | 2.14E- | ENSG0000016195 | TNFSF13
8 95 113 112 5
986.665077 | -1.509207009 | 0.0489149 | -30.85368512 | 5.00E- | 2.35E- | ENSG0000016195 | SENP3
3 68 209 207 6
153.220976 | -3.319720554 | 0.1360237 | -24.40545535 | 1.50E- | 2.33E- | ENSG0000016195 | FGF11
09 131 130 8
15497.9731 | -2.592295225 | 0.0726128 | -35.70025035 | 3.92E- | 3.94E- | ENSG0000016196 | EIF4Al
5 02 279 277 0




949.123700 | 1.655218964 0.1116259 | 14.82826218 | 9.62E-50 | 3.58E-49 | ENSG0000016199 | WDR90

8 58 6

946.944215 | -5.098464646 0.1126322 | -45.26648738 | 0.00E+0 | 0.00E+0 | ENSG0000016203 | SPSB3

9 13 0 0 2

861.725842 | 1.862958806 0.0594286 | 31.3478456 1.04E- 5.39E- ENSG0000016206 | TBC1D24

5 07 215 214 5

856.762026 | -2.080482826 0.1068955 | -19.46276708 | 2.27E-84 | 1.57E-83 | ENSG0000016206 | AMDHD2

4 31 6

257.713970 | -1.342713811 0.0687654 | -19.52598072 | 6.60E-85 | 4.61E-84 | ENSG0000016207 | FLYWCH?2

2 99 6

636.716911 | 1.29867493 0.0704372 | 18.43733651 | 6.59E-76 | 3.93E-75 | ENSG0000016208 | ZNF75A

2 31 6

852.700936 | 1.575076879 0.1694037 | 9.297768159 | 1.43E-20 | 2.91E-20 | ENSG0000016210 | ADCY9
59 4

302.389919 | 1.429363466 0.1546356 | 9.243427363 | 2.39E-20 | 4.81E-20 | ENSG0000016217 | ASRGL1
57 4

3760.48432 | -2.177166547 0.0683482 | -31.85403928 | 1.16E- 6.51E- ENSG0000016219 | UBXNI

4 09 222 221 1

288.739581 | 1.595689553 0.0661260 | 24.13104212 | 1.18E- 1.75E- ENSG0000016219 | LBHDI

6 11 128 127 4

9245.53460 | -1.026875968 0.0982663 | -10.44992581 | 1.47E-25 | 3.35E-25 | ENSG0000016223 | NXFI

9 41 1

2727.12508 | -1.618193798 0.0868611 | -18.62965819 | 1.85E-77 | 1.13E-76 | ENSG0000016223 | STX5

4 64 6

18032.0018 | -1.325849426 0.0746858 | -17.75235154 | 1.65E-70 | 8.98E-70 | ENSG0000016224 | RPL29

2 48 4

581.930758 | -2.815624116 0.0681135 | -41.33718233 | 0.00E+0 | 0.00E+0 | ENSG0000016230 | ZFPL1
95 0 0 0

864.170947 | 2.670539642 0.1706643 | 15.64790945 | 3.43E-55 | 1.42E-54 | ENSG0000016233 | LRP5

9 08 7

1278.80568 | -1.014317433 0.2764671 | -3.668853778 | 2.44E-04 | 3.08E-04 | ENSG0000016236 | TALl
19 7

93.6728656 | 1.35378117 0.1423346 | 9.511253796 | 1.88E-21 | 3.92E-21 | ENSG0000016237 | BEND5

5 7 3

658.847349 | 5.067072726 0.1383684 | 36.62015414 | 1.37E- 1.58E- ENSG0000016239 | ACOTI11

6 16 293 291 0

4361.16869 | 1.394247473 0.0533882 | 26.11525238 | 2.45E- 5.12E- ENSG0000016240 | USP24

7 44 150 149 2

170.343496 | -1.076437606 0.1977731 | -5.442789355 | 5.25E-08 | 7.61E-08 | ENSG0000016240 | PLPP3

2 52 7

1147.45897 | 1.604522219 0.0584218 | 27.46441406 | 4.67E- 1.22E- ENSG0000016240 | NOL9

1 62 166 164 8

3396.49513 | -2.125718152 0.1197403 | -17.75272826 | 1.64E-70 | 8.93E-70 | ENSG0000016241 | KLHL21

8 64 3




2277.07710 | 1.351993057 | 0.1068394 | 12.65443886 | 1.06E-36 | 3.06E-36 | ENSG0000016243 | SELENON

5 32 0

9512.97206 | -1.215469512 | 0.0848218 | -14.32967838 | 1.43E-46 | 5.05E-46 | ENSG0000016243 | JAKI

2 28 4

741265451 | 3.828889878 | 0.1526852 | 25.07701898 | 8.86E- | 1.53E- | ENSG0000016243 | RAVER2

2 09 139 137 7

46.1396876 | -2.06202182 0.1620952 | -12.72105063 | 4.52E-37 | 1.32E-36 | ENSG0000016243 | CTRC

3 45 8

118.280591 | -2.123760471 | 0.1712691 | -12.40013174 | 2.61E-35 | 7.33E-35 | ENSG0000016249 | DRAXIN

7 86 0

819.977596 | -2.007269523 | 0.2043622 | -9.822112828 | 9.04E-23 | 1.94E-22 | ENSG0000016249 | DHRS3

6 95 6

85569.8232 | -2.448770718 | 0.1042336 | -23.49308945 | 4.80E- | 6.33E- | ENSG0000016251 | LAPTMS5

8 61 122 121 1

223226609 | -1.898580854 | 0.0643313 | -29.51254482 | 1.99E- | 7.60E- | ENSG0000016251 | PEF1

1 16 191 190 7

501.019532 | 2.915156956 | 0.1471095 | 19.8162345 | 2.16E-87 | 1.57E-86 | ENSG0000016252 | KIAA1522
31 2

239.519972 | -2.058568861 | 0.1067858 | -19.27753917 | 8.29E-83 | 5.57E-82 | ENSG0000016252 | TSSK3
74 6

28221.5491 | -9.087345534 | 0.3023980 | -30.05093507 | 2.12E- | 8.81E- | ENSG0000016255 | ALPL

3 96 198 197 1

930.149125 | -1.112909115 | 0.0720584 | -15.44454376 | 8.21E-54 | 3.31E-53 | ENSG0000016258 | FAAP20

4 5

371.668177 | 1.584818653 | 0.2404949 | 6.58982178 | 4.40E-11 | 7.04E-11 | ENSG0000016259 | NFIA
19 9

2370.99426 | 1.304391248 | 0.0886223 | 14.71853402 | 4.90E-49 | 1.80E-48 | ENSG0000016260 | MYSMI

1 62 1

181.530861 | 1.00456428 0.1660073 | 6.051325168 | 1.44E-09 | 2.19E-09 | ENSG0000016261 | NEXN

1 21 4

1198.66573 | 1.092282858 | 0.0862858 | 12.65889009 | 9.99E-37 | 2.89E-36 | ENSG0000016263 | FAM102B

9 32 6

10807.4348 | -3.652720523 | 0.1584890 | -23.04714152 | 1.57E- | 1.92E- | ENSG0000016264 | GBP2

1 92 117 116 5

1583.43859 | 2.036051702 | 0.0880044 | 23.13579056 | 2.02E- | 2.50E- | ENSG0000016266 | ZNF326

2 14 118 117 4

1693.40814 | 1.5263397 0.1441990 | 10.58494826 | 3.50E-26 | 8.10E-26 | ENSG0000016267 | GFII

2 71 6

396.685588 | 1.724187768 | 0.1519762 | 1134510999 | 7.84E-30 | 1.97E-29 | ENSG0000016269 | EXTL2

3 94 4

1794.65832 | 1.038371843 | 0.0611880 | 16.97016223 | 1.37E-64 | 6.72E-64 | ENSG0000016269 | SLC30A7

7 92 5

13740.5142 | -2.187309685 | 0.1119050 | -19.54611988 | 4.45E-85 | 3.13E-84 | ENSG0000016270 | ARPC5

4 58 4




4193.09081 | -2.005815938 | 0.2323007 | -8.634566159 | 5.90E-18 | 1.12E-17 | ENSG0000016271 | NLRP3

5 2 1

1798.09058 | 1.285086881 0.0900470 | 14.27128687 | 3.30E-46 | 1.16E-45 | ENSG0000016271 | ZNF496

7 22 4

2029.42249 | -1.746614178 | 0.2533122 | -6.895103413 | 5.38E-12 | 8.84E-12 | ENSG0000016272 | TRIMSS
53 2

2119.72874 | -1.213766255 | 0.0933557 | -13.00151733 | 1.20E-38 | 3.62E-38 | ENSG0000016273 | PEA15

6 39 4

1774.26022 | -1.90286438 0.1203745 | -15.8078648 | 2.75B-56 | 1.16E-55 | ENSG0000016273 | SLAMF6

1 35 9

57.0561049 | -1.642942218 | 0.1306980 | -12.5705158 | 3.07E-36 | 8.79E-36 | ENSG0000016274 | FCRLB

4 75 6

38115.6668 | -9.03081084 0.3238023 | -27.88988396 | 3.54E- | 1.01E- | ENSG0000016274 | FCGR3B

2 81 171 169 7

278.309814 | -1.605700133 | 0.0722680 | -22.21866918 | 2.27B- | 2.43E- | ENSG0000016275 | Clorf74

4 61 109 108 7

1087.62326 | -1.972154692 | 0.2160337 | -9.128917338 | 6.92E-20 | 1.38E-19 | ENSG0000016277 | ATF3

8 99 2

3161.13921 | -2.203578267 | 0.0858136 | -25.67863398 | 2.03E- | 3.93E- | ENSG0000016277 | DENND2D
87 145 144 7

2079.98754 | -2.267001234 | 0.1206269 | -18.79348262 | 8.54E-79 | 5.36E-78 | ENSG0000016278 | IER5

7 9 3

420.596510 | 1.757832552 | 0.1448093 | 12.13894122 | 6.57E-34 | 1.79E-33 | ENSG0000016280 | SNEDI

8 8 4

91.2094839 | -2.503681407 | 0.1832625 | -13.66172166 | 1.72E-42 | 5.60E-42 | ENSG0000016281 | Clorfll5

1 1 7

398.711627 | 1.183488924 | 0.1366558 | 8.660361531 | 4.70E-18 | 9.00E-18 | ENSG0000016285 | TFB2M

1 34 1

2005.39161 | 1.826041518 | 0.0840126 | 21.73532755 | 9.51B- | 9.38E- | ENSG0000016285 | CNST

5 06 105 104 2

686.297121 | -2.513843178 | 0.1536386 | -16.36205254 | 3.57E-60 | 1.63E-59 | ENSG0000016288 | OXERI

4 2 1

284.042328 | 1.956215475 | 0.1177835 | 16.60856373 | 6.04E-62 | 2.84E-61 | ENSG0000016288 | B3GALNT2

5 43 5

9021.85128 | -1.615699026 | 0.1010097 | -15.99548223 | 1.37E-57 | 5.94E-57 | ENSG0000016288 | MAPKAPK2

2 1 9

503.393802 | -2.816687768 | 0.1288467 | -21.86075479 | 6.14E- | 6.18E- | ENSG0000016289 | IL24

6 76 106 105 2

3614.19683 | -3.169912917 | 0.1286696 | -24.63605496 | 5.19E- | 8.30E- | ENSG0000016289 | FCMR

1 64 134 133 4

942.530659 | -2.746362538 | 0.1150690 | -23.86709178 | 6.73E- | 9.54E- | ENSG0000016291 | MRPL55

2 06 126 125 0

8309.16760 | -1.09893643 0.0773026 | -14.21602184 | 7.29E-46 | 2.54E-45 | ENSG0000016292 | WDR26

9 69 3




423.949254 | 1.949329318 | 0.0757570 | 25.73132545 | 5.22B- | 1.02E- | ENSG0000016292 | PUS10
4 5 146 144 7

348.624917 | 1.801764423 | 0.0858452 | 20.98852568 | 8.35E-98 | 7.28E-97 | ENSG0000016292 | KIAA1841
1 11 9

113.814504 | 1.291869781 0.1159203 | 11.14445965 | 7.62E-29 | 1.87E-28 | ENSG0000016293 | TRIM17
1 61 1

58.8489341 | 1.390509077 | 0.1544480 | 9.003087672 | 2.19E-19 | 4.33E-19 | ENSG0000016294 | RFTN2
5 21 4

384.408890 | 2.027065419 | 0.0757316 | 26.76640955 | 7.95E- | 1.85E- | ENSG0000016295 | MEMOI1
9 9 158 156 9

1509.74264 | 1.03309428 0.1133398 | 9.11501674 | 7.87E-20 | 1.57E-19 | ENSG0000016298 | ARLSA
1 12 0

184.962437 | 2.304178853 | 0.1222102 | 18.85421308 | 2.71E-79 | 1.72E-78 | ENSG0000016299 | CLHCI
2 9 4

83.3083244 | 2.01106096 0.1549326 | 12.98022297 | 1.58E-38 | 4.77E-38 | ENSG0000016299 | DUSP19
3 98 9

234.475016 | 2.328622465 | 0.1633296 | 14.25719206 | 4.04E-46 | 1.42E-45 | ENSG0000016300 | CCDC138
4 69 6

1732.76965 | 1.140550769 | 0.0943985 | 12.08229195 | 1.31E-33 | 3.55E-33 | ENSG0000016301 | FBXO41
7 44 3

7334.09242 | -2.67072575 0.1215237 | -21.97698928 | 4.78E- | 4.89E- | ENSG0000016304 | H3F3A
8 32 107 106 1

236.342424 | -1.098586575 | 0.1974388 | -5.564187575 | 2.63E-08 | 3.85E-08 | ENSG0000016308 | SGPP2
4 1 2

1343.24286 | 1.844021019 | 0.1332193 | 13.841989 1.42B-43 | 4.73E-43 | ENSG0000016310 | SMARCADI
4 67 4

2435.50966 | 1.428603854 | 0.0433532 | 32.95262417 | 3.88B- | 2.56E- | ENSG0000016312 | RPRD2
2 65 238 236 5

71.7397576 | 1.939493332 | 0.0983740 | 19.71549147 | 1.59E-86 | 1.14E-85 | ENSG0000016312 | ANKRD23
9 8 6

25068.9569 | -1.839307391 | 0.1661094 | -11.07286727 | 1.70E-28 | 4.14E-28 | ENSG0000016313 | CTSS
9 05 1

204.200802 | 1.838085777 | 0.0967761 | 18.9931626 | 1.94E-80 | 1.25E-79 | ENSG0000016313 | PACRGL
8 83 8

61.1286315 | -1.06870803 0.1423613 | -7.507007342 | 6.05E-14 | 1.05E-13 | ENSG0000016314 | BNIPL
7 94 1

1622.32749 | -2.009316899 | 0.1718464 | -11.69251402 | 1.39E-31 | 3.62E-31 | ENSG0000016315 | TNFAIPSL2
9 39 4

1346.94452 | -1.683601437 | 0.0790547 | -21.29666183 | 1.22E- | 1.11E-99 | ENSG0000016315 | SCNMI
8 11 100 6

12198.7741 | -2.904636602 | 0.1476740 | -19.66924113 | 3.96E-86 | 2.83E-85 | ENSG0000016316 | RNF149
9 55 2

161.039399 | -1.057632702 | 0.1450047 | -7.293780105 | 3.01E-13 | 5.12E-13 | ENSG0000016317 | BOLA3
3 42 0




5782.59897 | -1.852203678 0.1556419 | -11.90041728 | 1.18E-32 | 3.13E-32 | ENSG0000016317 | CDC42EP3

5 1 1

39650.4865 | -5.062476612 0.2098449 | -24.12484531 | 1.37E- 2.03E- ENSG0000016319 | S100A11

7 36 128 127 1

759.847989 | 1.122894805 0.0652714 | 17.20344857 | 2.50E-66 | 1.27E-65 | ENSG0000016321 | DHX57

5 95 4

7024.73074 | -2.01576357 0.1492196 | -13.50869969 | 1.39E-41 | 4.45E-41 | ENSG0000016321 | ARHGAP25

9 6 9

296046.427 | -5.478356735 0.3071094 | -17.83844941 | 3.55E-71 | 1.96E-70 | ENSG0000016322 | S100A9

6 7 0

23274.6512 | -5.719571138 0.3499626 | -16.34337553 | 4.85E-60 | 2.21E-59 | ENSG0000016322 | S100A12

8 58 1

718.430772 | -3.206740802 0.2544014 | -12.60504233 | 1.98E-36 | 5.69E-36 | ENSG0000016323 | TGFA

8 31 5

191.493901 | 1.001677621 0.1076923 | 9.301292717 | 1.39E-20 | 2.81E-20 | ENSG0000016325 | FZD5

8 02 1

1498.33325 | 1.32889279 0.0837761 | 15.86243023 | 1.15E-56 | 4.90E-56 | ENSG0000016325 | DCAF16

8 16 7

431.826305 | 1.162638108 0.1196870 | 9.713987141 2.63E-22 | 5.57E-22 | ENSG0000016328 | GNPDA2

9 13 1

448.244253 | 1.793888443 0.0988708 | 18.14374766 1.44E-73 | 8.28E-73 | ENSG0000016329 | PAQR3

5 88 1

254.570272 | 1.151856097 0.1064093 | 10.82476016 | 2.63E-27 | 6.24E-27 | ENSG0000016331 | MRPS18C

6 87 9

412.551987 | 1.727894599 0.0826129 | 20.91553181 3.87E-97 | 3.31E-96 | ENSG0000016332 | ABRAXASI

7 89 2

791.356024 | -1.583187782 0.1272646 | -12.44012447 | 1.58E-35 | 4.46E-35 | ENSG0000016332 | GPR155

1 26 8

7971.85768 | -1.796232884 0.1137344 | -15.79321403 | 3.46E-56 | 1.46E-55 | ENSG0000016334 | PBXIP1

7 74 6

190.508696 | 1.010216369 | 0.2077432 | 4.862812718 | 1.16E-06 | 1.60E-06 | ENSG0000016335 | COLGA3

3 19 9

4544.89959 | -1.091490446 0.0809113 | -13.48995772 | 1.79E-41 | 5.72E-41 | ENSG0000016337 | YY1API1

3 32 4

538.509544 | 1.93174189 0.0769118 | 25.11630717 | 3.30E- 5.77E- ENSG0000016337 | EOGT
6 139 138 8

868.529145 | 1.261589053 0.0680349 | 18.54325551 | 9.25E-77 | 5.60E-76 | ENSG0000016338 | POGLUTI

9 28 9

1634.16591 | 2.645986845 0.0977427 | 27.07093814 | 2.17E- 5.30E- ENSG0000016340 | SLC15A2

5 1 161 160 6

3790.47322 | -1.20168961 0.2032481 | -5.912425093 | 3.37E-09 | 5.07E-09 | ENSG0000016341 | EIF4E3

2 75 2

7025.68991 | -4.379959615 0.3016441 | -14.5202862 9.01E-48 | 3.25E-47 | ENSG0000016342 | PROK2

4 66 1




2074.25843 | 1.807395553 | 0.1174682 | 15.38624267 | 2.02E-53 | 8.10E-53 | ENSG0000016342 | LRRC58

3 86 8

1636.99947 | -1.322598464 | 0.0599687 | -22.05481288 | 8.59E- | 8.91E- | ENSG0000016344 | TMEMI183A

1 108 107 4

1860.40897 | 1.586696137 | 0.1624764 | 9.765696333 | 1.58E-22 | 3.36E-22 | ENSG0000016345 | IGFBP7

4 98 3

373.358530 | 1.632099085 | 0.1462067 | 11.16295566 | 6.19E-29 | 1.52E-28 | ENSG0000016346 | TRIM46

7 16 2

1401.75832 | -1.960876685 | 0.0769627 | -25.47824198 | 3.44E- | 6.43E- | ENSG0000016346 | KRTCAP2

9 94 143 142 3

30880.3326 | -10.14719774 | 0.3048358 | -33.28741922 | 5.87E- | 4.17E- | ENSG0000016346 | CXCRI

9 2 243 241 4

242963716 | -1.731822742 | 0.0787336 | -21.99597576 | 3.15B- | 3.23B- | ENSG0000016346 | ARPC2

7 18 107 106 6

6950.20057 | -1.423803409 | 0.0636622 | -22.36495152 | 8.64E- | 9.52E- | ENSG0000016347 | SSR2

6 62 111 110 9

526.357969 | -1.289662411 | 0.0588912 | -21.8990588 | 2.65E- | 2.68E- | ENSG0000016348 | RNF25

4 26 106 105 1

488.948110 | 1.040501087 | 0.1824841 | 5.701871804 | 1.18E-08 | 1.75E-08 | ENSG0000016350 | CIP2A

4 25 7

789.865775 | -3.714656567 | 0.2382740 | -15.58984912 | 8.53E-55 | 3.50E-54 | ENSG0000016350 | EOMES

8 55 8

4904.67938 | -1.350031579 | 0.1760062 | -7.670360345 | 1.72E-14 | 3.02E-14 | ENSG0000016351 | TGFBR2
78 3

2701.69626 | -1.735192676 | 0.0645087 | -26.89854304 | 2.28E- | 5.37E- | ENSG0000016351 | ANKZF1
98 159 158 6

581.703528 | -1.185720898 | 0.2331637 | -5.085357239 | 3.67E-07 | 5.17E-07 | ENSG0000016353 | FCRLI

2 37 4

537.092515 | 1.128111211 0.2092168 | 5.392066413 | 6.97E-08 | 1.01E-07 | ENSG0000016353 | SGO2

2 61 5

2061.07433 | 1.883191369 | 0.0738610 | 25.49640237 | 2.16B- | 4.07B- | ENSG0000016353 | CLASP2

8 62 143 142 9

2006.69428 | -4.266284402 | 0.2091124 | -20.40187164 | 1.61E-92 | 1.27E-91 | ENSG0000016354 | NUAK2

7 03 5

744.432827 | 1.493175684 | 0.0713454 | 20.92880482 | 2.93E-97 | 2.52E-96 | ENSG0000016355 | PRKCI

4 83 8

26892.5712 | -3.386190484 | 0.2190333 | -15.45970416 | 6.49E-54 | 2.62E-53 | ENSG0000016356 | MNDA

9 3 3

1006.32096 | -1.965722132 | 0.2001426 | -9.821607812 | 9.09E-23 | 1.94E-22 | ENSG0000016356 | PYHINI

4 01 4

8317.42879 | -1.493006739 | 0.0928993 | -16.07123205 | 4.06E-58 | 1.78E-57 | ENSG0000016356 | IFI16

6 33 5

47152801 | -3.460582935 | 0.1853005 | -18.67551587 | 7.83E-78 | 4.84E-77 | ENSG0000016356 | AIM2
27 8




656.761209 | 1.109267153 0.1367139 | 8.113782783 | 4.91E-16 | 8.94E-16 | ENSG0000016359 | PPMIL

1 33 0

404.261152 | 3.086185019 0.1034911 | 29.82076434 | 2.10E- 8.40E- ENSG0000016359 | ICAIL

8 44 195 194 6

111.452593 | -2.339137104 0.2251177 | -10.39072668 | 2.73E-25 | 6.20E-25 | ENSG0000016359 | CTLA4

9 59 9

179.547491 | -2.316744371 0.2193873 | -10.56006397 | 4.56E-26 | 1.05E-25 | ENSG0000016360 | ICOS

6 42 0

4187.26810 | -1.444102108 0.1013195 | -14.25295251 | 4.30E-46 | 1.50E-45 | ENSG0000016360 | RYBP

7 06 2

605.386638 | 1.699244628 0.0990853 | 17.14930348 | 6.36E-66 | 3.22E-65 | ENSG0000016361 | SPICE1

8 44 1

271.214077 | 1.11915274 0.0834907 | 13.40451489 | 5.69E-41 | 1.80E-40 | ENSG0000016361 | CCDCI191

5 3 7

3127.56681 | -1.737386611 0.2264637 | -7.671810145 | 1.70E-14 | 2.98E-14 | ENSG0000016362 | WDFY3

4 13 5

123.770888 | 1.364771498 0.1929508 | 7.073157611 | 1.51E-12 | 2.52E-12 | ENSG0000016362 | PTPN13

3 11 9

137.578799 | 2.940292699 0.1157834 | 25.39476621 | 2.88E- 5.28E- ENSG0000016363 | C4orf36

6 13 142 141 3

1937.68584 | -1.193135845 0.0941249 | -12.67608569 | 8.02E-37 | 2.32E-36 | ENSG0000016365 | TIPARP

6 43 9

340.090966 | -1.566031347 0.2146975 | -7.294128138 | 3.01E-13 | 5.10E-13 | ENSG0000016366 | PTX3

2 37 1

1104.1708 -1.026447125 0.1321533 | -7.767092443 | 8.03E-15 | 1.42E-14 | ENSG0000016368 | SMIM14
29 3

279091543 | -1.237378783 0.2071010 | -5.974759288 | 2.30E-09 | 3.49E-09 | ENSG0000016369 | RBM47

5 27 4

172.410112 | -1.279563767 0.1937200 | -6.605221474 | 3.97E-11 | 6.35E-11 | ENSG0000016369 | APBB2
4 7

416.742839 | 4.574118303 0.2396350 | 19.08785037 | 3.19E-81 | 2.09E-80 | ENSG0000016370 | IL17RE

2 67 1

275.160618 | 1.277926466 0.1349953 | 9.466444627 | 2.90E-21 | 5.98E-21 | ENSG0000016370 | IL17RC

4 99 2

3738.83337 | 1.256415828 0.1008179 | 12.46222309 | 1.20E-35 | 3.39E-35 | ENSG0000016371 | U2SURP

3 54 4

3292.50552 | -1.16560381 0.0869655 | -13.40305245 | 5.80E-41 | 1.84E-40 | ENSG0000016371 | MTMR14
49 9

74.2825646 | 1.299022987 0.2339940 | 5.551521761 | 2.83E-08 | 4.14E-08 | ENSG0000016373 | CXCL3

7 37 4

1811.99403 | -2.143431631 0.3397778 | -6.308332186 | 2.82E-10 | 4.39E-10 | ENSG0000016373 | PPBP

9 63 6

1420.51727 | -3.586161897 0.3365891 | -10.65442042 | 1.66E-26 | 3.87E-26 | ENSG0000016373 | PF4

8 11 7




501.928666 | 2.671628355 0.1121975 | 23.8118266 2.52E- 3.53E- ENSG0000016373 | MTHFD2L

1 39 125 124 8

303.802193 | -3.491718552 0.2658793 | -13.13271899 | 2.14E-39 | 6.57E-39 | ENSG0000016373 | CXCL1

4 32 9

2533.82592 | 4.954490853 0.2891079 | 17.13716411 | 7.84E-66 | 3.95E-65 | ENSG0000016375 | CPA3

5 77 1

8440.16381 | -3.617190033 0.1719334 | -21.03831399 | 2.93E-98 | 2.56E-97 | ENSG0000016375 | GYGI1

8 56 4

51.1374705 | 1.062822762 0.1053701 | 10.08656546 | 6.33E-24 | 1.39E-23 | ENSG0000016379 | UCN

3 35 4

618.483586 | -1.224430804 0.0674838 | -18.14405165 | 1.43E-73 | 8.24E-73 | ENSG0000016379 | ZNF513

3 69 5

2658.18476 | -2.348441298 0.2205944 | -10.64596874 | 1.82E-26 | 4.24E-26 | ENSG0000016380 | PLBI1
2 3

99.7325485 | 2.75231291 0.0873902 | 31.49449176 | 1.03E- 5.48E- ENSG0000016380 | SPDYA

9 95 217 216 6

1353.60421 | 1.02133587 0.1275430 | 8.007770998 | 1.17E-15 | 2.11E-15 | ENSG0000016381 | WDR43

7 92 1

3835.06110 | -1.69163474 0.0962463 | -17.57608815 | 3.76E-69 | 1.99E-68 | ENSG0000016381 | ZDHHC3

1 73 2

428.421038 | 1.704322449 0.0843367 | 20.20853486 | 8.24E-91 | 6.33E-90 | ENSG0000016381 | LZTFL1
65 8

3108.80879 | -2.391932184 0.2145867 | -11.14669088 | 7.43E-29 | 1.83E-28 | ENSG0000016382 | CCR1
51 3

51.4927829 | 1.515951882 0.1383281 | 10.95909897 | 6.01E-28 | 1.45E-27 | ENSG0000016383 | FBX040

4 5 3

224.150224 | 1.937000411 0.1352151 | 14.32532578 | 1.52E-46 | 5.37E-46 | ENSG0000016386 | NMNAT3

1 04 4

1129.14169 | -1.18360874 0.0616425 | -19.2011645 | 3.62E-82 | 2.41E-81 | ENSG0000016387 | TPRA1
5 0

2319.92075 | 1.017662515 0.0692448 | 14.69657592 | 6.78E-49 | 2.49E-48 | ENSG0000016387 | YEATS2

7 72 2

2526.89836 | -2.922941564 0.1199990 | -24.35803878 | 4.76E- 7.34E- ENSG0000016387 | ZC3H12A

5 52 131 130 4

1119.37793 | 1.235604332 0.0659973 | 18.7220311 3.27E-78 | 2.03E-77 | ENSG0000016391 | IFT122

2 44 3

77.5965951 | -1.363876906 0.1875658 | -7.27145778 | 3.56E-13 | 6.03E-13 | ENSG0000016392 | RPL39L
15 3

39509.7068 | -2.529788479 0.1236798 | -20.45432363 | 5.50E-93 | 4.38E-92 | ENSG0000016393 | TKT

6 89 1

9971.40062 | -1.988366516 0.1313902 | -15.13329356 | 9.77E-52 | 3.77E-51 | ENSG0000016393 | PRKCD
03 2

2962.40902 | 1.771755636 0.0671188 | 26.3973026 1.47E- 3.23E- ENSG0000016393 | PBRM1
14 153 152 9




2989.78775 | 1.15477525 0.0880834 | 13.1100189 | 2.89E-39 | 8.84E-39 | ENSG0000016394 | TASOR
16 6

6883.97673 | -2.089152886 | 0.1263880 | -16.5296657 | 2.24E-61 | 1.04E-60 | ENSG0000016395 | LRPAPI

1 91 6

528.174030 | -2.601333284 | 0.1831260 | -14.20515141 | 8.51E-46 | 2.96E-45 | ENSG0000016395 | SLC51A

7 51 9

5101.96503 | -5.983176192 | 0.2876664 | -20.79900484 | 4.42E-96 | 3.73E-95 | ENSG0000016399 | S100P

3 65 3

231.337494 | 1.15920585 0.1052802 | 11.01066402 | 3.39E-28 | 8.23E-28 | ENSG0000016403 | BDH2

9 85 9

2436.08830 | -6.482663207 | 0.3094908 | -20.94622155 | 2.03E-97 | 1.76E-96 | ENSG0000016404 | CAMP

9 16 7

466.550330 | 2.056622938 | 0.1600176 | 12.85247612 | 8.33E-38 | 2.46E-37 | ENSG0000016405 | PLXNBI

3 43 0

205.726499 | -3.446493385 | 0.0530039 | -65.02338553 | 0.00E+0 | 0.00E+0 | ENSG0000016405 | ATRIP
06 0 0 3

11511.2970 | -3.002870275 | 0.1156710 | -25.96042885 | 1.39E- | 2.83E- | ENSG0000016405 | SHISAS

9 58 148 147 4

328.332908 | 1.864752488 | 0.1889720 | 9.867873419 | 5.74E-23 | 1.23E-22 | ENSG0000016405 | SPRY]1

7 72 6

58.9171442 | 1.356205254 | 0.1031972 | 13.14187033 | 1.89E-39 | 5.83E-39 | ENSG0000016406 | BSN

1 79 1

927.943505 | 1.431246776 | 0.0730081 | 19.60393981 | 1.43E-85 | 1.01E-84 | ENSG0000016407 | ABHDI8

9 19 4

1715.39702 | 1.29561628 0.0597276 | 21.69206691 | 2.44B- | 2.37E- | ENSG0000016408 | RAD54L2

1 55 104 103 0

5342.18299 | -3.436770232 | 0.1586691 | -21.65997225 | 4.90E- | 4.74E- | ENSG0000016408 | PPMIM

4 89 104 103 8

4775.03006 | -2.107282083 | 0.1014300 | -20.77571719 | 7.18E-96 | 6.05E-95 | ENSG0000016409 | Cdorf3

4 52 6

96.1775232 | 2.181624658 | 0.1667626 | 13.08221551 | 4.16E-39 | 1.27E-38 | ENSG0000016410 | SCRG1

5 3 6

5969.74140 | -2.282311571 | 0.1663797 | -13.71748374 | 7.98E-43 | 2.61E-42 | ENSG0000016411 | ANXAS

5 54 1

1230.02334 | 4.840469992 | 0.1859028 | 26.03763063 | 1.86E- | 3.86E- | ENSG0000016411 | GUCY1Al

5 6 149 148 6

2219.62661 | -3.401775056 | 0.3343544 | -10.17415711 | 2.59E-24 | 5.73E-24 | ENSG0000016412 | HPGD

2 85 0

260.334199 | 1.075695143 | 0.1604496 | 6.704254894 | 2.02E-11 | 3.27E-11 | ENSG0000016412 | TMEM144

4 19 4

1837.72442 | 1.199378018 | 0.1104793 | 10.8561286 | 1.86E-27 | 4.44E-27 | ENSG0000016413 | NAAIS

5 49 4

1982.22399 | 1.182893878 | 0.1453845 | 8.136310087 | 4.08E-16 | 7.44E-16 | ENSG0000016416 | ABCEI

7 62 3




2227.17549 | 1.821410032 0.0815188 | 22.34341884 | 1.40E- 1.53E- ENSG0000016416 | OTUD4

1 6 110 109 4

550.448645 | -1.00645787 0.0886251 | -11.3563489 | 6.90E-30 | 1.73E-29 | ENSG0000016416 | LSM6

6 28 7

947.874799 | 1.009675451 0.0647639 | 15.59009223 | 8.50E-55 | 3.49E-54 | ENSG0000016416 | TMEM184C

3 18 8

75.9055224 | 2.919440315 0.1927792 | 15.14395621 | 8.31E-52 | 3.22E-51 | ENSG0000016417 | ITGA2

3 36 1

733.419383 | 1.025530583 0.1171786 | 8.751852542 | 2.10E-18 | 4.05E-18 | ENSG0000016418 | TMEM161B

2 86 0

751.209305 | 1.33281241 0.1056082 | 12.62034326 | 1.63E-36 | 4.70E-36 | ENSG0000016418 | LMBRD2

2 54 7

221.018575 | 1.266558047 0.1226240 | 10.32879149 | 5.22E-25 | 1.18E-24 | ENSG0000016422 | CCDCI112

3 31 1

344.323148 | 1.483952098 0.1727709 | 8.589130244 | 8.76E-18 | 1.67E-17 | ENSG0000016423 | CMBL

6 39 7

220.338092 | 1.446757995 0.1295512 | 11.16745602 | 5.88E-29 | 1.45E-28 | ENSG0000016424 | C5orf63

6 6 1

715.432534 | 1.513428509 0.1788204 | 8.463396935 | 2.60E-17 | 4.88E-17 | ENSG0000016429 | RHOBTB3
57 2

1758.62131 | 1.43882244 0.1237060 | 11.63098238 | 2.87E-31 | 7.41E-31 | ENSG0000016430 | SERINCS

3 11 0

395.835238 | 1.954987329 0.0884052 | 22.11391559 | 2.32E- 2.43E- ENSG0000016430 | PRIMPOL

5 99 108 107 6

61.1969037 | -1.322647809 0.1553916 | -8.511703342 | 1.71E-17 | 3.24E-17 | ENSG0000016430 | CMYAS

5 71 9

1144.13124 | -1.026438299 0.0995551 | -10.31024384 | 6.33E-25 | 1.42E-24 | ENSG0000016433 | UBLCP1

3 91 2

324.019578 | -2.008250372 0.2369849 | -8.474169984 | 2.37E-17 | 4.45E-17 | ENSG0000016439 | ACSL6

8 05 8

126.807947 | -1.749453071 0.1748197 | -10.00718185 | 1.42E-23 | 3.08E-23 | ENSG0000016440 | SHROOM1

2 54 3

106.403317 | 1.018239606 0.1596100 | 6.379546962 | 1.78E-10 | 2.78E-10 | ENSG0000016444 | TXLNB

7 18 0

3376.48882 | -1.095902814 0.1092868 | -10.02776517 | 1.15E-23 | 2.51E-23 | ENSG0000016446 | CREBRF

9 45 3

605.313762 | -2.809877416 0.2251940 | -12.47758342 | 9.89E-36 | 2.80E-35 | ENSG0000016448 | SAMD3

4 4 3

206.216402 | -3.078024986 0.2343486 | -13.1343816 | 2.09E-39 | 6.43E-39 | ENSG0000016451 | ANKRDS55
8 2

2758.72667 | -1.762994244 0.0717109 | -24.5847434 | 1.84E- 2.93E- ENSG0000016454 | STK17A

4 07 133 132 3

725.865348 | -1.054182755 0.1568383 | -6.72146099 1.80E-11 | 2.91E-11 | ENSG0000016461 | PTTGI

36

1




238.032403 | -1.648266486 0.1269517 | -12.98340838 | 1.52E-38 | 4.58E-38 | ENSG0000016462 | RELL2

9 55 0

338.968784 | 1.969451332 0.1591848 | 12.37209978 | 3.70E-35 | 1.04E-34 | ENSG0000016462 | KCNKS5

9 89 6

59.8705898 | 1.179280137 0.1495907 | 7.883378511 | 3.19E-15 | 5.69E-15 | ENSG0000016463 | SLC29A4

3 03 8

1118.38073 | 1.321894093 0.1095148 | 12.07045088 | 1.51E-33 | 4.09E-33 | ENSG0000016464 | CDCA7L

2 &9 9

3280.56194 | -4.379708999 0.1567759 | -27.93609965 | 9.73E- 2.81E- ENSG0000016467 | SYTL3
66 172 170 4

183.188638 | 4.40507928 0.2162649 | 20.36889808 | 3.16E-92 | 2.47E-91 | ENSG0000016468 | ZNF704

8 77 4

4097.16783 | -1.734762002 0.1618352 | -10.71931068 | 8.26E-27 | 1.94E-26 | ENSG0000016469 | TAGAP

5 2 1

5017.71822 | -3.48381017 0.1362048 | -25.57772549 | 2.70E- 5.17E- ENSG0000016471 | BRI3

1 46 144 143 3

1326.19859 | -1.119529808 0.1002571 | -11.16657965 | 5.94E-29 | 1.46E-28 | ENSG0000016471 | LMTK2

4 82 5

22010.7897 | -1.946579274 0.1583225 | -12.2950192 | 9.63E-35 | 2.67E-34 | ENSG0000016473 | CTSB

6 89 3

492.927722 | 3.217613015 0.2017572 | 15.94794321 | 2.94E-57 | 1.27E-56 | ENSG0000016474 | DLC1

1 41 1

165.993511 | 1.878009422 0.0867240 | 21.65500623 | 5.45E- 5.27E- ENSG0000016477 | PHKGI1

5 31 104 103 6

155.247982 | -2.10407394 0.1630499 | -12.90447523 | 4.25E-38 | 1.27E-37 | ENSG0000016484 | GPR146

4 42 9

305.151945 | -3.004573346 0.1910450 | -15.72703936 | 9.87E-56 | 4.12E-55 | ENSG0000016485 | GPER1

1 71 0

80.5191004 | 2.98744171 0.1402622 | 21.29896582 | 1.16E- 1.06E-99 | ENSG0000016485 | TMEM184A

4 9 100 5

895.131412 | 2.58600905 0.1682458 | 15.37042219 | 2.58E-53 | 1.03E-52 | ENSG0000016487 | MICALL2

1 05 7

68.8082570 | -1.076295753 0.2284964 | -4.710339093 | 2.47E-06 | 3.38E-06 | ENSG0000016487 | CA3

9 48 9

1861.95208 | -1.050206574 0.0686170 | -15.30533079 | 7.04E-53 | 2.79E-52 | ENSG0000016489 | FASTK

5 45 6

1497.50603 | -2.250518288 0.0835485 | -26.93666768 | 8.17E- 1.95E- ENSG0000016489 | TMUBI
04 160 158 7

163.745422 | 1.150442745 0.1872889 | 6.142607551 | 8.12E-10 | 1.25E-09 | ENSG0000016490 | ALDH7AI

9 87 4

24085.6238 | -1.570989018 0.0618586 | -25.39643458 | 2.76E- 5.07E- ENSG0000016492 | YWHAZ

2 44 142 141 4

919.413177 | 5.435314006 0.2533344 | 21.45508916 | 4.09E- 3.82E- ENSG0000016492 | BAALC

2 87 102 101 9




216.042874 | 1.654346353 0.2095929 | 7.893140528 | 2.95E-15 | 5.27E-15 | ENSG0000016493 | FZD6

2 18 0

1001.66444 | 1.036777103 0.1202311 | 8.623201401 | 6.51E-18 | 1.24E-17 | ENSG0000016493 | DCAF13

8 13 4

523.658317 | 1.217419136 0.0956427 | 12.72882107 | 4.09E-37 | 1.19E-36 | ENSG0000016495 | PDP1

7 25 1

179.942879 | 2.583819806 0.1752589 | 14.74287203 | 3.42E-49 | 1.26E-48 | ENSG0000016495 | TMEM67

5 18 3

351.273067 | -1.21798743 0.0853526 | -14.2700584 | 3.36E-46 | 1.18E-45 | ENSG0000016496 | RPP25L

7 59 7

743.492837 | -1.251346593 0.1129076 | -11.08291902 | 1.52E-28 | 3.71E-28 | ENSG0000016497 | FAM219A

4 73 0

72.2018192 | 1.637279942 0.1041794 | 15.7159594 1.18E-55 | 4.90E-55 | ENSG0000016497 | MYORG

2 46 6

1251.34138 | 1.322687396 0.1309444 | 10.1011324 5.46E-24 | 1.20E-23 | ENSG0000016498 | TMEM65
67 3

273.087321 | 3.49970054 0.1619580 | 21.60868678 | 1.49E- 1.43E- ENSG0000016498 | CCDC171

1 39 103 102 9

6413.09571 | -2.685135811 0.1055639 | -25.43610322 | 1.01E- 1.86E- ENSG0000016500 | UBAP1

5 61 142 141 6

149.217657 | 2.369664563 0.1456155 | 16.27342646 | 1.52E-59 | 6.87E-59 | ENSG0000016502 | NIPSNAP3B

1 88 8

7267.08002 | -3.715793856 0.1868891 | -19.88234296 | 5.79E-88 | 4.23E-87 | ENSG0000016503 | NFIL3

8 34 0

3565.16653 | -1.757039154 0.2166175 | -8.111251226 | 5.01E-16 | 9.13E-16 | ENSG0000016507 | TMEM71

6 24 1

1188.54327 | -1.878783703 0.2537641 | -7.403661698 | 1.32E-13 | 2.27E-13 | ENSG0000016514 | FBP1

1 21 0

975.501714 | 1.659509293 0.1115191 | 14.88093371 | 4.38E-50 | 1.64E-49 | ENSG0000016515 | ZHXI1

4 64 6

2393.95907 | -1.00923794 0.0803776 | -12.55620055 | 3.68E-36 | 1.05E-35 | ENSG0000016517 | MIDIIP1

7 54 5

156.741693 | 2.296882295 0.1992311 | 11.52873197 | 9.45E-31 | 2.42E-30 | ENSG0000016518 | SHOC1

7 3 1

734.549172 | 1.300135669 0.1134724 | 11.45772577 | 2.15E-30 | 5.46E-30 | ENSG0000016518 | KIAA1958

2 02 5

6101.25002 | -2.881307792 0.1612789 | -17.86536873 | 2.19E-71 | 1.22E-70 | ENSG0000016523 | CARDI19
43 3

420.670102 | 1.585750462 0.1657022 | 9.569876804 | 1.07E-21 | 2.24E-21 | ENSG0000016524 | ZNF367

9 86 4

652.292079 | -1.284591257 0.0773350 | -16.61072477 | 5.83E-62 | 2.74E-61 | ENSG0000016526 | NDUFB6

2 52 4

522.502205 | -1.150844001 0.1669727 | -6.892404624 | 5.49E-12 | 9.01E-12 | ENSG0000016527 | AQP3

9 86 2




105.200122 | 2.498275386 0.1667324 | 14.98373389 | 9.38E-51 | 3.56E-50 | ENSG0000016533 | HECTD2

2 98 8

1419.46645 | 1.206366557 0.0650217 | 18.55327732 | 7.67E-77 | 4.66E-76 | ENSG0000016535 | INTS6L

4 5 9

821.581489 | 2.032368668 0.1426869 | 14.24354968 | 4.92E-46 | 1.72E-45 | ENSG0000016539 | WRN

1 51 2

572736812 | -2.143242772 0.1375795 | -15.5782042 1.02E-54 | 4.19E-54 | ENSG0000016540 | 8-Mar
79 6

153.854905 | -2.257197448 0.2411134 | -9.361558482 | 7.86E-21 | 1.60E-20 | ENSG0000016545 | FOLR2

6 27 7

841.892141 | 1.004980428 0.1159052 | 8.670710095 | 4.29E-18 | 8.22E-18 | ENSG0000016547 | REEP3

2 05 6

361.472511 | 1.246795257 0.2142591 | 5.819098383 | 5.92E-09 | 8.84E-09 | ENSG0000016548 | SKA3

7 82 0

3825.10605 | -1.650057568 0.0602226 | -27.39928199 | 2.80E- 7.20E- ENSG0000016550 | RPL36AL

4 57 165 164 2

336.842150 | 1.279868431 0.1145795 | 11.17013145 | 5.71E-29 | 1.41E-28 | ENSG0000016550 | DNAAF2

1 32 6

516.866430 | -1.540363974 0.1705196 | -9.033350057 | 1.66E-19 | 3.29E-19 | ENSG0000016550 | DEPPI

3 81 7

743.145803 | 1.503977974 0.0965800 | 15.57234099 | 1.12E-54 | 4.59E-54 | ENSG0000016551 | ZNF22

6 82 2

1705.88640 | 1.723611913 0.0729741 | 23.61949951 | 2.43E- 3.29E- ENSG0000016552 | NEMF

7 08 123 122 5

5048.53890 | -1.323528455 0.0667235 | -19.83599376 | 1.46E-87 | 1.06E-86 | ENSG0000016552 | ARF6

1 77 7

183.314676 | 1.411515733 0.1318199 | 10.70790632 | 9.35E-27 | 2.19E-26 | ENSG0000016553 | TTC8

1 55 3

184.598328 | -1.937963133 0.2354008 | -8.232608419 | 1.83E-16 | 3.37E-16 | ENSG0000016554 | TMEMG63C

8 64 8

53.4714488 | -1.349008944 0.1400904 | -9.629556646 | 6.00E-22 | 1.26E-21 | ENSG0000016559 | FAAH2

9 52 1

778.447613 | 1.073428293 0.0717952 | 14.95124542 | 1.53E-50 | 5.77E-50 | ENSG0000016563 | TAF3

1 43 2

2039.09285 | -1.030640248 0.0572944 | -17.98849331 | 2.40E-72 | 1.35E-71 | ENSG0000016563 | VDAC2

5 18 7

272.402934 | -2.259996232 0.0947609 | -23.84944021 | 1.03E- 1.45E- ENSG0000016564 | COMTDI

6 76 125 124 4

137.728366 | 2.162174518 0.2026379 | 10.67013369 | 1.40E-26 | 3.28E-26 | ENSG0000016565 | ZNF503

8 97 5

5406.51935 | -1.399870591 0.0611061 | -22.90883539 | 3.79E- 4.53E- ENSG0000016567 | GHITM

8 44 116 115 8

64.3017019 | 1.306547141 0.2136614 | 6.115033148 | 9.65E-10 | 1.48E-09 | ENSG0000016568 | TMEMS52B

6 98 5




99.6506850 | 1.551051237 | 0.1229536 | 12.61492607 | 1.75E-36 | 5.02E-36 | ENSG0000016569 | SPACA9

5 53 8

471.980659 | 2.690842729 | 0.1517351 | 17.73381503 | 2.30E-70 | 1.25E-69 | ENSG0000016571 | DIPKIB

8 3 6

98.7403870 | 2.475451399 | 0.1972716 | 12.54843657 | 4.05E-36 | 1.16E-35 | ENSG0000016573 | RET

9 99 1

374.033987 | -1.152073809 | 0.1087599 | -10.59281336 | 3.22E-26 | 7.45E-26 | ENSG0000016575 | STK32C

9 46 2

238.363643 | 3.590445603 | 0.2503111 | 14.3439289 | 1.16E-46 | 4.12E-46 | ENSG0000016575 | JCAD

7 68 7

1636.53300 | -1.534033361 | 0.1060338 | -14.46739371 | 1.95E-47 | 6.99E-47 | ENSG0000016577 | FUNDC2

2 44 5

5052.35441 | -1.648755536 | 0.2234337 | -7.379169445 | 1.59E-13 | 2.73E-13 | ENSG0000016580 | ARHGEF40

2 55 1

1740.83141 | -1.615155677 | 0.1121157 | -14.40614584 | 4.73E-47 | 1.69E-46 | ENSG0000016580 | NSMF

8 38 2

101334390 | -1.887742357 | 0.2332640 | -8.092728766 | 5.83E-16 | 1.06E-15 | ENSG0000016581 | BTNL9

9 09 0

2565.73180 | -3.19746132 0.2142353 | -14.92499491 | 2.27E-50 | 8.54E-50 | ENSG0000016587 | FRATI

3 37 9

862.770667 | -3.341683913 | 0.1772258 | -18.85551436 | 2.65E-79 | 1.68E-78 | ENSG0000016588 | UBTDI

7 16 6

132.003254 | -1.587194521 | 0.2037432 | -7.790168257 | 6.69E-15 | 1.19E-14 | ENSG0000016590 | LARGE2

3 91 5

571.716233 | 1.781418861 0.1469955 | 12.11885944 | 8.39E-34 | 2.28E-33 | ENSG0000016591 | TTC7B

5 87 4

1033.23835 | -1.091287338 | 0.0790498 | -13.80505043 | 2.38E-43 | 7.87E-43 | ENSG0000016591 | SLC39A13

1 62 5

767.512982 | -1.013976145 | 0.1702781 | -5.954823901 | 2.60E-09 | 3.94E-09 | ENSG0000016592 | TC2N

6 08 9

716.502831 | -4.458139652 | 0.2435164 | -18.30734744 | 7.23E-75 | 4.24E-74 | ENSG0000016594 | IFI127
17 9

477.607835 | 1.116610231 0.1075646 | 10.38082964 | 3.03E-25 | 6.87E-25 | ENSG0000016598 | PTER

8 43 3

159.511612 | 2.781865088 | 0.1481333 | 18.77946785 | 1.11E-78 | 6.97E-78 | ENSG0000016599 | CACNB2
29 5

239.886752 | 2.699998878 | 0.1501851 | 17.97779617 | 2.91E-72 | 1.63E-71 | ENSG0000016599 | HACDI

2 98 6

537.836228 | -1.899155831 | 0.1347549 | -14.09339872 | 4.17E-45 | 1.43E-44 | ENSG0000016600 | SMCO4

3 92 2

851.956609 | 1.945393232 | 0.1104103 | 17.61966106 | 1.74E-69 | 9.28E-69 | ENSG0000016600 | CEP295

5 66 4

336.377825 | 1.26751813 0.1303574 | 9.723400627 | 2.40E-22 | 5.08E-22 | ENSG0000016601 | ABTB2

7 93 6




365.972082 | 2.449944932 0.1633177 | 15.00109603 | 7.22E-51 | 2.74E-50 | ENSG0000016602 | AMOTLI

6 29 5

1967.8034 1.107773495 0.0972680 | 11.38887023 | 4.75E-30 | 1.20E-29 | ENSG0000016603 | CEP57
76 7

1103.42761 | -1.169793287 0.1474664 | -7.932605396 | 2.15E-15 | 3.85E-15 | ENSG0000016604 | TCP11L2

7 66 6

302.745678 | 1.008517873 0.1364970 | 7.388568152 | 1.48E-13 | 2.55E-13 | ENSG0000016608 | JAM3

6 66 6

646.509601 | 2.076799354 0.1667724 | 12.45289314 | 1.35E-35 | 3.80E-35 | ENSG0000016612 | GPT2

7 38 3

174.294672 | 3.192473948 0.1505778 | 21.20148582 | 9.25E- 8.31E-99 | ENSG0000016612 | AMN

1 4 100 6

4278.44118 | -1.815835688 0.0791393 | -22.94479563 | 1.66E- 2.00E- ENSG0000016612 | RAB8B

6 27 116 115 8

1217.21981 | -2.077649038 0.0505265 | -41.11992304 | 0.00E+0 | 0.00E+0 | ENSG0000016613 | NDUFBS§
79 0 0 6

2020.17998 | -1.873983753 0.1093956 | -17.1303256 | 8.82E-66 | 4.44E-65 | ENSG0000016616 | POLL

6 88 9

967.912025 | -1.077838464 0.1254615 | -8.590987948 | 8.62E-18 | 1.64E-17 | ENSG0000016618 | ZNF319
27 8

56.4909188 | 1.57290773 0.1398962 | 11.24339026 | 2.50E-29 | 6.20E-29 | ENSG0000016619 | SENPS8

7 14 2

692.017051 | 1.626791205 0.0696366 | 23.36113764 | 1.06E- 1.36E- ENSG0000016622 | FRS2

4 43 120 119 5

42.8904568 | 1.446067355 0.1140687 | 12.67715939 | 7.91E-37 | 2.29E-36 | ENSG0000016625 | CLMP

7 21 0

107.059281 | 1.526716127 0.1044387 | 14.61829639 | 2.15E-48 | 7.82E-48 | ENSG0000016626 | FAM227B

8 18 2

301.481661 | 2.451906758 0.1154326 | 21.24102123 | 3.99E- 3.62E-99 | ENSG0000016626 | STXBP4

5 21 100 3

1154.64518 | 1.524837848 0.0920577 | 16.56393051 | 1.27E-61 | 5.93E-61 | ENSG0000016626 | CULS

7 3 6

222325011 | -1.040001443 0.1136975 | -9.147085683 | 5.85E-20 | 1.17E-19 | ENSG0000016627 | WBPIL

1 73 2

537.000286 | -3.390022231 0.1329659 | -25.49541838 | 2.22E- 4.17E- ENSG0000016628 | PLEKHF1

5 38 143 142 9

2794.92944 | -1.28053998 0.0475397 | -26.93618031 | 8.28E- 1.97E- ENSG0000016629 | ANAPC16

2 76 160 158 5

915.813914 | -1.484637277 0.0966151 | -15.36650168 | 2.75E-53 | 1.10E-52 | ENSG0000016631 | SMPDI

6 77 1

605.987028 | -3.056938489 0.1812810 | -16.86297876 | 8.42E-64 | 4.09E-63 | ENSG0000016631 | APBBI

5 5 3

274.287242 | 2.640950236 0.0947297 | 27.87878411 | 4.82E- 1.38E- ENSG0000016632 | NUDT13

3 5 171 169 1




71.3713150 | 1.118256809 0.1206258 | 9.270455189 | 1.85E-20 | 3.75E-20 | ENSG0000016632 | Cllorf65

7 79 3

3315.58825 | -5.020348624 0.0878157 | -57.16910788 | 0.00E+0 | 0.00E+0 | ENSG0000016633 | ILK

7 59 0 0 3

2799.37969 | -1.48207342 0.0760447 | -19.48949565 | 1.35E-84 | 9.38E-84 | ENSG0000016633 | TAF10

2 29 7

596.348286 | 2.432224799 0.1980711 | 12.2795485 1.17E-34 | 3.23E-34 | ENSG0000016634 | DCHSI1

8 91 1

430.115227 | 2.443987358 0.0921833 | 26.51225443 | 7.00E- 1.56E- ENSG0000016634 | USP54

7 1 155 153 8

139.980825 | 3.103217306 0.1391315 | 22.30420349 | 3.36E- 3.66E- ENSG0000016635 | Cllorf74

1 01 110 109 2

54.6009270 | 2.886528384 0.0946577 | 30.4943786 3.09E- 1.37E- ENSG0000016635 | WDR&8

8 21 204 202 9

1275.05944 | 1.025939616 0.0538315 | 19.05833078 | 5.60E-81 | 3.65E-80 | ENSG0000016637 | ATP9B
57 7

510.829678 | -1.560079229 0.1416127 | -11.01651551 | 3.18E-28 | 7.72E-28 | ENSG0000016638 | PPFIBP2

1 66 7

1373.09041 | 1.147190702 0.1371269 | 8.365905618 | 5.97E-17 | 1.11E-16 | ENSG0000016640 | SERPINBS

4 1

146.700871 | -1.819078031 0.1508871 | -12.05588495 | 1.81E-33 | 4.87E-33 | ENSG0000016640 | RIC3

7 43 5

1083.96208 | 1.950372005 0.2074980 | 9.399473253 | 5.48E-21 | 1.12E-20 | ENSG0000016642 | PLD4

7 11 8

1115.25697 | 2.294492974 0.1246399 | 18.40897335 | 1.11E-75 | 6.61E-75 | ENSG0000016643 | ZMAT1

6 21 2

455.481047 | 1.130096951 0.0971287 | 11.63503673 | 2.73E-31 | 7.07E-31 | ENSG0000016643 | XRRAl

1 82 5

1234.12458 | 1.105152799 0.0858914 | 12.86685289 | 6.92E-38 | 2.05E-37 | ENSG0000016643 | RNF169

4 61 9

19751.0469 | -1.288568795 0.0825391 | -15.61159823 | 6.07E-55 | 2.50E-54 | ENSG0000016644 | RPL27A

4 98 1

98.1942626 | 1.534682394 0.1309852 | 11.71645508 | 1.05E-31 | 2.74E-31 | ENSG0000016644 | ST5
16 4

674.490280 | 1.63042528 0.1259284 | 12.94723412 | 2.44E-38 | 7.31E-38 | ENSG0000016644 | CDYL2

8 62 6

42.5134928 | 1.834111499 0.1127981 | 16.26012097 | 1.89E-59 | 8.52E-59 | ENSG0000016645 | Cl6orf46

4 46 5

908.847942 | -1.054084077 0.0572780 | -18.40294526 | 1.24E-75 | 7.38E-75 | ENSG0000016647 | ZNF143

8 1 8

1741.46832 | 1.132099102 0.1022811 | 11.06850251 | 1.78E-28 | 4.34E-28 | ENSG0000016647 | TMX3

1 44 9

320.131196 | 2.413998087 0.2253701 | 10.71125717 | 9.01E-27 | 2.12E-26 | ENSG0000016648 | MFAP4

9 92 2




996.074577 | 1.43724031 0.1517376 | 9.471879524 | 2.75E-21 | 5.68E-21 | ENSG0000016648 | WEEI

7 05 3

1215.18601 | -1.981502408 0.1314080 | -15.07900601 | 2.23E-51 | 8.54E-51 | ENSG0000016648 | MAPK?7

1 26 4

2502.15752 | -3.864999981 0.1071957 | -36.05553138 | 1.13E- 1.18E- ENSG0000016650 | NDST2

7 57 284 282 7

5572.87418 | -5.564947548 0.3264334 | -17.047722 3.63E-65 | 1.81E-64 | ENSG0000016652 | CLEC4E

2 99 3

1562.93183 | -4.316468966 0.3378277 | -12.777129 2.20E-37 | 6.46E-37 | ENSG0000016652 | CLEC4D
68 7

127.706616 | 1.025000619 0.0630731 | 16.25097109 | 2.20E-59 | 9.88E-59 | ENSG0000016652 | ZSCAN21

4 92 9

1018.25168 | 2.417882704 0.1224403 | 19.74744148 | 8.44E-87 | 6.09E-86 | ENSG0000016653 | RIMKLB

5 02 2

665.825156 | -1.29981647 0.1234900 | -10.52567387 | 6.58E-26 | 1.52E-25 | ENSG0000016656 | SEC11C

9 95 2

4983.36846 | -2.314585338 0.1041376 | -22.22620195 | 1.92E- 2.05E- ENSG0000016657 | NDEL1

2 9 109 108 9

980.924739 | -1.683389628 0.0576485 | -29.20092643 | 1.89E- 6.75E- ENSG0000016659 | CIAO2B

2 01 187 186 5

786.725770 | 1.628250936 0.1052364 | 15.47231223 | 5.34E-54 | 2.16E-53 | ENSG0000016666 | ATF7IP2

8 32 9

341.309291 | 1.076846426 0.1114898 | 9.658692944 | 4.52E-22 | 9.51E-22 | ENSG0000016670 | ZNF606
71 4

163016.725 | -2.387703687 0.0829925 | -28.7701068 | 5.08E- 1.71E- ENSG0000016671 | B2M

5 21 182 180 0

154.889520 | -1.785081121 0.2503847 | -7.129353833 | 1.01E-12 | 1.69E-12 | ENSG0000016674 | NNMT

7 1

1242.07888 | -1.060204832 0.1421689 | -7.457358496 | 8.83E-14 | 1.52E-13 | ENSG0000016675 | SLFN5
51 0

298.867812 | 2.992599721 0.1122766 | 26.65379308 | 1.62E- 3.68E- ENSG0000016676 | CATSPER2

5 92 156 155 2

339.273299 | -1.874907092 0.2192340 | -8.552080065 | 1.21E-17 | 2.29E-17 | ENSG0000016679 | YPEL4

5 43 3

942.701507 | 2.030825054 0.2052793 | 9.89298451 4.47E-23 | 9.61E-23 | ENSG0000016680 | PCLAF

2 12 3

99.0018290 | 2.536605358 0.1683944 | 15.06347132 | 2.82E-51 | 1.08E-50 | ENSG0000016681 | KIF7

9 76 3

13772.1465 | -2.474612516 0.2194930 | -11.27421813 | 1.76E-29 | 4.39E-29 | ENSG0000016682 | ANPEP

2 49 5

282.036611 | 1.877053809 0.1431027 | 13.11682978 | 2.64E-39 | 8.08E-39 | ENSG0000016684 | Cl18orf54

5 04 5

3162.73464 | -1.226698225 0.0581747 | -21.08644694 | 1.06E-98 | 9.38E-98 | ENSG0000016684 | TERF2IP

1 24 8




445.626284 | 1.590590974 0.0821548 | 19.36089306 | 1.65E-83 | 1.12E-82 | ENSG0000016686 | ZBTB39
4 35 0

1500.62378 | 1.172336228 0.1282145 | 9.143549446 | 6.04E-20 | 1.21E-19 | ENSG0000016688 | NEMP1
6 66 1

18838.8538 | -1.491095073 0.0861979 | -17.29849508 | 4.83E-67 | 2.48E-66 | ENSG0000016688 | STAT6

7 65 8

4121.94130 | -1.379403714 0.0729216 | -18.91625597 | 8.38E-80 | 5.35E-79 | ENSG0000016688 | PATLI

2 03 9

4798.91466 | -3.128679169 0.1876139 | -16.6761533 1.95E-62 | 9.28E-62 | ENSG0000016690 | STX3

6 61 0

963.845055 | -1.360115168 0.0736880 | -18.45775381 | 4.52E-76 | 2.71E-75 | ENSG0000016690 | PIP4K2C
4 11 8

7559.52445 | -2.288710878 0.1045227 | -21.89676478 | 2.79E- 2.82E- ENSG0000016692 | TSC22D4
5 87 106 105 5

1294.59541 | 1.484875196 0.0631850 | 23.50043524 | 4.04E- 5.34E- ENSG0000016693 | DIS3L

7 08 122 121 8

4910.94553 | -2.231447584 0.1135348 | -19.65429314 | 5.31E-86 | 3.79E-85 | ENSG0000016694 | CCNDBP1
2 68 6

3139.59403 | -3.692497248 0.2675341 | -13.80196534 | 2.48E-43 | 8.21E-43 | ENSG0000016694 | EPB42

5 63 7

1406.33574 | 3.769002857 0.2009554 | 18.75541575 | 1.75E-78 | 1.09E-77 | ENSG0000016696 | MAP1A
1 42 3

488.374289 | 1.009352746 0.1407892 | 7.169247324 | 7.54E-13 | 1.27E-12 | ENSG0000016696 | RCCD1
1 21 5

525.782011 | -1.720039578 0.0943613 | -18.22821923 | 3.08E-74 | 1.79E-73 | ENSG0000016697 | AKTIP

4 61 1

182.270945 | -1.087970119 0.2016168 | -5.396226338 | 6.81E-08 | 9.84E-08 | ENSG0000016697 | EVAIC

4 43 9

8339.87042 | -1.9164314 0.1187066 | -16.14426178 | 1.25E-58 | 5.53E-58 | ENSG0000016698 | MBD6

9 6 7

59.5526891 | -1.523201299 0.2173603 | -7.00772335 | 2.42E-12 | 4.02E-12 | ENSG0000016703 | SGSM1
4 64 7

525.819648 | -1.788826221 0.0823183 | -21.73058959 | 1.05E- 1.04E- ENSG0000016707 | MEII

5 47 104 103 7

1427.91105 | 1.241077703 0.1551081 | 8.0013701 1.23E-15 | 2.22E-15 | ENSG0000016708 | PBX3

2 49 1

262.403417 | -3.838348147 0.1520547 | -25.24320246 | 1.34E- 2.42E- ENSG0000016708 | GNGT2
9 23 140 139 3

235.617140 | -2.930581214 0.2417631 | -12.12170226 | 8.11E-34 | 2.21E-33 | ENSG0000016709 | TTC16

9 74 4

143.693240 | -1.240969584 0.1813337 | -6.843567582 | 7.72E-12 | 1.26E-11 | ENSG0000016710 | SAMDI14
3 22 0

68.2392029 | -1.427528241 0.2312665 | -6.172653413 | 6.72E-10 | 1.03E-09 | ENSG0000016710 | TMEM92
6 47 5




1914.81225 | -1.860326353 0.1014163 | -18.34346444 | 3.72E-75 | 2.19E-74 | ENSG0000016710 | FAM102A
2 03 6

666.585103 | 1.621823425 0.1736539 | 9.339396731 | 9.69E-21 | 1.97E-20 | ENSG0000016712 | CERCAM
3 81 3

8123.28180 | -1.542837135 0.1149438 | -13.42252775 | 4.46E-41 | 1.41E-40 | ENSG0000016717 | C150rf39
8 59 3

1729.84825 | -1.015803821 0.0753051 | -13.48916295 | 1.81E-41 | 5.78E-41 | ENSG0000016718 | SP2

7 78 2

28.2501618 | -1.081698922 0.1704370 | -6.346618598 | 2.20E-10 | 3.44E-10 | ENSG0000016719 | GPRC5B
8 45 1

1094.56091 | 1.493934984 0.1030769 | 14.49339755 | 1.33E-47 | 4.80E-47 | ENSG0000016719 | FBXO22
4 34 6

2015.19280 | -2.093473426 0.1736942 | -12.05263614 | 1.88E-33 | 5.07E-33 | ENSG0000016720 | NOD2
5 36 7

2851.86761 | -1.198838583 0.0878117 | -13.65237762 | 1.95E-42 | 6.36E-42 | ENSG0000016720 | SNX20
3 07 8

337.825614 | -1.385383061 0.2821916 | -4.909369695 | 9.14E-07 | 1.27E-06 | ENSG0000016721 | LOXHDI1
3 35 0

99.5432196 | 1.945368318 0.1026641 | 18.94885622 | 4.51E-80 | 2.89E-79 | ENSG0000016721 | KATNAL?2
1 55 6

874.950846 | 2.688747665 0.1272706 | 21.12622033 | 4.57E-99 | 4.06E-98 | ENSG0000016723 | ZNF91
4 44 2

315.362461 | -1.226709427 0.2835783 | -4.325822258 | 1.52E-05 | 2.02E-05 | ENSG0000016724 | IGF2
9 24 4

3030.66500 | -1.776504464 0.1830731 | -9.703796808 | 2.90E-22 | 6.15E-22 | ENSG0000016726 | DPEP2
9 31 1

77.0317498 | 1.493134907 0.1803153 | 8.280688572 | 1.22E-16 | 2.26E-16 | ENSG0000016728 | RBFOX3
4 08 1

833.419395 | -2.561521224 0.2513378 | -10.19154743 | 2.16E-24 | 4.80E-24 | ENSG0000016728 | CD3D
6 11 6

443.983258 | 1.36791177 0.1741848 | 7.853218452 | 4.05E-15 | 7.23E-15 | ENSG0000016729 | TBCIDI16
4 62 1

51.4137782 | -1.51158415 0.1496725 | -10.09927212 | 5.57E-24 | 1.22E-23 | ENSG0000016737 | PRRT2
8 83 1

215.587079 | -2.753121772 0.1254737 | -21.94181623 | 1.04E- 1.06E- ENSGO0000016737 | ZNF23
4 41 106 105 7

794.033023 | -1.996050956 0.0716458 | -27.85997152 | 8.16E- 2.32E- ENSG0000016739 | VKORCI
6 36 171 169 7

4207.53907 | -1.883110184 0.0839679 | -22.42652477 | 2.17E- 2.41E- ENSG0000016746 | GPX4
7 89 111 110 8

8584.37305 | -2.127149411 0.1263329 | -16.83765161 | 1.29E-63 | 6.27E-63 | ENSG0000016747 | MIDN
6 03 0

1105.86613 | -1.456362568 0.1834766 | -7.937592241 | 2.06E-15 | 3.70E-15 | ENSG0000016748 | NIBAN3
7 17 3




5528.15389 | -1.422576922 0.0657344 | -21.64127822 | 7.34E- 7.08E- ENSG0000016749 | GATAD2A

7 22 104 103 1

1527.66228 | -2.736317037 0.0963306 | -28.40545601 | 1.73E- 5.48E- ENSG0000016750 | MVD

2 85 177 176 8

576.061675 | -1.018418271 0.0559347 | -18.20724849 | 4.52E-74 | 2.62E-73 | ENSG0000016751 | TRAPPC2L

5 71 5

644.243718 | 4.019986405 0.0762703 | 52.70708735 | 0.00E+0 | 0.00E+0 | ENSG0000016752 | RSKR

9 2 0 0 4

350.248229 | 1.347946544 0.0927172 | 14.53824733 | 6.93E-48 | 2.50E-47 | ENSG0000016752 | PROCAl

8 66 5

43839.6337 | -1.858093914 0.0875990 | -21.21134757 | 7.50E- 6.75E-99 | ENSG0000016752 | RPL13

6 51 100 6

633.907015 | -3.282422968 0.1533664 | -21.4024786 | 1.27E- 1.18E- ENSG0000016753 | DHRS13

5 88 101 100 6

10977.2908 | 1.234886897 0.0776179 | 15.90981171 | 5.42E-57 | 2.31E-56 | ENSG0000016754 | KMT2D

4 45 8

77.6183104 | -1.160536233 0.1318484 | -8.802047052 | 1.34E-18 | 2.60E-18 | ENSG0000016755 | RHEBLI

4 47 0

8482.54186 | -1.822232801 0.1688836 | -10.78987394 | 3.84E-27 | 9.09E-27 | ENSG0000016755 | TUBAIA

4 04 2

502.819720 | 2.267967613 0.1127208 | 20.12020998 | 4.91E-90 | 3.72E-89 | ENSG0000016755 | ZNF528

3 72 5

1247.20656 | -3.080357822 0.1074845 | -28.65860403 | 1.25E- 4.14E- ENSG0000016756 | SERTAD3

8 73 180 179 5

1431.85593 | -2.397103861 0.0994751 | -24.09752445 | 2.65E- 3.89E- ENSG0000016757 | RAB4B

5 09 128 127 8

45.1340245 | -2.026999333 0.1420383 | -14.27078464 | 3.33E-46 | 1.17E-45 | ENSG0000016758 | GPDI1

4 94 8

3009.74094 | -2.004754277 0.1302028 | -15.39715874 | 1.71E-53 | 6.85E-53 | ENSG0000016760 | NFKBID

9 71 4

113.216020 | 2.902078457 0.1057479 | 27.44334721 | 8.34E- 2.16E- ENSG0000016761 | TTYHI1

5 77 166 164 4

70.7961442 | -1.345341274 0.2213102 | -6.078981761 | 1.21E-09 | 1.85E-09 | ENSG0000016761 | LAIR2
99 8

42.3171940 | -1.217841575 0.1856454 | -6.56003902 | 5.38E-11 | 8.58E-11 | ENSG0000016763 | NLRP7

5 77 4

2010.87226 | 1.161339747 0.1212913 | 9.574798454 | 1.02E-21 | 2.13E-21 | ENSG0000016763 | ZNF146

3 5

205.728249 | 1.917380054 0.1060637 | 18.07762508 | 4.78E-73 | 2.73E-72 | ENSG0000016763 | ZNF283
14 7

1495.10830 | -1.529577137 0.0811414 | -18.85074623 | 2.90E-79 | 1.84E-78 | ENSG0000016764 | YIF1B

4 63 5

1377.75708 | -1.552107257 0.0743139 | -20.88582637 | 7.20E-97 | 6.16E-96 | ENSG0000016765 | DAPK3

4 02 7




404387282 | -1.312178662 | 0.2469012 | -5.314589128 | 1.07E-07 | 1.54E-07 | ENSG0000016766 | TMIGD2

9 43 4

17557.1184 | -4.563146159 | 0.1648314 | -27.68370276 | 1.10E- | 2.96E- | ENSG0000016767 | UBXNG6

1 97 168 167 1

1562.72005 | -1.540849819 | 0.0516272 | -29.84566681 | 9.99E- | 4.01E- | ENSG0000016767 | HDGFL2

6 54 196 194 4

210559450 | -3.625062669 | 0.1799797 | -20.14150571 | 3.19E-90 | 2.43E-89 | ENSG0000016767 | PLIN4

9 26 6

622.681987 | -3.222486355 | 0.2460724 | -13.09567936 | 3.49E-39 | 1.07E-38 | ENSG0000016768 | SEMAG6B

5 84 0

94.5336607 | 2316764769 | 0.1616274 | 14.33398285 | 1.34E-46 | 4.74E-46 | ENSG0000016770 | GPT

3 27 1

905.270294 | -1.458641205 | 0.1313554 | -11.10453663 | 1.19E-28 | 2.92E-28 | ENSG0000016770 | KIFC2

9 32 2

6935.78265 | -3.213328891 | 0.1716365 | -18.72170512 | 3.29E-78 | 2.04E-77 | ENSG0000016770 | SLC43A2

1 51 3

1231.22446 | -3.216139906 | 0.1637263 | -19.64338709 | 6.59E-86 | 4.69E-85 | ENSG0000016770 | RILP

9 42 5

178.059221 | 2.066167616 | 0.1149386 | 17.97625998 | 2.99E-72 | 1.67E-71 | ENSG0000016772 | SRR

8 81 0

103.320441 | -1.335376456 | 0.2307100 | -5.78811571 | 7.12E-09 | 1.06E-08 | ENSG0000016772 | TRPV3

6 48 3

1620.66026 | 1.149443268 | 0.1076809 | 10.67452372 | 1.34E-26 | 3.13E-26 | ENSG0000016776 | ZNF83

3 89 6

1738.81729 | -6.6306592 0.2806371 | -23.62716194 | 2.03E- | 2.75E- | ENSG0000016776 | KRT1

5 42 123 122 8

3466.07015 | -1.453204008 | 0.0652304 | -22.27800664 | 6.04E- | 6.51E- | ENSG0000016777 | OTUBI

2 32 110 109 0

127.139303 | -1.081782234 | 0.2080534 | -5.199539412 | 2.00E-07 | 2.85E-07 | ENSG0000016777 | ANGPTL4

1 73 2

627.254341 | -2.042916797 | 0.1284934 | -15.89899818 | 6.44E-57 | 2.75E-56 | ENSG0000016777 | CD320

1 29 5

1449.67007 | -1.843485591 | 0.0907143 | -20.32187077 | 8.24E-92 | 6.41E-91 | ENSG0000016777 | SPRYD3

4 64 8

32.5954621 | -1.093633586 | 0.1640656 | -6.665827185 | 2.63E-11 | 4.24E-11 | ENSG0000016777 | IGFBP6

5 97 9

3350.03200 | -1.275511261 | 0.0710199 | -17.95989405 | 4.02E-72 | 2.24E-71 | ENSG0000016779 | NDUFV!1

3 77 2

2037.59683 | -1.914887328 | 0.0923896 | -20.7262194 | 2.01E-95 | 1.68E-94 | ENSG0000016779 | CDK2AP2
1 7

3159.27987 | -1.861967817 | 0.1705921 | -10.91473623 | 9.80E-28 | 2.35E-27 | ENSG0000016781 | PRDX2

1 04 5

789.961022 | -1.373018866 | 0.2243337 | -6.120428247 | 9.33E-10 | 1.43E-09 | ENSG0000016785 | CD300C
9 0




8333.06881 | -3.849257721 0.1381222 | -27.86847851 | 6.43E- 1.83E- ENSG0000016785 | CD300A

7 77 171 169 1

1491.79210 | -1.149033399 0.0620399 | -18.52087594 | 1.40E-76 | 8.46E-76 | ENSG0000016786 | ATPSPD

8 06 3

190.263075 | -2.410063724 0.1779414 | -13.54414225 | 8.58E-42 | 2.76E-41 | ENSG0000016787 | TMEMS88

4 07 4

338.262591 | 3.02976057 0.2344602 | 12.92227843 | 3.37E-38 | 1.01E-37 | ENSG0000016788 | EVPL

9 45 0

928091477 | -1.045176713 0.1003168 | -10.4187511 2.04E-25 | 4.63E-25 | ENSG0000016789 | TMC8

7 91 5

414.177120 | 1.225595867 0.1226377 | 9.993624218 | 1.63E-23 | 3.53E-23 | ENSG0000016790 | TMEM68

9 78 4

966.755754 | -1.141266129 0.0746902 | -15.27998453 | 1.04E-52 | 4.10E-52 | ENSG0000016797 | KCTDS5

1 67 7

1032.56623 | -1.948887105 0.0597563 | -32.61386826 | 2.61E- 1.64E- ENSG0000016798 | SDHAF2

4 92 233 231 5

828.120365 | -1.214616013 0.0843492 | -14.3998374 | 5.19E-47 | 1.85E-46 | ENSG0000016798 | VPS37C

4 87 7

620.276006 | -1.450051344 0.1848023 | -7.846498967 | 4.28E-15 | 7.62E-15 | ENSG0000016799 | VWCE

2 37 2

302.427931 | -2.594620394 0.2430185 | -10.67663724 | 1.31E-26 | 3.06E-26 | ENSG0000016799 | RAB3IL1

9 03 4

2786.89373 | -3.823466502 0.1764315 | -21.67109924 | 3.84E- 3.73E- ENSG0000016799 | BEST1

1 9 104 103 5

58892.6990 | -4.551677828 0.1526210 | -29.82338593 | 1.94E- 7.79E- ENSG0000016799 | FTH1

7 95 195 194 6

1000.85457 | -2.771480824 0.0777985 | -35.62383207 | 5.99E- 5.94E- ENSG0000016800 | BSCL2

8 04 278 276 0

1692.71394 | -1.120957606 0.0472740 | -23.71189231 | 2.72E- 3.76E- ENSG0000016800 | POLR2G

1 68 124 123 2

6202.92418 | -2.316625998 0.1120483 | -20.67522884 | 5.79E-95 | 4.79E-94 | ENSG0000016800 | SLC3A2

6 85 3

20034.3191 | -1.519447389 0.1301274 | -11.67660969 | 1.68E-31 | 4.36E-31 | ENSG0000016801 | ATG16L2

6 45 0

23335.0065 | -1.314443735 0.0764288 | -17.19826083 | 2.74E-66 | 1.39E-65 | ENSG0000016802 | RPSA

1 75 8

345.26169 1.573920144 0.0905172 | 17.38806427 | 1.02E-67 | 5.27E-67 | ENSG0000016803 | ULK4
72 8

303.130429 | -1.737471057 0.1252510 | -13.87190911 | 9.37E-44 | 3.13E-43 | ENSG0000016804 | FADD

5 41 0

136.827085 | -2.983779989 0.2156840 | -13.83403083 | 1.59E-43 | 5.28E-43 | ENSG0000016806 | BATF2
64 2

13246.3951 | -2.863263628 0.1238761 | -23.11392675 | 3.35E- 4.14E- ENSG0000016807 | CCDC88B

2 23 118 117 1




190.904417 | -1.517022272 | 0.2657049 | -5.709424873 | 1.13E-08 | 1.68E-08 | ENSG0000016807 | PBK
19 8

114.401149 | -1.96541663 0.1846229 | -10.64557193 | 1.83E-26 | 4.25E-26 | ENSG0000016808 | PNOC

3 25 1

1589.83729 | -1.078459736 | 0.0570118 | -18.9164203 | 8.35E-80 | 5.34E-79 | ENSG0000016809 | COPS6

2 3 0

817.257416 | -1.62840796 0.0692166 | -23.52623032 | 2.20E- | 2.92E- | ENSG0000016810 | NUDT16L1

7 97 122 121 1

363.303393 | 1.485348455 | 0.1414302 | 10.50233557 | 8.43E-26 | 1.94E-25 | ENSG0000016811 | KIAA1586

5 99 6

78.6142978 | 1.230801601 0.1020590 | 12.05970268 | 1.72E-33 | 4.66E-33 | ENSG0000016814 | VASN

2 34 0

149.417379 | 1.43938682 0.1014668 | 14.18578063 | 1.12B-45 | 3.89E-45 | ENSG0000016815 | THAP9

4 74 2

3780.51775 | -2.117547783 | 0.1043816 | -20.28658167 | 1.69E-91 | 1.31E-90 | ENSG0000016815 | RNF187
95 9

3010.42259 | 1.498194918 | 0.0757776 | 19.77093714 | 5.30E-87 | 3.84E-86 | ENSG0000016817 | HOOK3

8 38 2

8707.63219 | -4.649171918 | 0.2112993 | -22.00277266 | 2.71E- | 2.79E- | ENSG0000016820 | DDIT4

5 66 107 106 9

1589.98780 | -1.344627425 | 0.0983655 | -13.66970446 | 1.54E-42 | 5.02E-42 | ENSG0000016821 | LMBRDI

9 08 6

278.055666 | 1.022926606 | 0.1096412 | 9.329762528 | 1.06E-20 | 2.16E-20 | ENSG0000016822 | ZCCHC4

7 26 8

251.987136 | -2.268220677 | 0.2502590 | -9.06349264 | 1.26E-19 | 2.51E-19 | ENSG0000016822 | PTGDR

5 08 9

511.301708 | -1.214341932 | 0.0850230 | -14.28249828 | 2.81E-46 | 9.90E-46 | ENSG0000016823 | GLYCTK
76 7

6099.71413 | 1.347967584 | 0.0786592 | 17.13678828 | 7.89E-66 | 3.98E-65 | ENSG0000016826 | IRF2BP2

6 89 4

95.4287939 | -1.317847901 | 0.1737948 | -7.582778391 | 3.38E-14 | 5.90E-14 | ENSG0000016828 | KIF5C

6 59 0

1466.57109 | 1.544533414 | 0.1255557 | 12.30157474 | 8.88E-35 | 2.47E-34 | ENSG0000016828 | BMI1

2 48 3

266431128 | -1.402238345 | 0.0967908 | -14.48731023 | 1.46E-47 | 5.24B-47 | ENSG0000016828 | MMADHC

4 8

138.209889 | -1.789652129 | 0.2106446 | -8.496072843 | 1.96E-17 | 3.70E-17 | ENSG0000016829 | HISTIHIE

1 31 8

322540196 | -2.012245322 | 0.0815599 | -24.67197561 | 2.14E- | 3.45E- | ENSG0000016831 | IRF2

1 59 134 133 0

97.9313077 | 2.522437309 | 0.1345251 | 18.75068112 | 1.91E-78 | 1.19E-77 | ENSG0000016835 | DEGS2

7 03 0

119.748426 | 1.220355633 | 0.1436434 | 8.495730277 | 1.97E-17 | 3.71E-17 | ENSG0000016838 | FILIPIL

2 06 6




5991.01796 | -2.566965688 0.0813745 | -31.54506446 | 2.10E- 1.12E- ENSG0000016839 | TAPI

3 58 218 216 4

2815.72988 | -1.469860908 0.1234940 | -11.90228336 | 1.15E-32 | 3.06E-32 | ENSG0000016840 | MLKL

3 27 4

1703.32776 | -1.359296132 0.1180753 | -11.51211213 | 1.15E-30 | 2.93E-30 | ENSG0000016842 | RHOH

1 03 1

4510.26362 | -1.186676488 0.0879619 | -13.49079445 | 1.77E-41 | 5.66E-41 | ENSG0000016843 | STIP1

6 43 9

6036.10858 | -2.484895921 0.1955765 | -12.70548749 | 5.51E-37 | 1.60E-36 | ENSG0000016846 | RAB31

5 9 1

1479.62331 | -1.169259129 0.0763947 | -15.30549455 | 7.03E-53 | 2.78E-52 | ENSG0000016847 | REEP4

3 3 6

753.570271 | 2.054721327 0.1244924 | 16.50478526 | 3.39E-61 | 1.57E-60 | ENSG0000016848 | BMP1

1 6 7

1095.95675 | 1.047189565 0.0863299 | 12.13008558 | 7.32E-34 | 1.99E-33 | ENSG0000016849 | POLR3D

8 4 5

130.371806 | 3.764298167 0.1845659 | 20.39540638 | 1.84E-92 | 1.45E-91 | ENSG0000016850 | MTCL1

4 8 2

622.761058 | -2.211795508 0.2190131 | -10.09891659 | 5.59E-24 | 1.23E-23 | ENSG0000016852 | SERINC2
47 8

79.1174061 | -1.939419013 0.2392572 | -8.105998019 | 5.23E-16 | 9.53E-16 | ENSG0000016854 | GFRA2

4 77 6

721.380336 | 1.430446255 0.0461280 | 31.01034041 | 3.91E- 1.90E- ENSG0000016857 | SLC20A2

1 41 211 209 5

3111.27886 | -1.604644644 0.0915753 | -17.52266498 | 9.62E-69 | 5.06E-68 | ENSG0000016859 | TMUB2

4 77 1

13863.2849 | -2.000065123 0.0834249 | -23.97443803 | 5.14E- 7.37E- ENSG0000016861 | STAT3

2 01 127 126 0

1675.29074 | -1.448089343 0.1366547 | -10.59670312 | 3.09E-26 | 7.15E-26 | ENSG0000016861 | ADAM9

6 05 5

81.0024857 | -2.786205956 0.1656284 | -16.82202285 | 1.68E-63 | 8.13E-63 | ENSG0000016864 | AXIN2

8 73 6

1180.19213 | 1.169362191 0.1367011 | 8.554150496 | 1.19E-17 | 2.25E-17 | ENSG0000016867 | LDLRAD4

5 48 5

143.000220 | 2.125633085 0.0962404 | 22.08668053 | 4.24E- 4.43E- ENSG0000016867 | SLC16A4

1 96 108 107 9

3908.84904 | -2.363122954 0.2280547 | -10.36208438 | 3.69E-25 | 8.34E-25 | ENSG0000016868 | IL7R

7 88 5

479.112362 | -1.570750155 0.0693769 | -22.64079809 | 1.72E- 1.98E- ENSG0000016870 | TMEM208

1 78 113 112 1

202.128818 | 1.856808642 0.1080740 | 17.18089714 | 3.69E-66 | 1.87E-65 | ENSG0000016877 | TCTN2

9 21 8

1240.58367 | -2.604056006 0.2032617 | -12.81134259 | 1.42E-37 | 4.18E-37 | ENSG0000016878 | TSPANS

2 57 5




856.845799 | -2.096833686 | 0.1182469 | -17.73266886 | 2.35E-70 | 1.27E-69 | ENSG0000016880 | SNTB2

4 32 7

808.403602 | 1.304779534 | 0.1176122 | 11.09390718 | 1.34E-28 | 3.28E-28 | ENSG0000016881 | ZNF507

7 63 3

195.864199 | -2.615978425 | 0.1569340 | -16.66928174 | 2.19E-62 | 1.04E-61 | ENSG0000016882 | NSG1

7 82 4

65.5863962 | -2.168355892 | 0.1996432 | -10.86115455 | 1.77E-27 | 4.21E-27 | ENSG0000016887 | SFTPB

1 22 8

1318.35836 | -1.745225107 | 0.0656982 | -26.56424787 | 1.76E- | 3.95E- | ENSG0000016888 | TNIP2

1 69 155 154 4

1493.97965 | -2.021104969 | 0.0690223 | -29.28188339 | 1.76E- | 6.47E- | ENSG0000016889 | RNF181

8 69 188 187 4

770.927172 | -2.139163012 | 0.1289534 | -16.5886422 | 8.42E-62 | 3.95E-61 | ENSG0000016889 | VAMPS

6 72 9

7772.52840 | 1.718515753 | 0.0985036 | 17.44621992 | 3.68E-68 | 1.92E-67 | ENSG0000016890 | MAT2A

4 16 6

93.2631639 | 2.824632973 | 0.1548332 | 18.24306207 | 2.35E-74 | 1.37E-73 | ENSG0000016891 | SLC35G2

6 71 7

247.263345 | -1.083018428 | 0.1469582 | -7.369563276 | 1.71E-13 | 2.93E-13 | ENSG0000016893 | SPRY3

2 92 9

6431.53582 | -1.11594115 0.1016079 | -10.98281252 | 4.62E-28 | 1.12E-27 | ENSG0000016896 | LGALS9

3 58 1

67.7305924 | -1.476999364 | 0.1736422 | -8.505992556 | 1.80E-17 | 3.40E-17 | ENSG0000016899 | PXDCI

1 12 4

554.415839 | -2.563505185 | 0.2612487 | -9.812507385 | 9.95E-23 | 2.13E-22 | ENSG0000016899 | SIGLEC7

6 39 5

1701.65174 | 1.010955518 | 0.0833757 | 12.12528927 | 7.76E-34 | 2.11E-33 | ENSG0000016901 | FEM1B

5 86 8

344.769261 | -1.494204941 | 0.1651135 | -9.049558876 | 1.44E-19 | 2.84E-19 | ENSG0000016902 | SLC49A3

7 66 6

161.199326 | -1.801809216 | 0.2175159 | -8.283572262 | 1.20E-16 | 2.21E-16 | ENSG0000016903 | COL4A3
65 1

17087.4325 | 1.354880203 | 0.0691842 | 19.58363784 | 2.13E-85 | 1.51E-84 | ENSG0000016904 | HNRNPHI

3 96 5

1055.64981 | 1.027929686 | 0.0737167 | 13.94430977 | 3.41E-44 | 1.15E-43 | ENSG0000016906 | UPF3A

9 85 2

1289.39684 | -1.082664785 | 0.0632204 | -17.12522028 | 9.62E-66 | 4.84E-65 | ENSG0000016909 | ASMTL

1 88 3

16889.3980 | -1.218664911 | 0.0698010 | -17.45912671 | 2.93E-68 | 1.53E-67 | ENSG0000016910 | SLC25A6

1 23 0

126.168982 | -1.200446589 | 0.1837046 | -6.53465597 | 6.38E-11 | 1.01E-10 | ENSG0000016911 | PARMI

6 35 6

570.071648 | -1.076644438 | 0.1371440 | -7.850463703 | 4.15E-15 | 7.39E-15 | ENSG0000016913 | ZNF354A

5 57 1




1362.93845 | -2.52217598 0.1518537 | -16.60924324 | 5.97E-62 | 2.81E-61 | ENSG0000016913 | ATFS

3 57 6

38481.1472 | -4.111829927 0.1299316 | -31.64611008 | 8.58E- 4.70E- ENSG0000016918 | XPO6

4 07 220 218 0

806.465026 | 4.8162791 0.2235858 | 21.54107027 | 6.42E- 6.09E- ENSG0000016918 | MNI1

2 78 103 102 4

2610.92818 | -1.926834434 0.0636648 | -30.26529488 | 3.28E- 1.42E- ENSG0000016921 | CD2BP2

3 16 201 199 7

5395.87516 | -2.765925137 0.1307352 | -21.15669634 | 2.39E-99 | 2.13E-98 | ENSG0000016922 | RGS14

4 1 0

4260.33729 | -1.358726084 0.0853358 | -15.92209615 | 4.45E-57 | 1.91E-56 | ENSG0000016922 | TBC1D10B

8 8 1

5162.33641 | -2.039898365 0.0709695 | -28.74328177 | 1.10E- 3.68E- ENSG0000016922 | LMAN2

4 71 181 180 3

533.018899 | 4.384821602 0.2563652 | 17.1038086 1.39E-65 | 6.95E-65 | ENSG0000016922 | GCSAML

9 17 4

3817.34546 | -4.47651023 0.1291414 | -34.66362843 | 2.78E- 2.33E- ENSG0000016922 | RAB24
21 263 261 8

1968.13167 | -2.584937208 0.0892387 | -28.96652672 | 1.74E- 6.08E- ENSG0000016923 | PRELIDI

1 7 184 183 0

622.443198 | 1.196582539 0.0982413 | 12.1800305 3.97E-34 | 1.09E-33 | ENSG0000016923 | CA5B

1 42 9

263.678204 | 1.336484863 0.0987912 | 13.5283713 1.06E-41 | 3.42E-41 | ENSG0000016924 | NPIPB3

5 61 6

119382111 | 2.994819979 0.2131526 | 14.05011841 | 7.69E-45 | 2.62E-44 | ENSG0000016924 | SH3TC2
5 7

889.483272 | -1.134221248 0.0710688 | -15.95948143 | 2.45E-57 | 1.05E-56 | ENSG0000016924 | ZRSR2

9 03 9

260.382064 | 3.341350821 0.1602485 | 20.85105738 | 1.49E-96 | 1.27E-95 | ENSG0000016925 | B3GALNTI

9 07 5

68.4093916 | -2.150545169 0.1495363 | -14.38142252 | 6.77E-47 | 2.41E-46 | ENSG0000016925 | GPRINI

9 32 8

64.0539082 | 2.784438245 0.1025420 | 27.15410147 | 2.26E- 5.58E- ENSG0000016928 | KCNABI

1 87 162 161 2

192.304002 | 1.103333233 0.1133077 | 9.737489335 | 2.09E-22 | 4.43E-22 | ENSG0000016937 | ARL13B

5 73 9

502.309373 | 1.143589169 0.2049184 | 5.580702659 | 2.40E-08 | 3.51E-08 | ENSG0000016939 | PTK2
91 8

6562.75578 | -2.207180388 0.2217782 | -9.952192923 | 2.47E-23 | 5.34E-23 | ENSG0000016940 | PTAFR

1 96 3

2074.65079 | -1.133688701 0.2062171 | -5.497548411 | 3.85E-08 | 5.61E-08 | ENSG0000016941 | RNASE6

8 38 3

11078.0248 | -4.071374366 0.3239138 | -12.56931304 | 3.11E-36 | 8.92E-36 | ENSG0000016942 | CXCL8

4 33 9




3906.28033 | -1.453177178 0.1676260 | -8.669162151 | 4.35E-18 | 8.33E-18 | ENSG0000016944 | CD52

3 23 2

1971.44892 | -1.362233197 0.1483267 | -9.184005244 | 4.15E-20 | 8.33E-20 | ENSG0000016950 | GPR183

2 01 8

8816.19754 | 1.070196811 0.1656594 | 6.460222754 | 1.05E-10 | 1.65E-10 | ENSG0000016955 | ZEB2

6 29 4

7602.29956 | -1.670815265 0.0714346 | -23.3894262 | 5.48E- 7.07E- ENSG0000016956 | PCBP1

3 41 121 120 4

189.971024 | 1.781149836 0.1206959 | 14.75732634 | 2.76E-49 | 1.02E-48 | ENSG0000016957 | DTWD2

7 71 0

560.879633 | -5.156773423 0.2536890 | -20.32714421 | 7.40E-92 | 5.76E-91 | ENSG0000016958 | CLIC3

2 26 3

400.442921 | 1.044970168 0.1913502 | 5.461033951 | 4.73E-08 | 6.88E-08 | ENSG0000016960 | CKAP2L

7 42 7

131.444767 | 1.978067673 0.0987073 | 20.03972461 | 2.48E-89 | 1.85E-88 | ENSG0000016962 | APLF

5 28 1

520.643236 | 1.121643465 0.0555272 | 20.19986425 | 9.82E-91 | 7.53E-90 | ENSG0000016963 | HIC2

4 77 5

1529.89621 | 2.007367851 0.0882607 | 22.74360503 | 1.66E- 1.94E- ENSG0000016964 | LUZP1

4 59 114 113 1

1072.27973 | -3.236312052 0.0873601 | -37.04563434 | 2.11E- 2.59E- ENSG0000016968 | SPNSI

2 47 300 298 2

2299.86900 | -1.861474545 0.1313201 | -14.17508458 | 1.31E-45 | 4.53E-45 | ENSG0000016969 | AGPAT2

1 72 2

429.748271 | -4.096561917 0.2715457 | -15.08608114 | 2.00E-51 | 7.68E-51 | ENSG0000016970 | GP9

6 96 4

9591.50649 | -1.21258529 0.0500031 | -24.2501625 | 6.59E- 9.96E- ENSG0000016971 | CNBP
82 130 129 4

95.0792884 | -2.116335102 0.2339057 | -9.047811991 | 1.46E-19 | 2.89E-19 | ENSG0000016971 | MTI1E

8 34 5

2672.5551 -1.058607972 0.0629197 | -16.82474207 | 1.61E-63 | 7.77E-63 | ENSG0000016971 | DUSIL
15 8

2566.96469 | -1.157491161 0.0757301 | -15.28441819 | 9.71E-53 | 3.84E-52 | ENSG0000016972 | GPSI

5 42 7

1231.05658 | -1.379513354 0.1049564 | -13.14366842 | 1.85E-39 | 5.69E-39 | ENSG0000016973 | RFNG

5 94 3

1145.09878 | -1.663433791 0.1006913 | -16.5201224 | 2.63E-61 | 1.22E-60 | ENSG0000016973 | DCXR

9 72 8

70.1272058 | 2.482315341 0.1040828 | 23.84942484 | 1.03E- 1.45E- ENSG0000016975 | TMEM266

8 18 125 124 8

6010.05158 | -1.790993339 0.1407273 | -12.72668769 | 4.20E-37 | 1.23E-36 | ENSG0000016982 | CSGALNACT

1 74 6 2

401.165845 | 2.449314818 0.1616036 | 15.15630592 | 6.88E-52 | 2.67E-51 | ENSG0000016986 | P2RY1

2 8 0




3954.87249 | -3.777653825 0.3302449 | -11.43894663 | 2.67E-30 | 6.77E-30 | ENSG0000016987 | AHSP

9 03 7

156.701860 | -3.230250421 0.1945562 | -16.60316922 | 6.61E-62 | 3.10E-61 | ENSG0000016988 | WNT10B

7 55 4

1801.65560 | -2.637134905 0.1977058 | -13.33867878 | 1.38E-40 | 4.33E-40 | ENSG0000016989 | REPS2

7 56 1

2444.24944 | -1.758758079 0.0958415 | -18.35069079 | 3.26E-75 | 1.92E-74 | ENSG0000016989 | SYAPI

6 19 5

14192.8330 | -2.502743787 0.2139636 | -11.69705128 | 1.32E-31 | 3.44E-31 | ENSG0000016989 | ITGAM

1 5 6

927.228337 | -3.304686685 0.2270491 | -14.55493784 | 5.43E-48 | 1.97E-47 | ENSG0000016990 | TPSTI
79 2

194.289161 | 2.590113722 0.2386554 | 10.85294197 | 1.93E-27 | 4.60E-27 | ENSG0000016990 | TM4SF1

1 47 8

48.0588796 | -2.497334875 0.1298892 | -19.22664533 | 2.22E-82 | 1.48E-81 | ENSG0000016991 | OTUD7A

6 67 8

1375.60547 | 1.299812348 0.0509633 | 25.50486445 | 1.74E- 3.28E- ENSG0000016992 | BRD3
11 143 142 5

251.565600 | -1.178541792 0.0652338 | -18.06640181 | 5.86E-73 | 3.34E-72 | ENSG0000016997 | PUSLI

7 97 2

1529.16305 | -1.527702446 0.0594950 | -25.67778922 | 2.07E- 4.01E- ENSG0000016997 | SF3B5

8 93 145 144 6

643.937356 | -1.874452341 0.1977839 | -9.477270627 | 2.61E-21 | 5.39E-21 | ENSG0000016999 | MYO7B

7 84 4

4093.48036 | -2.104537535 0.1360505 | -15.46879622 | 5.64E-54 | 2.28E-53 | ENSG0000017000 | TMEM154

7 05 6

4176.23127 | -2.171937826 0.0936035 | -23.20357349 | 4.19E- 5.23E- ENSG0000017004 | TRAPPCI

1 92 119 118 3

91.8336120 | -1.436064937 0.1872393 | -7.669674198 | 1.72E-14 | 3.03E-14 | ENSG0000017007 | FAM153A

8 66 4

78.0204963 | 2.815285119 0.1505713 | 18.69734962 | 5.20E-78 | 3.22E-77 | ENSG0000017007 | GPR37L1

4 47 5

489.220624 | 1.18884216 0.1250603 | 9.506149374 | 1.98E-21 | 4.11E-21 | ENSG0000017008 | SIMCI

7 28 5

725.350196 | 1.255087415 0.0681725 | 18.41044317 | 1.08E-75 | 6.43E-75 | ENSG0000017008 | TMEM192

8 8 8

163.070280 | 3.60260611 0.0880712 | 40.9055879 0.00E+0 | 0.00E+0 | ENSG0000017009 | SPDYES

5 46 0 0 2

394.828027 | 1.117948363 0.0602842 | 18.54463101 | 9.01E-77 | 5.46E-76 | ENSG0000017010 | ZNF778

1 06 0

1275.26199 | -1.039674458 0.1505306 | -6.906729702 | 4.96E-12 | 8.15E-12 | ENSG0000017019 | SLC16AS

8 42 0

170.240071 | 1.056312653 0.1127106 | 9.371896378 | 7.12E-21 | 1.46E-20 | ENSGO0000017019 | NANP

4 63 1




129.985305 | 1.415765845 0.2142228 | 6.608844891 | 3.87E-11 | 6.20E-11 | ENSG0000017026 | FAM161A

4 89 4

1584.24286 | -1.766800651 | 0.1930156 | -9.15366507 | 5.50E-20 | 1.10E-19 | ENSG0000017027 | FAXDC2

6 54 1

17190.1305 | -5.612966895 | 0.1307577 | -42.92644744 | 0.00E+0 | 0.00E+0 | ENSG0000017029 | GABARAP

8 78 0 0 6

17988.3938 | -1.89326489 0.1329404 | -14.2414459 | 5.07E-46 | 1.77E-45 | ENSG0000017031 | UBB

4 97 5

61.2601046 | -1.076696364 | 0.2372774 | -4.537710986 | 5.69E-06 | 7.67E-06 | ENSG0000017032 | FABP4

3 22 3

348.314014 | 1.916697105 0.0849684 | 22.55773797 | 1.13E- 1.28E- | ENSG0000017036 | SETMAR

4 98 112 111 4

374.313854 | 2.255935524 0.1922114 | 11.73673583 | 8.26E-32 | 2.16E-31 | ENSG0000017036 | SMADI

3 94 5

323.971062 | -2.912422554 | 0.1048632 | -27.7735229 | 9.06E- | 2.49E- | ENSG0000017037 | TCAF2

3 74 170 168 9

220.853316 | 3.609645058 0.1961579 | 18.40172593 | 1.27E-75 | 7.54E-75 | ENSG0000017039 | ZNF804A

1 62 6

92.9362960 | 1.600757458 0.1189773 | 13.45430185 | 2.90E-41 | 9.24E-41 | ENSG0000017041 | TMEM182

5 71 7

117.279351 | 1.308344432 0.1367053 | 9.570544758 | 1.06E-21 | 2.22E-21 | ENSG0000017042 | ADORA2B

7 25 5

11562.0988 | -3.674024253 | 0.2876291 | -12.77347838 | 2.31E-37 | 6.77E-37 | ENSG0000017045 | CD14

5 13 8

248.612757 | 1.114686032 0.0911689 | 12.22660332 | 2.24E-34 | 6.17E-34 | ENSG0000017046 | DNAJC18

7 05 4

1431.37299 | -1.124018589 | 0.2064983 | -5.443231775 | 5.23E-08 | 7.59E-08 | ENSG0000017047 | MZBI

9 88 6

154.678647 | 2.277290285 0.1434413 | 15.87610324 | 9.28E-57 | 3.95E-56 | ENSG0000017048 | SLC23Al

9 88 2

268.830709 | -3.085275942 | 0.2915748 | -10.58142154 | 3.63E-26 | 8.41E-26 | ENSG0000017048 | KRT72
07 6

16414.715 | -4.501294773 | 0.1561674 | -28.8235081 | 1.09E- | 3.72E- | ENSG0000017052 | PFKFB3
85 182 181 5

2964.24629 | -2.028978244 | 0.1467138 | -13.82949566 | 1.69E-43 | 5.62E-43 | ENSG0000017054 | SERPINB9

2 28 2

440.613409 | 2.374556879 0.2399638 | 9.895479519 | 4.36E-23 | 9.38E-23 | ENSG0000017062 | GTSF1

6 01 7

5194.80465 | -1.819925147 | 0.0925116 | -19.67238708 | 3.72E-86 | 2.66E-85 | ENSG0000017063 | TRABD

8 58 8

286.024453 | 1.919017236 0.1180505 | 16.25589136 | 2.03E-59 | 9.12E-59 | ENSG0000017067 | SOCS6

1 7 7

260.551678 | -1.033568427 | 0.0956603 | -10.80456283 | 3.28E-27 | 7.76E-27 | ENSG0000017068 | ZNF296
65 4




4298.54218 | -1.301744823 0.0951895 | -13.67529447 | 1.43E-42 | 4.65E-42 | ENSG0000017083 | USP32

6 28 2

27957.3875 | -1.711178628 0.0719538 | -23.78160067 | 5.18E- 7.24E- ENSG0000017088 | RPS9

3 88 125 124 9

867.409564 | 5.609999371 0.2480953 | 22.61226826 | 3.28E- 3.77E- ENSG0000017089 | CYTLI1

9 84 113 112 1

3659.06232 | -3.879016067 0.1381285 | -28.08265398 | 1.60E- 4.70E- ENSG0000017089 | TSEN34
43 173 172 2

916.282269 | -1.526994566 0.0786309 | -19.41976923 | 5.25E-84 | 3.61E-83 | ENSG0000017090 | NDUFA3

8 33 6

4808.19108 | -2.901891955 0.2347124 | -12.36360359 | 4.11E-35 | 1.15E-34 | ENSG0000017090 | OSCAR

8 71 9

219.050578 | 1.254114996 0.1128177 | 11.11629223 | 1.05E-28 | 2.56E-28 | ENSG0000017094 | DNAJC24

3 43 6

1330.17308 | -2.961808828 0.1487250 | -19.91466477 | 3.04E-88 | 2.23E-87 | ENSG0000017098 | S1PR1

5 16 9

6191.36790 | -5.237357326 0.3063023 | -17.09865352 | 1.52E-65 | 7.58E-65 | ENSG0000017104 | FPR2

7 25 9

541153136 | -6.913854578 0.3138128 | -22.03177822 | 1.43E- 1.48E- ENSG0000017105 | FPR1

6 26 107 106 1

869.272198 | 1.108390161 0.0903801 | 12.2636528 1.42E-34 | 3.92E-34 | ENSG0000017110 | MTM1

1 0

253.831129 | 1.239329877 0.0916766 | 13.51848336 | 1.22E-41 | 3.90E-41 | ENSG0000017110 | TRMT61B

1 95 3

1863.69590 | 1.696303751 0.1211587 | 14.0006742 1.54E-44 | 5.23E-44 | ENSG0000017110 | INSR

1 19 5

1241.58070 | -1.59967073 0.1935995 | -8.262782541 | 1.42E-16 | 2.63E-16 | ENSG0000017111 | GIMAP8

1 2 5

94.3536595 | 1.704610865 0.1214891 | 14.03096968 | 1.01E-44 | 3.42E-44 | ENSG0000017112 | KCNMB3

8 7 1

419.982642 | -1.658301778 0.1138809 | -14.56171508 | 4.92E-48 | 1.78E-47 | ENSG0000017113 | ATP6VOE2

1 38 0

3550.12667 | -1.871712384 0.1011552 | -18.50335636 | 1.94E-76 | 1.17E-75 | ENSG0000017114 | TADA3

8 9 8

667.867896 | 1.271296717 0.0717839 | 17.71003815 | 3.51E-70 | 1.90E-69 | ENSG0000017115 | SOCS5

6 63 0

1777.57880 | -2.076040005 0.0947519 | -21.9102512 | 2.07E- 2.10E- ENSGO0000017115 | C9orfl6

7 95 106 105 9

1929.00028 | -1.42217038 0.0588142 | -24.18072577 | 3.55E- 5.29E- ENSG0000017116 | ZNF672
14 129 128 1

392.831342 | -1.107394686 0.0641324 | -17.26730548 | 8.29E-67 | 4.25E-66 | ENSG0000017116 | NAIF1

8 55 9

3604.22810 | -1.317214905 0.1140903 | -11.54536471 | 7.79E-31 | 2.00E-30 | ENSG0000017120 | TRIMS

5 68 6




1354.01884 | -2.331196124 0.0929569 | -25.07822995 | 8.59E- 1.49E- ENSG0000017122 | SCANDI1

1 64 139 137 2

21982.6217 | -2.556434594 0.1449045 | -17.64220167 | 1.17E-69 | 6.25E-69 | ENSG0000017122 | JUNB

6 1 3

8845.35990 | -5.408904313 0.2388473 | -22.6458598 1.53E- 1.77E- ENSG0000017123 | LRGI

8 81 113 112 6

731.996955 | 3.054282209 0.1348025 | 22.65744479 | 1.18E- 1.36E- ENSG0000017129 | ZNF439

1 &9 113 112 1

552.551708 | 2.071068724 0.0961171 | 21.54734413 | 5.61E- 5.33E- ENSG0000017129 | ZNF440

7 23 103 102 5

4385.33857 | -1.456883082 0.1531393 | -9.513444667 | 1.84E-21 | 3.84E-21 | ENSG0000017129 | GAA

5 87 8

2700.57463 | -1.687350382 0.1163879 | -14.49763782 | 1.25E-47 | 4.51E-47 | ENSG0000017130 | CANT1

8 52 2

3827.02454 | -2.713305668 0.0880110 | -30.82915669 | 1.07E- 5.00E- ENSG0000017131 | PGAM1

4 25 208 207 4

383.565532 | 1.196851509 0.1173016 | 10.20319048 | 1.92E-24 | 4.26E-24 | ENSG0000017136 | CLCN5

9 92 5

141.347979 | 1.070519624 0.1498134 | 7.145684241 | 8.95E-13 | 1.50E-12 | ENSG0000017136 | TPPP

9 52 8

262.965580 | -1.384809052 0.1072013 | -12.91783294 | 3.57E-38 | 1.07E-37 | ENSG0000017142 | MRPL36

4 44 1

953.928196 | -1.581581528 0.0764841 | -20.67854031 | 5.41E-95 | 4.48E-94 | ENSG0000017142 | ZNF581

9 96 5

751.013187 | -2.628713593 0.1042318 | -25.21986729 | 2.43E- 4.33E- ENSG0000017144 | ZNF524

5 57 140 139 3

471.512362 | 1.05760602 0.1059594 | 9.981235985 | 1.84E-23 | 4.00E-23 | ENSG0000017144 | ZBTB26

9 24 8

500.749557 | 1.074905027 0.0929570 | 11.56345804 | 6.31E-31 | 1.62E-30 | ENSG0000017145 | POLRIC

2 57 3

95.0510564 | 1.297029676 0.0768694 | 16.87314175 | 7.09E-64 | 3.45E-63 | ENSG0000017146 | DLK2

3 83 2

1650.62157 | 1.927190064 0.0537147 | 35.87825929 | 6.67E- 6.84E- ENSG0000017146 | ZNF562

3 04 282 280 6

2122.69508 | 1.585977475 0.0865039 | 18.3341557 4.42E-75 | 2.60E-74 | ENSG0000017148 | LRRC8C
82 8

983.942575 | 3.853415099 0.2397234 | 16.07441672 | 3.86E-58 | 1.69E-57 | ENSG0000017150 | COL24A1

6 79 2

10446.6707 | -4.170477417 0.1711818 | -24.36284738 | 4.24E- 6.55E- ENSG0000017155 | BCL2L1

9 55 131 130 2

174.071766 | 1.120284432 0.0878397 | 12.75372271 | 2.97E-37 | 8.70E-37 | ENSG0000017157 | ZNF584

8 98 4

429.984869 | -1.983670072 0.2511375 | -7.898738421 | 2.82E-15 | 5.04E-15 | ENSG0000017159 | NMURI

2 82 6




12452.3577 | -1.680598976 0.0946894 | -17.74854156 | 1.77E-70 | 9.61E-70 | ENSG0000017160 | PIK3CD
7 13 8

870.074604 | -1.105431161 0.1436635 | -7.694584352 | 1.42E-14 | 2.50E-14 | ENSG0000017161 | ENC1

2 31 7

95.0797927 | -1.5835421 0.1413413 | -11.20367035 | 3.91E-29 | 9.68E-29 | ENSG0000017162 | SPSBI

4 69 1

6223.93193 | 1.977162982 0.0685653 | 28.83616335 | 7.56E- 2.59E- ENSG0000017163 | BPTF

4 97 183 181 4

477.499499 | 2.838063067 0.1925749 | 14.73744934 | 3.71E-49 | 1.37E-48 | ENSG0000017164 | S100Z

9 16 3

49.6340420 | 1.041292414 0.1707930 | 6.096807931 | 1.08E-09 | 1.65E-09 | ENSGO0000017165 | GPRS82

5 49 7

619531642 | -2.526351851 0.1325390 | -19.06119187 | 5.31E-81 | 3.46E-80 | ENSG0000017170 | RGS19

2 28 0

1967.84785 | -1.080305224 0.0478044 | -22.59840071 | 4.49E- 5.14E- ENSG0000017172 | HDAC3
5 99 113 112 0

356.934695 | -1.027805195 0.0535340 | -19.19909838 | 3.77E-82 | 2.50E-81 | ENSG0000017176 | SPATASLI1
7 35 3

619.445195 | -1.269940588 0.2601469 | -4.881628431 | 1.05E-06 | 1.46E-06 | ENSG0000017176 | GATM

6 17 6

8810.54452 | -2.637342546 0.2152247 | -12.25389794 | 1.60E-34 | 4.42E-34 | ENSG0000017177 | RASGRP4
1 85 7

46.0930783 | -1.256367493 0.1538200 | -8.16777464 | 3.14E-16 | 5.75E-16 | ENSG0000017178 | NHLH1
1 49 6

115.407041 | 3.540850668 0.1020572 | 34.69475994 | 9.45E- 7.95E- ENSG0000017179 | SLFNL1
9 18 264 262 0

810.884781 | -1.167138747 0.135898 -8.58834381 8.82E-18 | 1.68E-17 | ENSG0000017181 | PWWP2B
9 3

192.251054 | 1.242862667 0.0940013 | 13.22175969 | 6.57E-40 | 2.04E-39 | ENSG0000017182 | ZNF570
8 05 7

835.157797 | -2.735708989 0.1430336 | -19.12633702 | 1.52E-81 | 1.00E-80 | ENSG0000017184 | NINJ2

4 08 0

3983.96353 | -2.477063437 0.2588751 | -9.568565769 | 1.08E-21 | 2.26E-21 | ENSG0000017186 | C3ARI

5 02 0

11339.4965 | -1.305795354 0.0929751 | -14.0445687 | 8.32E-45 | 2.83E-44 | ENSG0000017186 | PTEN

5 12 2

164.235854 | -4.552399068 0.2008168 | -22.66940347 | 8.98E- 1.04E- ENSG0000017191 | LGALSOC
4 88 114 112 6

211.583086 | 4.577294797 0.0781292 | 58.58619387 | 0.00E+0 | 0.00E+0 | ENSGO0000017196 | DRC3

8 4 0 0 2

463.508686 | -2.862838273 0.1887833 | -15.16467617 | 6.06E-52 | 2.36E-51 | ENSG0000017199 | SYNPO
3 44 2

487.023770 | -3.392443886 0.1911507 | -17.74748171 | 1.80E-70 | 9.79E-70 | ENSG0000017200 | MAL

5 19 5




145.105801 | 1.242860352 0.0789564 | 15.74108513 | 7.91E-56 | 3.30E-55 | ENSG0000017200 | ZNF554
6 6

864.893111 | 2.837686609 0.2194537 | 12.9306816 3.02E-38 | 9.05E-38 | ENSG0000017203 | LAMB2

8 53 7

1825.37443 | -2.119622721 0.0787270 | -26.92368316 | 1.16E- 2.74E- ENSG0000017205 | ORMDL3

1 71 159 158 7

14691.9654 | -2.606297864 0.1034999 | -25.18164013 | 6.37E- 1.13E- ENSG0000017208 | MOB3A

2 25 140 138 1

709.523735 | -4.385134783 0.2457632 | -17.84291978 | 3.28E-71 | 1.81E-70 | ENSG0000017211 | CD8B

9 96 6

236.173111 1.140923023 0.1723138 | 6.621191457 | 3.56E-11 | 5.71E-11 | ENSG0000017215 | FRMD3

9 55 9

1827.17806 | 1.760535501 0.0824986 | 21.34016675 | 4.81E- 4.43E- ENSG0000017216 | SNTBI1

4 76 101 100 4

265.865589 | 2.055560714 0.1668051 | 12.32312826 | 6.80E-35 | 1.89E-34 | ENSG0000017216 | MTBP

7 06 7

234.937176 | 1.530289054 0.1092804 | 14.00331946 | 1.49E-44 | 5.04E-44 | ENSG0000017217 | TEFM
5 1

3181.62793 | -3.428101071 0.1241155 | -27.62024787 | 6.36E- 1.70E- ENSG0000017218 | ISG20

2 07 168 166 3

203.639759 | -1.12060495 0.1613565 | -6.944897179 | 3.79E-12 | 6.25E-12 | ENSG0000017221 | CXCR6

6 93 5

11864.3468 | -4.530095755 0.1998694 | -22.66527336 | 9.86E- 1.14E- ENSG0000017221 | CEBPB

9 52 114 112 6

400.016446 | 2.594099104 0.3022611 | 8.58231078 9.30E-18 | 1.76E-17 | ENSG0000017223 | TPSABI1

3 47 6

4008.76896 | -2.456681883 0.2693632 | -9.120329042 | 7.49E-20 | 1.49E-19 | ENSG0000017224 | CLEC7A

9 95 3

138.322410 | 1.06085505 0.1600661 | 6.627603625 | 3.41E-11 | 5.48E-11 | ENSG0000017224 | C5orf34

6 58 4

558.255053 | 5.509284114 0.2090893 | 26.34894296 | 5.28E- 1.15E- ENSG0000017224 | C1QTNF4

3 79 153 151 7

726.372218 | 6.278549203 0.2336280 | 26.87412572 | 4.41E- 1.03E- ENSG0000017226 | NEGRI

3 36 159 157 0

1401.97385 | 1.501733788 0.0619715 | 24.23261737 | 1.01E- 1.52E- ENSG0000017226 | ZNF131

5 88 129 128 2

208.014157 | -1.300608556 0.2873694 | -4.525911496 | 6.01E-06 | 8.10E-06 | ENSG0000017226 | MACROD2

5 19 4

25693.3054 | -3.009736335 0.1283312 | -23.45287151 | 1.24E- 1.62E- ENSG0000017227 | BSG

9 51 121 120 0

1596.97115 | 2.357418071 0.1034933 | 22.77844842 | 7.50E- 8.83E- ENSG0000017229 | CERS6

4 56 115 114 2

3042.78859 | -3.889179055 0.1738774 | -22.36736308 | 8.18E- 9.03E- ENSG0000017233 | BPGM
05 111 110 1




392.724307 | -1.807526745 | 0.0829432 | -21.79233982 | 2.74E- | 2.73E- | ENSG0000017233 | POP7

8 16 105 104 6

889.274276 | -1.142935699 | 0.1419037 | -8.054301039 | 7.99E-16 | 1.45E-15 | ENSG0000017234 | SUCLG2

5 72 0

6110.84430 | -1.900264727 | 0.0877182 | -21.66328674 | 4.56E- | 441E- | ENSG0000017234 | IL16

4 1 104 103 9

16480.2985 | -3.363756467 | 0.1168316 | -28.79147183 | 2.74E- | 9.35E- | ENSG0000017235 | GNB2

7 95 182 181 4

459.957879 | -1.535728752 | 0.0805269 | -19.07098326 | 4.40E-81 | 2.87E-80 | ENSG0000017240 | CLP1

8 83 9

422.867748 | -1.066860338 | 0.0721619 | -14.78425721 | 1.85E-49 | 6.87E-49 | ENSG0000017242 | COPS9

1 17 8

600.158467 | 1.053428616 | 0.1463096 | 7.19999278 | 6.02E-13 | 1.01E-12 | ENSG0000017246 | MANEA

6 77 9

1489.43161 | -1.177708193 | 0.0631425 | -18.65158019 | 1.23E-77 | 7.54E-77 | ENSG0000017250 | FIBP
42 0

1005.48015 | -1.354708937 | 0.0780162 | -17.36443506 | 1.53E-67 | 7.94E-67 | ENSG0000017253 | BANP

7 98 0

6144.48385 | -1.334551347 | 0.0775695 | -17.20457435 | 2.45E-66 | 1.25E-65 | ENSG0000017253 | PPPICA

9 65 1

6171.73470 | 1.415450606 | 0.0702207 | 20.15715486 | 2.33E-90 | 1.78E-89 | ENSG0000017253 | HCFC1

4 54 4

7432.11116 | -1.521477577 | 0.2505903 | -6.071572811 | 1.27E-09 | 1.93E-09 | ENSG0000017254 | CTSW

7 53 3

47.1357581 | 1.587110134 | 0.1560378 | 10.17131189 | 2.66E-24 | 5.90E-24 | ENSG0000017256 | FNDC9

3 99 8

1123.04022 | -1.522674749 | 0.1484630 | -10.25625167 | 1.11E-24 | 2.48E-24 | ENSG0000017257 | RASGRPI

5 84 5

507.614451 | -1.130614834 | 0.0710498 | -15.91297628 | 5.15E-57 | 2.20E-56 | ENSG0000017258 | CHCHDI

9 66 6

668.370674 | -1.052717391 | 0.0665798 | -15.81136078 | 2.60E-56 | 1.10E-55 | ENSG0000017259 | MRPL52

4 1 0

407.150419 | -2.91884299 0.2864493 | -10.18973454 | 2.20E-24 | 4.89E-24 | ENSG0000017259 | SMPDL3A

2 65 4

433.808081 | -1.420435617 | 0.1353190 | -10.49693419 | 8.92E-26 | 2.05E-25 | ENSG0000017263 | EFEMP2

1 93 8

230.633842 | -1.100950684 | 0.2127868 | -5.173960105 | 2.29E-07 | 3.26E-07 | ENSG0000017267 | THEMIS

4 52 3

255709704 | 2.321521472 | 0.1398994 | 16.59421754 | 7.67E-62 | 3.60E-61 | ENSG0000017272 | FUT10

7 24 8

443522989 | -2.234551648 | 0.0924974 | -24.15797999 | 6.16E- | 9.15E- | ENSG0000017275 | CFL1

9 54 129 128 7

955.054662 | 1.1847408 0.0624406 | 18.97387175 | 2.80E-80 | 1.81E-79 | ENSG0000017276 | NAAL6

1 46 6




1234.84401 | -4.935792462 | 0.1440199 | -34.27158241 | 2.08E- | 1.66E- | ENSG0000017278 | RAB43

8 76 257 255 0

115.781036 | 3.73016056 0.1065285 | 35.01558066 | 1.30E- | 1.17E- | ENSG0000017280 | SNX32

4 94 268 266 3

1948.50222 | 1.318328117 | 0.1127281 | 11.69475691 | 1.36E-31 | 3.53E-31 | ENSG0000017286 | DMXLI

8 33 9

351.838525 | 1.759116878 0.0939184 | 18.73025135 | 2.81E-78 | 1.74E-77 | ENSG0000017287 | METAPID

6 88 8

1039.91734 | 1.598829541 0.0933075 | 17.13505809 | 8.13E-66 | 4.10E-65 | ENSG0000017288 | ZNF621

4 06 8

1055.02804 | 2.266041829 | 0.1938090 | 11.69213437 | 1.40E-31 | 3.64E-31 | ENSG0000017288 | EGFL7

2 82 9

1430.65793 | -2.198055438 | 0.1275315 | -17.23538119 | 1.44E-66 | 7.36E-66 | ENSG0000017289 | DHCR7

8 82 3

127.076269 | 2.061105445 0.1797168 | 11.46862573 | 1.90E-30 | 4.82B-30 | ENSG0000017291 | NBEA

3 64 5

12089.0193 | -2.201248556 | 0.1304741 | -16.8711416 | 7.34E-64 | 3.57E-63 | ENSG0000017293 | MYDS8

4 91 6

3252.62859 | -1.341277678 | 0.0658448 | -20.37028111 | 3.07E-92 | 2.41E-91 | ENSG0000017293 | OXSRI

8 29 9

393.285749 | 1.028736805 | 0.0820902 | 12.53177538 | 5.00E-36 | 1.42E-35 | ENSG0000017295 | LCLATI

2 68 4

1542.48140 | -2.222565352 | 0.1026231 | -21.65754894 | 5.16E- | 4.99E- | ENSG0000017301 | TADA2B

9 25 104 103 1

26881.7491 | -1.055769224 | 0.0933782 | -11.30636984 | 1.22E-29 | 3.05E-29 | ENSG0000017302 | GRK2

7 67 0

5476.47363 | -1.888007676 | 0.0921343 | -20.49189381 | 2.54E-93 | 2.04E-92 | ENSG0000017303 | RELA

4 68 9

408.147271 | 2.141793774 | 0.1521412 | 14.07766536 | 5.21E-45 | 1.78E-44 | ENSG0000017304 | ZNF680

2 62 1

427476081 | 1.455635891 0.0632840 | 23.00161515 | 449B- | 5.43B- | ENSG0000017306 | HECTD4

4 73 117 116 4

949.12674 | 1.004110294 | 0.0540908 | 18.56341198 | 6.35E-77 | 3.86E-76 | ENSG0000017306 | FAM222B
26 5

1592.57444 | -2.678787281 | 0.1988561 | -13.47098317 | 2.32E-41 | 7.39E-41 | ENSG0000017308 | HPSE

1 08 3

17969.4892 | -8.872013002 | 0.2428967 | -36.52585766 | 431E- | 4.92E- | ENSG0000017311 | HSPA6

3 74 292 290 0

1650.97048 | -1.490411497 | 0.0637448 | -23.38088329 | 6.69E- | 8.62E- | ENSG0000017311 | TRMTI112

8 76 121 120 3

355.547095 | -1.268566114 | 0.0768607 | -16.50474306 | 3.39E-61 | 1.57E-60 | ENSG0000017313 | ADCKS

3 01 7

1297.20939 | -1.34247207 0.0792564 | -16.9383255 | 2.35E-64 | 1.15E-63 | ENSG0000017315 | ESRRA

6 81 3




50.1906281 | 1.715890376 | 0.1865777 | 9.196650212 | 3.69E-20 | 7.42E-20 | ENSG0000017316 | RAPHI
58 6

661.290387 | -1.250345646 | 0.1037463 | -12.05195307 | 1.89E-33 | 5.11E-33 | ENSG0000017317 | MTXI1

1 09 1

629.467938 | 1.550058488 | 0.0964454 | 16.07186708 | 4.02E-58 | 1.76E-57 | ENSG0000017319 | CYSLTRI

1 52 8

330.593060 | -2.635380734 | 0.2672926 | -9.859533847 | 6.23E-23 | 1.34E-22 | ENSG0000017321 | ABLIM3

9 3 0

577.537665 | 2.49049267 0.0878008 | 28.36525365 | 5.43E- | 1.70BE- | ENSG0000017321 | MFSD4B

2 25 177 175 4

558.191117 | 2.664467612 | 0.1396402 | 19.08094802 | 3.64E-81 | 2.38E-80 | ENSG0000017321 | VANGLI

2 11 8

2350.80812 | -1.431594393 | 0.1071128 | -13.36528688 | 9.65E-41 | 3.04E-40 | ENSG0000017322 | GLRX

5 82 1

416360178 | -3.180012822 | 0.2458275 | -12.93595047 | 2.82E-38 | 8.45E-38 | ENSG0000017326 | SLC2A14

6 35 2

794.607892 | -1.283401725 | 0.0861829 | -14.89159275 | 3.74E-50 | 1.40E-49 | ENSG0000017326 | GPR137

8 72 4

700.568162 | -1.027640967 | 0.0923740 | -11.12478493 | 9.50E-29 | 2.33E-28 | ENSG0000017327 | MZT2A

3 08 2

1887.64582 | 1.013826238 | 0.0588660 | 17.22261049 | 1.80E-66 | 9.17E-66 | ENSG0000017327 | TNKS

2 03 3

3695.67806 | -4.431091879 | 0.1607896 | -27.558309 | 3.52E- | 9.33E- | ENSG0000017328 | PPPIR3B

3 87 167 166 1

6894.93903 | -1.462712982 | 0.1139533 | -12.83606723 | 1.03E-37 | 3.04E-37 | ENSG0000017332 | MAP3K11

5 59 7

5164.50077 | -1.601830344 | 0.1586325 | -10.09774133 | 5.65E-24 | 1.24E-23 | ENSG0000017333 | TRIBI

1 39 4

124.879521 | -1.814207459 | 0.1643942 | -11.03571125 | 2.57E-28 | 6.24E-28 | ENSG0000017333 | KCNK7

2 49 8

1351.14008 | -3.072594691 | 0.2895575 | -10.61134329 | 2.64E-26 | 6.12E-26 | ENSG0000017336 | C1QB

9 62 9

1136.02179 | -2.572812177 | 0.2840928 | -9.05623559 | 1.35E-19 | 2.68E-19 | ENSG0000017337 | C1QA
94 2

622.279144 | -4.195127938 | 0.2877583 | -14.57864738 | 3.84E-48 | 1.39E-47 | ENSG0000017339 | OLRI

7 79 1

760.258044 | -1.290430979 | 0.0661590 | -19.50497309 | 9.96E-85 | 6.94E-84 | ENSG0000017343 | MICOS10

7 75 6

11293.5963 | -1.994227944 | 0.1162316 | -17.15735389 | 5.54E-66 | 2.80E-65 | ENSG0000017344 | EHBPILI

9 73 2

424.784339 | -1.534075598 | 0.0769817 | -19.92777145 | 2.34E-88 | 1.72E-87 | ENSG0000017346 | ZNRD2

6 94 5

387.776343 | 1.128272558 | 0.0797688 | 14.14426657 | 2.03E-45 | 6.99E-45 | ENSG0000017348 | ZNF417
98 0




324.673007 | 1.340212867 | 0.2355613 | 5.689443181 | 1.27E-08 | 1.89E-08 | ENSG0000017348 | PTPRM

4 41 2

751.149964 | -1.174220483 | 0.0791959 | -14.82676707 | 9.84E-50 | 3.66E-49 | ENSG0000017348 | FKBP2

4 89 6

979.166813 | -1.674228465 | 0.0961711 | -17.40884448 | 7.07E-68 | 3.68E-67 | ENSG0000017351 | VEGFB

1 43 1

1570.27602 | 1.220345656 | 0.0842651 | 14.48220244 | 1.57E-47 | 5.64E-47 | ENSG0000017351 | PEAKI

1 98 7

8535.83396 | -6.793806164 | 0.2430855 | -27.9482074 | 6.93E- | 2.00E- | ENSG0000017353 | TNFRSF10C

3 79 172 170 5

1504.44323 | 2.206126202 | 0.1000303 | 22.05457445 | 8.63E- | 8.95E- | ENSG0000017354 | MOBIB
23 108 107 2

809.707795 | -1.453080382 | 0.0600100 | -24.21395455 | 1.59E- | 2.38E- | ENSG0000017354 | ZNF622

4 4 129 128 5

106.469658 | 2.496599153 | 0.1927434 | 12.95296711 | 2.26E-38 | 6.79E-38 | ENSG0000017354 | CSPG4

6 18 6

408.579064 | 1.047604138 | 0.1164829 | 8.993628793 | 2.39E-19 | 4.71E-19 | ENSG0000017354 | SNX33

2 19 8

6774.50925 | -1.393504599 | 0.1472250 | -9.465133589 | 2.93E-21 | 6.05E-21 | ENSG0000017355 | NABPI

3 32 9

96.4711412 | 2344640169 | 0.1486425 | 15.77368504 | 4.72E-56 | 1.98E-55 | ENSG0000017356 | ADGRF3

3 12 7

474239349 | 1.415623766 | 0.1395971 | 10.14077884 | 3.64E-24 | 8.04E-24 | ENSG0000017358 | CEPS3

3 44 8

3534.03974 | -2.816496291 | 0.2749404 | -10.24402335 | 1.26E-24 | 2.81E-24 | ENSG0000017359 | SULTIBI

9 4 7

1485.49576 | -1.033219051 | 0.1033070 | -10.00143862 | 1.50E-23 | 3.27E-23 | ENSG0000017359 | NUDT4

4 43 8

963.576105 | 2.063078477 | 0.1166945 | 17.67930281 | 6.05E-70 | 3.25E-69 | ENSG0000017361 | SCAI

2 61 1

404.244149 | 1.536173982 | 0.1032586 | 14.87695035 | 4.65E-50 | 1.74E-49 | ENSG0000017362 | LRFN4

3 62 1

3204.57961 | -2.380546982 | 0.1267601 | -18.77993011 | 1.10E-78 | 6.91E-78 | ENSG0000017363 | SLC19A1

3 62 8

783.130098 | -1.285236834 | 0.1786053 | -7.195958427 | 6.20E-13 | 1.04E-12 | ENSG0000017370 | HEG1

7 72 6

7541.09960 | -1.590781737 | 0.1234815 | -12.88274349 | 5.63E-38 | 1.67E-37 | ENSG0000017374 | AGFGI

1 97 4

14046.1465 | -2.218380009 | 0.1145168 | -19.37164274 | 1.34E-83 | 9.14E-83 | ENSG0000017375 | STAT5SB

8 76 7

5173.74738 | -4.098909748 | 0.2531146 | -16.19388378 | 5.57E-59 | 2.48E-58 | ENSG0000017376 | CD7

5 82 2

2784.89457 | 2.172028286 | 0.1890488 | 11.48924265 | 1.49E-30 | 3.81E-30 | ENSG0000017380 | JUP

65
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21698.4349 | -1.353708451 0.0794948 | -17.02887508 | 5.02E-65 | 2.49E-64 | ENSG0000017381 | EIF1

1 84 2

90.1308242 | -2.583447114 0.1572224 | -16.43179069 | 1.13E-60 | 5.20E-60 | ENSG0000017382 | TIGD3

6 94 5

2860.70921 | -2.573241602 0.1358422 | -18.94287168 | 5.06E-80 | 3.24E-79 | ENSG0000017384 | PLK3

4 13 6

840.855276 | 1.49009292 0.1249825 | 11.92240442 | 9.05E-33 | 2.41E-32 | ENSG0000017384 | NETI

7 85 8

672.147504 | 1.42753362 0.0818389 | 17.44321282 | 3.88E-68 | 2.02E-67 | ENSG0000017385 | DPY19L1
16 2

10333.7265 | -7.013085369 0.2397569 | -29.25080903 | 4.39E- 1.60E- ENSG0000017386 | PHOSPHO!1

6 71 188 186 8

3210.25481 | 1.380774103 0.0701833 | 19.67382381 | 3.61E-86 | 2.59E-85 | ENSG0000017388 | PHC3

2 11 9

1363.90466 | -1.959906248 0.1256905 | -15.59310483 | 8.11E-55 | 3.33E-54 | ENSG0000017389 | GPR160
71 0

546.645744 | 5.056530039 0.1719780 | 29.40218534 | 5.15E- 1.93E- ENSG0000017389 | CBX2

8 34 190 188 4

164.925058 | 1.795626136 0.1480187 | 12.13106844 | 7.23E-34 | 1.97E-33 | ENSG0000017389 | SPTBN2

9 95 8

897.147448 | 1.909947527 0.1369936 | 13.94186511 | 3.53E-44 | 1.19E-43 | ENSG0000017390 | GOLIM4

3 89 5

683.335964 | 1.286731758 0.0620371 | 20.74131788 | 1.47E-95 | 1.23E-94 | ENSG0000017391 | RBM4B

2 26 4

718.077932 | -1.167732578 0.2028636 | -5.756244731 | 8.60E-09 | 1.28E-08 | ENSG0000017393 | SLCOA4Cl1

4 09 0

2803.25266 | -1.952160018 0.0710585 | -27.47255582 | 3.74E- 9.76E- ENSG0000017393 | RBM4

9 51 166 165 3

602.202739 | 1.243302624 0.0956621 | 12.99681353 | 1.28E-38 | 3.85E-38 | ENSG0000017396 | UBXN2A

7 11 0

170.060528 | -1.80798475 0.1692424 | -10.68281025 | 1.23E-26 | 2.86E-26 | ENSG0000017399 | TCAP

3 28 1

1125.43557 | -1.449418569 0.0928840 | -15.60460434 | 6.77E-55 | 2.79E-54 | ENSG0000017399 | CCS

4 32 2

2505.33067 | 1.035223734 0.0815301 | 12.69743885 | 6.11E-37 | 1.77E-36 | ENSG0000017400 | NRROS

1 22 4

454.45912 -1.807162285 0.1510954 | -11.96040326 | 5.73E-33 | 1.53E-32 | ENSG0000017400 | CEP19
31 7

508.459400 | 1.048247752 0.1172478 | 8.940443235 | 3.88E-19 | 7.60E-19 | ENSG0000017401 | FBXO45

5 51 3

4580.28923 | -2.518732896 0.1010835 | -24.91733897 | 4.83E- 8.06E- ENSG0000017402 | GNG5

4 43 137 136 1

678.591012 | 1.181305156 0.0881386 | 13.40281087 | 5.82E-41 | 1.84E-40 | ENSG0000017403 | SLC25A30

5 13 2




4951.87216 | 6.378953182 | 0.2677459 | 23.82464889 | 1.86E- | 2.61E- | ENSG0000017405 | CD34

4 47 125 124 9

1814.77888 | 3.660620293 | 0.1669873 | 21.9215473 | 1.62E- | 1.64E- | ENSG0000017409 | MSRB3

5 14 106 105 9

803.623315 | -2.987070494 | 0.1950758 | -15.31235488 | 6.32E-53 | 2.51E-52 | ENSG0000017412 | TLR10
4 3

2725.81195 | -2.341914865 | 0.1703518 | -13.74751811 | 5.27E-43 | 1.73B-42 | ENSG0000017412 | TLR1

7 3 5

2089.86033 | -1.968484777 | 0.1579090 | -12.46594114 | 1.15B-35 | 3.23E-35 | ENSG0000017413 | TLR6

8 38 0

197.122201 | -1.401305228 | 0.0877999 | -15.96019822 | 2.42E-57 | 1.04E-56 | ENSG0000017413 | FAM174A

3 89 2

3113.89244 | 2.465532573 | 0.0844415 | 29.19811223 | 2.05E- | 7.32E- | ENSG0000017419 | MGA

5 06 187 186 7

365.373129 | 1361549221 0.1012613 | 13.44589006 | 3.25B-41 | 1.03E-40 | ENSG0000017420 | C120rf66

2 68 6

461.877183 | 3.308463604 | 0.1878874 | 17.60874957 | 2.11E-69 | 1.12E-68 | ENSG0000017423 | ADCY6

6 81 3

3497.61263 | -1.317732571 | 0.0687864 | -19.1568703 | 8.48E-82 | 5.61E-81 | ENSG0000017423 | PITPNA

7 22 8

138.561098 | -1.146100634 | 0.0814481 | -14.07153554 | 5.68E-45 | 1.94E-44 | ENSG0000017427 | ZNHIT2

9 57 6

676.733122 | 1.472405601 0.0735829 | 20.01014827 | 4.49E-89 | 3.33E-88 | ENSG0000017430 | ZHX3

5 43 6

29.5921716 | -1.181632624 | 0.1426132 | -8.285575475 | 1.18E-16 | 2.17E-16 | ENSG0000017432 | SLC16A11

5 23 6

63.7834073 | -1.956423414 | 0.2208757 | -8.857574466 | 8.18E-19 | 1.59E-18 | ENSG0000017434 | PODN

3 51 8

701.470233 | 1.088659139 | 0.0828674 | 13.13735717 | 2.01E-39 | 6.18E-39 | ENSG0000017437 | RALGAPAI

4 39 3

4858.04545 | 1.240300239 | 0.0786128 | 15.77732095 | 4.46E-56 | 1.87E-55 | ENSG0000017443 | ATP2A2

9 55 7

523.758350 | 1.161985445 | 0.1402394 | 8.285726216 | 1.17E-16 | 2.17E-16 | ENSG0000017444 | ZWILCH

1 21 2

262833519 | 1.185936117 | 0.0883788 | 13.41878336 | 4.69E-41 | 1.49E-40 | ENSG0000017448 | DENND4A

3 1 5

781.352787 | -2.889735094 | 0.2143076 | -13.4840517 | 1.94E-41 | 6.19E-41 | ENSG0000017450 | GCSAM

7 25 0

1064.12072 | 4.1870197 0.1426616 | 29.34930502 | 2.44E- | 9.01E- | ENSG0000017450 | ANKRD36C

2 3 189 188 1

79.5151463 | 1.900889348 | 0.1228660 | 15.47122913 | 5.43E-54 | 2.19E-53 | ENSG0000017451 | MFSD4A

2 85 4

230.294513 | -1.062461016 | 0.1300558 | -8.169270283 | 3.10E-16 | 5.68E-16 | ENSG0000017451 | PELI3

1 04 6




100.967072 | -1.547764649 0.0994184 | -15.56817734 | 1.20E-54 | 4.90E-54 | ENSG0000017452 | TMEMS1

9 88 9

126.519145 | 2.824118647 0.0914468 | 30.8826336 2.04E- 9.68E- ENSG0000017458 | ZNF497

2 2 209 208 6

473.999877 | -1.799128715 0.1917533 | -9.382514916 | 6.44E-21 | 1.32E-20 | ENSG0000017460 | CMKLRI

8 55 0

1149.76330 | 1.160092906 0.0789125 | 14.70099036 | 6.35E-49 | 2.33E-48 | ENSG0000017460 | ANGEL2

5 68 6

31.8998404 | 1.147298487 0.1381437 | 8.305106024 | 9.97E-17 | 1.85E-16 | ENSG0000017467 | BRSK2

3 5 2

458.945327 | -1.49935451 0.2443843 | -6.13523216 | 8.50E-10 | 1.30E-09 | ENSG0000017470 | SH3PXD2B

4 15 5

6512.03069 | -1.178021105 0.1201729 | -9.802718446 | 1.10E-22 | 2.34E-22 | ENSG0000017471 | RESF1

3 8

1591.71482 | -2.310090521 0.0764174 | -30.22989973 | 9.59E- 4.09E- ENSG0000017474 | BRMSI

8 06 201 199 4

923.261870 | 1.785335427 0.0991048 | 18.01460393 | 1.50E-72 | 8.43E-72 | ENSG0000017479 | CEP135

1 95 9

2113.24262 | -1.569507406 0.2254851 | -6.960580048 | 3.39E-12 | 5.60E-12 | ENSG0000017483 | ADGREI

1 46 7

1082.08103 | 1.163743836 0.0729799 | 15.94608524 | 3.03E-57 | 1.30E-56 | ENSG0000017484 | PDE12

7 08 0

424.505931 | 2.239976788 0.1206790 | 18.56144192 | 6.59E-77 | 4.00E-76 | ENSG0000017484 | GLMN
29 2

1380.40829 | -5.671020488 0.2231391 | -25.41472499 | 1.73E- 3.20E- ENSG0000017488 | NLRP6

4 64 142 141 5

1484.28482 | -2.657849647 0.0622236 | -42.71448108 | 0.00E+0 | 0.00E+0 | ENSG0000017488 | NDUFAII
2 0 0 6

5111.89869 | -1.523176348 0.0933897 | -16.30987987 | 8.40E-60 | 3.80E-59 | ENSG0000017490 | RABIB

1 96 3

469.399063 | -1.375852905 0.0723297 | -19.0219618 1.12E-80 | 7.27E-80 | ENSG0000017491 | MICOS13

5 06 7

69.0297834 | 1.325318615 0.0917578 | 14.44365246 | 2.75E-47 | 9.83E-47 | ENSG0000017492 | C3orf33

9 58 8

160.241411 | 1.939426965 0.2281320 | 8.501333423 | 1.87E-17 | 3.53E-17 | ENSG0000017494 | P2RY14

6 9 4

93.1022844 | 2.008958015 0.2025725 | 9.917225058 | 3.50E-23 | 7.56E-23 | ENSG0000017494 | AMZI

1 95 5

228.80848 -1.675883287 0.1870533 | -8.959385405 | 3.26E-19 | 6.41E-19 | ENSG0000017494 | GPR171
76 6

1860.07595 | 1.031218559 0.0672682 | 15.32993687 | 4.82E-53 | 1.92E-52 | ENSG0000017495 | DHX36

6 85 3

635.730215 | 1.569817149 0.0674943 | 23.2585137 1.17E- 1.47E- ENSG0000017498 | FBXW8

9 02 119 118 9




1433.70169 | -2.088079623 | 0.1339532 | -15.58812785 | 8.77E-55 | 3.59E-54 | ENSG0000017504 | CHST2

4 01 0

518.780714 | 1.316464749 0.1279691 | 10.28736092 | 8.03E-25 | 1.80E-24 | ENSG0000017504 | ZDHHC]14

1 42 8

1531.66136 | 1.591181962 0.0856611 | 18.5753148 | 5.09E-77 | 3.10E-76 | ENSG0000017505 | ATR

3 03 4

346.858805 | 1.297991163 0.1266861 | 10.24572177 | 1.24E-24 | 2.76E-24 | ENSG0000017508 | PDIKIL

9 62 7

8624.6703 | -1.277415445 | 0.0849923 | -15.02976798 | 4.69E-51 | 1.79E-50 | ENSG0000017511 | PACSI
6 5

2344.58263 | -1.213636482 | 0.1531352 | -7.925259638 | 2.28E-15 | 4.08E-15 | ENSG0000017513 | MARCKSL1

2 33 0

2918.43597 | -2.339833957 | 0.1082752 | -21.61004766 | 1.44E- 1.39E- | ENSG0000017513 | SH3BP5L

2 8 103 102 7

594.264658 | 3.550004212 0.2507530 | 14.157371 1.68E-45 | 5.81E-45 | ENSG0000017516 | ABO

8 68 4

760.027305 | -2.02694257 0.1131932 | -17.90692066 | 1.04E-71 | 5.79E-71 | ENSG0000017518 | FAMI31A

1 51 2

1528.18041 | -2.581337243 | 0.1497022 | -17.24314425 | 1.26E-66 | 6.44E-66 | ENSG0000017519 | DDIT3

3 36 7

370.512205 | 1.071824544 0.1121993 | 9.552859463 | 1.26E-21 | 2.63E-21 | ENSG0000017519 | PCCA

7 42 8

3282.44280 | -1.571089569 | 0.0631951 | -24.86092296 | 1.97E- 3.26E- | ENSG0000017520 | DCTN2

9 43 136 135 3

3127.68351 | -1.407327818 | 0.0873065 | -16.11937877 | 1.86E-58 | 8.24E-58 | ENSG0000017522 | MEDI16

4 79 1

5344.87485 | -3.058829167 | 0.2299872 | -13.29999451 | 2.31E-40 | 7.24E-40 | ENSG0000017527 | TP53I11

7 5 4

157.572401 | -1.984233848 | 0.2165168 | -9.16433776 | 4.99E-20 | 9.98E-20 | ENSG0000017529 | CATSPERI

7 83 4

251351634 | 3.025834344 0.1248106 | 24.24340136 | 7.76E- 1.17E- | ENSG0000017530 | CCNE2

9 36 130 128 5

293.614175 | 2.211669949 0.1792867 | 12.33593321 | 5.80E-35 | 1.62E-34 | ENSG0000017532 | ZNF519

8 97 2

151.707139 | 1.559898905 0.1939237 | 8.043877758 | 8.70E-16 | 1.58E-15 | ENSG0000017535 | NRIP3

8 46 2

6430.16328 | -1.050088302 | 0.0519239 | -20.2236018 | 6.07E-91 | 4.67E-90 | ENSG0000017539 | EIF3F

3 01 0

487.681041 | 1.080919207 0.1439131 | 7.510914554 | 5.87E-14 | 1.02E-13 | ENSG0000017541 | ARL10

6 28 4

1606.91392 | -2.217165456 | 0.0936729 | -23.66921939 | 7.48E- 1.03E- | ENSG0000017541 | CLTB

3 44 124 122 6

90.4028300 | 1.223439642 0.1505696 | 8.125406602 | 4.46E-16 | 8.13E-16 | ENSG0000017544 | RFESD

5 52 9




2483.87760 | 2.37369413 0.1385326 | 17.13455089 | 8.20E-66 | 4.13E-65 | ENSG0000017545 | CCDC14

1 14 5

6027.41270 | -2.545712324 0.1064946 | -23.90461164 | 2.74E- 3.90E- ENSG0000017546 | TBC1D10C

4 11 126 125 3

3822.71187 | -1.986419629 0.0758615 | -26.1847918 | 3.96E- 8.46E- ENSG0000017546 | SART1

6 78 151 150 7

2817.7703 -3.611276942 0.0769164 | -46.95066925 | 0.00E+0 | 0.00E+0 | ENSG0000017548 | POLD4
1 0 0 2

7234.68097 | -3.670656809 0.2295522 | -15.99050524 | 1.49E-57 | 6.43E-57 | ENSG0000017548 | LRRC25

2 72 9

1650.78508 | -1.022440746 0.2350277 | -4.350297204 | 1.36E-05 | 1.81E-05 | ENSG0000017553 | KCNE3

5 92 8

539.330960 | 1.632915227 0.1525863 | 10.70157817 | 1.00E-26 | 2.35E-26 | ENSG0000017554 | ALG10B

7 94 8

2282.63866 | -2.188867459 0.0689500 | -31.74571206 | 3.64E- 2.03E- ENSG0000017555 | DRAP1

3 19 221 219 0

14240.3112 | -1.808392054 0.1172116 | -15.4284357 1.05E-53 | 4.24E-53 | ENSG0000017556 | UCP2

4 27 7

1368.88487 | -1.51304353 0.0930098 | -16.26755941 | 1.68E-59 | 7.55E-59 | ENSG0000017557 | Cllorf68

9 67 3

275.878098 | 1.485258587 0.1145890 | 12.96161155 | 2.02E-38 | 6.07E-38 | ENSG0000017559 | ERCC4

8 37 5

1094.11456 | -2.031355942 0.0870276 | -23.34151012 | 1.68E- 2.15E- ENSG0000017560 | CCDC85B

7 14 120 119 2

1844.55497 | -1.118547143 0.0693526 | -16.12840526 | 1.61E-58 | 7.13E-58 | ENSG0000017563 | RPS6KB2

7 19 4

130.849726 | 1.189344107 0.0845483 | 14.06703545 | 6.06E-45 | 2.07E-44 | ENSG0000017569 | ZNF77

2 12 1

121.346135 | -1.666393258 0.1057850 | -15.75263928 | 6.59E-56 | 2.75E-55 | ENSG0000017570 | MTLN

7 2 1

1242.50570 | 1.599504469 0.1115779 | 14.33531205 | 1.32E-46 | 4.66E-46 | ENSG0000017571 | B3GNTLI

6 32 1

1954.73821 | -3.070542953 0.0786445 | -39.0433048 | 0.00E+0 | 0.00E+0 | ENSG0000017575 | AURKAIPI

6 45 0 0 6

504.598191 | -1.103449339 0.1336253 | -8.257783914 | 1.48E-16 | 2.74E-16 | ENSG0000017576 | TOMMS

7 59 8

320.879122 | 1.255166125 0.0652029 | 19.25013842 | 1.41E-82 | 9.43E-82 | ENSG0000017578 | ZNF169

5 66 7

45.3374260 | -2.904297275 0.1193241 | -24.33955962 | 7.48E- 1.15E- ENSG0000017579 | SFN

6 5 131 129 3

975.545434 | -1.847883032 0.1199340 | -15.40749604 | 1.46E-53 | 5.85E-53 | ENSG0000017580 | MSRA

2 26 6

5792.83209 | -1.713186095 0.079536 -21.53975687 | 6.61E- 6.26E- ENSG0000017582 | CTDNEPI

2 103 102 6




2146.60176 | 1.105102277 0.1954098 | 5.655303566 | 1.56E-08 | 2.29E-08 | ENSGO0000017585 | GAPT

4 95 7

995.896406 | 1.736125121 0.1540701 | 11.26840382 | 1.88E-29 | 4.68E-29 | ENSG0000017589 | ZDHHC21
9 3

35.0399512 | -1.629430888 0.1365649 | -11.93154891 | 8.11E-33 | 2.16E-32 | ENSG0000017590 | ARL4D

5 09 6

203.322755 | -1.632219443 0.2497575 | -6.535216201 | 6.35E-11 | 1.01E-10 | ENSG0000017592 | LRRNI1

7 28 8

1172.81444 | -1.125181937 0.0897636 | -12.53494626 | 4.81E-36 | 1.37E-35 | ENSG0000017593 | ORAI3

4 03 8

963.264460 | 1.24320362 0.1540900 | 8.068034382 | 7.14E-16 | 1.30E-15 | ENSG0000017601 | TUBB6

7 25 4

78.0180120 | -3.011198582 0.1838915 | -16.37486279 | 2.89E-60 | 1.32E-59 | ENSG0000017604 | NUPR1

6 31 6

309.155856 | 2.205223071 0.1596381 | 13.81388256 | 2.10E-43 | 6.97E-43 | ENSG0000017605 | MBLAC2

5 8 5

2971.35701 | -1.251178486 0.0954601 | -13.10681711 | 3.01E-39 | 9.21E-39 | ENSG0000017609 | IP6K1

6 32 5

1170.21548 | -1.867305723 0.0735387 | -25.39214201 | 3.08E- 5.64E- ENSG0000017610 | SSNA1
24 142 141 1

609.026035 | 1.009007155 0.0668387 | 15.09614124 | 1.72E-51 | 6.61E-51 | ENSG0000017614 | TCP11L1

4 46 8

66.3623669 | 2.073777003 0.1503310 | 13.79473598 | 2.74E-43 | 9.05E-43 | ENSG0000017616 | HSF5

5 4 0

310.356217 | -1.413274796 0.1548508 | -9.126685165 | 7.06E-20 | 1.41E-19 | ENSG0000017617 | SPHK1

5 33 0

1095.87566 | -1.609960517 0.1175013 | -13.70162858 | 9.93E-43 | 3.25E-42 | ENSG0000017617 | BNIP3

2 98 1

1171.76101 | 2.443639872 0.1780743 | 13.72258457 | 7.44E-43 | 2.44E-42 | ENSG0000017620 | ATADS
17 8

93.0301088 | 1.636168133 0.1611875 | 10.15070901 | 3.29E-24 | 7.27E-24 | ENSG0000017622 | ZNF404

5 71 2

179.321752 | 1.921348547 0.1801139 | 10.66740842 | 1.45E-26 | 3.37E-26 | ENSG0000017629 | ZNF135

8 01 3

2957.08678 | -2.348370293 0.0792565 | -29.62998591 | 6.14E- 2.37E- ENSG0000017634 | COX8A

9 44 193 191 0

216.284619 | 1.553820558 0.0644351 | 24.11449992 | 1.76E- 2.59E- ENSG0000017637 | ZSCAN2
14 128 127 1

458461188 | 2.086815329 0.0896717 | 23.27170166 | 8.58E- 1.09E- ENSG0000017638 | B3GNT4

9 98 120 118 3

213.016346 | -1.319612131 0.0538451 | -24.50756029 | 1.23E- 1.93E- ENSG0000017638 | CDC26

7 04 132 131 6

2602.57896 | -1.386487183 0.0501711 | -27.63516499 | 4.21E- 1.13E- ENSG0000017640 | KCMF1
2 168 166 7




618.077914 | 1.618849381 0.0793274 | 20.4071706 1.44E-92 | 1.14E-91 | ENSG0000017642 | SPRYD4

1 78 2

2868.41909 | -1.590702841 0.1933928 | -8.225241095 | 1.95E-16 | 3.58E-16 | ENSG0000017646 | SLCO3A1l

7 53 3

237.928415 | -1.044561032 0.0718229 | -14.54355511 | 6.42E-48 | 2.32E-47 | ENSG0000017647 | WDR25

7 5 3

675.998609 | -1.153079724 0.0925133 | -12.46393356 | 1.17E-35 | 3.32E-35 | ENSG0000017647 | SGF29

4 08 6

257.764794 | -1.632881251 0.1859610 | -8.780770011 | 1.62E-18 | 3.14E-18 | ENSG0000017648 | PLAAT3

2 55 5

1905.24939 | 1.809302609 0.0591983 | 30.56338661 | 3.75E- 1.67E- ENSG0000017654 | USF3

9 68 205 203 2

1160.76983 | 1.335186857 0.1872880 | 7.129056688 | 1.01E-12 | 1.69E-12 | ENSG0000017659 | KBTBDI11

3 12 5

94.2154971 | -2.747220363 0.1900332 | -14.45652797 | 2.28E-47 | 8.17E-47 | ENSG0000017672 | BOK
06 0

485.184533 | -3.540596599 0.1511880 | -23.41849513 | 2.77E- 3.59E- ENSG0000017674 | CDK5R1

8 49 121 120 9

19495.9640 | -5.351465506 0.2110134 | -25.36078128 | 6.83E- 1.25E- ENSG0000017678 | BASP1

8 32 142 140 8

290.937301 | 2.041216171 0.1181717 | 17.27329487 | 7.48E-67 | 3.83E-66 | ENSG0000017683 | VSIGI0

9 9 4

4036.24054 | -4.133769666 0.1988350 | -20.78994448 | 5.34E-96 | 4.50E-95 | ENSG0000017684 | METRNL

2 51 5

1536.77523 | 1.192829893 0.1948113 | 6.122999719 | 9.18E-10 | 1.41E-09 | ENSG0000017689 | TYMS

8 58 0

56.2352103 | 2.957235737 0.1172472 | 25.22220778 | 2.29E- 4.09E- ENSG0000017692 | FUT2

5 99 140 139 0

101.785309 | -1.068626854 0.1512487 | -7.065361148 | 1.60E-12 | 2.67E-12 | ENSG0000017694 | MUC20

8 23 5

3842.59124 | -1.193168003 0.0903236 | -13.20991545 | 7.69E-40 | 2.38E-39 | ENSG0000017697 | DPP7

5 67 8

569.171086 | 1.698426827 0.0649987 | 26.13013492 | 1.66E- 3.49E- ENSG0000017705 | SLC38A9

2 78 150 149 8

50.6936182 | 1.605689946 0.1497142 | 10.72503161 | 7.77E-27 | 1.83E-26 | ENSG0000017707 | ACER2
39 6

282.209352 | 2.695386478 0.0504071 | 53.47226855 | 0.00E+0 | 0.00E+0 | ENSG0000017708 | WDR73

7 84 0 0 2

4008.50228 | 1.612809042 0.0978270 | 16.48632713 | 4.60E-61 | 2.13E-60 | ENSG0000017708 | POLE

9 68 4

25272.4913 | -3.581080119 0.1366045 | -26.21494634 | 1.80E- 3.84E- ENSG0000017710 | RHOG

9 18 151 150 5

140.377020 | -1.294858892 0.1139706 | -11.36134102 | 6.51E-30 | 1.64E-29 | ENSG0000017710 | EPS8L2

2 03 6




2104.19855 | 1.009432994 0.0769517 | 13.11773246 | 2.61E-39 | 7.99E-39 | ENSG0000017711 | ANO6

9 9 9

20642.1551 | -2.753973411 0.1330559 | -20.6978632 | 3.62E-95 | 3.01E-94 | ENSG0000017715 | TALDOI1

3 29 6

5863.77650 | -1.838298233 0.1259560 | -14.59475742 | 3.03E-48 | 1.10E-47 | ENSG0000017716 | ULKI

9 66 9

1419.59971 | -2.945174949 0.2006518 | -14.67803589 | 8.91E-49 | 3.26E-48 | ENSG0000017719 | B3GNT8

7 43 1

3283.59638 | 2.529876134 0.1052067 | 24.04670505 | 9.04E- 1.32E- ENSG0000017720 | CHD9

3 69 128 126 0

146.425524 | 2.311328597 0.1351101 | 17.10699989 | 1.32E-65 | 6.59E-65 | ENSG0000017730 | CASKIN2

3 08 3

323.579904 | -1.324843116 0.1388196 | -9.543629624 | 1.38E-21 | 2.87E-21 | ENSG0000017737 | HIC1

8 28 4

774.376146 | -2.317185661 0.1716106 | -13.50257883 | 1.51E-41 | 4.83E-41 | ENSG0000017745 | CDI19

2 5

3427.18336 | 1.082391651 0.0671506 | 16.11885063 | 1.88E-58 | 8.30E-58 | ENSG0000017746 | NR2C2

2 72 3

1142.43398 | 1.08002093 0.0940659 | 11.48152642 | 1.63E-30 | 4.16E-30 | ENSG0000017748 | ZBTB33

1 71 5

14521.5970 | -2.782268691 0.3496942 | -7.956290276 | 1.77E-15 | 3.19E-15 | ENSG0000017757 | CD163

3 16 5

935.980031 | -2.69181239 0.0890306 | -30.23467763 | 8.30E- 3.55E- ENSG0000017757 | C18orf32

5 3 201 199 6

85.1080459 | 2.652838968 0.1043893 | 25.41292488 | 1.82E- 3.34E- ENSGO0000017759 | ZNF491

1 6 142 141 9

28178.6376 | -2.072451744 0.0894065 | -23.18009064 | 7.23E- 9.00E- ENSG0000017760 | RPLP2

8 42 119 118 0

8312.97556 | -1.78366388 0.2280407 | -7.821690745 | 5.21E-15 | 9.27E-15 | ENSG0000017760 | JUN

8 06 6

2584.26511 | -1.896455829 0.1183852 | -16.01935439 | 9.36E-58 | 4.06E-57 | ENSG0000017762 | GBA

4 85 8

14746.6193 | -1.398954498 0.1837540 | -7.613190663 | 2.67E-14 | 4.68E-14 | ENSG0000017766 | IL17RA

1 34 3

9141.99884 | -1.641875214 0.1452136 | -11.30661915 | 1.22E-29 | 3.04E-29 | ENSGO0000017766 | PNPLA2

6 3 6

38.0056335 | 1.85205394 0.1384904 | 13.37315484 | 8.68E-41 | 2.73E-40 | ENSG0000017766 | MBOAT4

1 28 9

7127.02808 | -3.278488172 0.1852424 | -17.69836638 | 4.32E-70 | 2.33E-69 | ENSG0000017767 | AGTRAP
17 4

1953.83854 | -1.224769454 0.1314836 | -9.314996808 | 1.22E-20 | 2.48E-20 | ENSG0000017769 | CDI151

3 15 7

1061.52833 | -1.959322854 0.0781726 | -25.0640573 1.23E- 2.12E- ENSG0000017770 | POLR2L

5 13 138 137 0




10174.3000 | -1.609480747 0.0879944 | -18.29071577 | 9.81E-75 | 5.74E-74 | ENSG0000017773 | FLII

4 1 1

912.963493 | 2.136916201 0.1040407 | 20.53922394 | 9.61E-94 | 7.75E-93 | ENSG0000017773 | SOX12

5 47 2

123.377366 | 1.528005193 0.0888438 | 17.19876543 | 2.71E-66 | 1.38E-65 | ENSG0000017784 | ZNF620

5 88 2

1890.16509 | 1.924326721 0.1197862 | 16.06467508 | 4.51E-58 | 1.97E-57 | ENSGO0000017785 | ZNF518A
21 3

198.831592 | -1.588920368 0.0975160 | -16.29394486 | 1.09E-59 | 4.93E-59 | ENSG0000017785 | TMEMI187

1 03 4

313.55003 1.413983733 0.0706629 | 20.01026442 | 4.48E-89 | 3.33E-88 | ENSG0000017787 | ZNF619
21 3

1668.72502 | -1.168949126 0.0930271 | -12.56568224 | 3.26E-36 | 9.33E-36 | ENSG0000017787 | AP3S1

6 12 9

12749.8396 | -1.796957244 0.0903146 | -19.89663451 | 4.35E-88 | 3.19E-87 | ENSG0000017788 | GRB2

3 33 5

440.801061 | 1.638046117 0.1198535 | 13.6670689 1.60E-42 | 5.20E-42 | ENSG0000017788 | ZBTB41
05 8

121.152128 | 1.978159248 0.1671436 | 11.83508142 | 2.57E-32 | 6.79E-32 | ENSG0000017793 | ZNF354C

2 96 2

869.883066 | -1.701013197 0.1499040 | -11.34734581 | 7.64E-30 | 1.92E-29 | ENSG0000017798 | ODF3B

6 59 9

1444.98260 | -1.473731708 0.0699866 | -21.05732931 | 1.96E-98 | 1.72E-97 | ENSG0000017805 | NDUFAF3

3 39 7

65.2348971 | -1.204207728 0.1842575 | -6.535458577 | 6.34E-11 | 1.01E-10 | ENSG0000017807 | STAP2

2 72 8

1348.40278 | -2.162179041 0.0725728 | -29.79324093 | 4.78E- 1.90E- ENSG0000017812 | NDUFV2

4 04 195 193 7

539.560943 | 1.151831869 0.0899018 | 12.81210883 | 1.40E-37 | 4.13E-37 | ENSG0000017817 | LCORL

5 17 7

79.2045495 | 2.903298751 0.1181220 | 24.57880077 | 2.13E- 3.38E- ENSG0000017820 | VNI1RI1

1 67 133 132 1

674.812496 | 1.427268789 0.1213542 | 11.76117923 | 6.19E-32 | 1.62E-31 | ENSG0000017820 | POGLUT3

4 25 2

184.709529 | 1.815433661 0.1136388 | 15.97547098 | 1.89E-57 | 8.17E-57 | ENSGO0000017822 | ZNF543

2 19 9

1137.25826 | 1.175267957 0.1690109 | 6.953796681 | 3.56E-12 | 5.87E-12 | ENSG0000017829 | GENI

5 75 5

124.182439 | 3.112177076 0.0936748 | 33.22319681 | 4.98E- 3.51E- ENSG0000017830 | AQPI11

8 23 242 240 1

838.272746 | -1.190295159 0.0748908 | -15.89372983 | 7.00E-57 | 2.99E-56 | ENSG0000017830 | TMEMI11

1 64 7

332.150730 | 1.358739746 0.0978898 | 13.88029532 | 8.34E-44 | 2.79E-43 | ENSG0000017833 | ZNF354B

1 3 8




931.148285 | -1.868570341 | 0.1348765 | -13.85393389 | 1.20E-43 | 4.01E-43 | ENSG0000017838 | ZFAND2A
2 16 1
188.416476 | 3.074388042 | 0.1698765 | 18.09778175 | 3.32E-73 | 1.90E-72 | ENSG0000017840 | CEP295NL
5 12 4
281.024034 | -2.843740302 | 0.2779821 | -10.22993868 | 1.46E-24 | 3.24E-24 | ENSG0000017844 | GLDC
4 45 5
492.621375 | -2.660428818 | 0.1755800 | -15.15222853 | 7.32B-52 | 2.84E-51 | ENSG0000017849 | DTX3
9 35 8
146.203003 | 2.824519566 | 0.1288197 | 21.9261327 | 1.46E- | 1.49E- | ENSG0000017850 | KLHLI1
9 79 106 105 2
612.873757 | -2.376584833 | 0.1848193 | -12.8589623 | 7.66E-38 | 2.27E-37 | ENSG0000017856 | CD28
33 2
2276.02437 | 1.04437065 0.0764361 | 13.6633148 | 1.68E-42 | 5.48E-42 | ENSG0000017856 | EPM2AIP1
8 11 7
738.281439 | -2.260389142 | 0.2115561 | -10.68458418 | 1.20E-26 | 2.81E-26 | ENSG0000017857 | MAF
2 17 3
3391.51904 | -1.904412994 | 0.1099031 | -17.32810458 | 2.89E-67 | 1.49E-66 | ENSG0000017860 | ERNI1
5 34 7
428372418 | -1.199610126 | 0.1420886 | -8.442687319 | 3.10E-17 | 5.81E-17 | ENSG0000017862 | GPR35
5 6 3
126.854776 | 3.110283238 0.0878466 | 35.40581675 | 1.39E- | 1.34E- | ENSG0000017866 | ZNF713
8 74 274 272 5
4329.39105 | -1.621544264 | 0.0854299 | -18.98098766 | 2.45E-80 | 1.58E-79 | ENSG0000017868 | PARP10
4 2 5
20215.6315 | -3.751128872 | 0.1327311 | -28.2611049 | 1.04B- | 3.16E- | ENSG0000017871 | GRINA
47 175 174 9
1984.28752 | -4.320911418 | 0.2261588 | -19.10564416 | 2.27E-81 | 1.49E-80 | ENSG0000017872 | THBD
4 97 6
1436.65173 | -1.949804937 | 0.1134537 | -17.1858947 | 3.39E-66 | 1.72B-65 | ENSG0000017876 | ZHX2
9 93 4
117176193 | -1.98811021 0.2285679 | -8.698114174 | 3.37E-18 | 6.48E-18 | ENSG0000017878 | CD300LB
9 6 9
1301.75344 | -4.784516183 | 0.2239875 | -21.36063847 | 3.11E- | 2.86E- | ENSG0000017881 | OPLAH
4 08 101 100 4
427230429 | 3.3169473 0.1407501 | 23.56620178 | 8.56E- | 1.14E- | ENSG0000017885 | EFCABI13
4 87 123 121 2
254551096 | 2.159764453 | 0.1138347 | 18.97280131 | 2.86E-80 | 1.84E-79 | ENSG0000017887 | APOLDI
4 69 8
800.464386 | -2.858154436 | 0.1221662 | -23.3956046 | 4.74E- | 6.13E- | ENSG0000017889 | EXOSC4
4 99 121 120 6
254.364663 | 2.339642801 0.0874984 | 26.73926291 | 1.65E- | 3.79B- | ENSG0000017891 | ZNF852
7 03 157 156 7
1367.21233 | 1.095089361 0.1244662 | 8.798284759 | 1.39E-18 | 2.69E-18 | ENSG0000017892 | PFAS

1

33

1




10894.9080 | -2.323719651 0.1127814 | -20.60373542 | 2.54E-94 | 2.07E-93 | ENSG0000017892 | CYBC1

5 74 7

1426.93981 | -1.707332918 0.0902381 | -18.92029229 | 7.76E-80 | 4.96E-79 | ENSG0000017898 | SELENOW

9 89 0

4790.81190 | -1.572239139 0.0655450 | -23.9871662 | 3.79E- 5.44E- ENSG0000017898 | EIF3K

6 14 127 126 2

2168.83323 | -1.617338031 0.1684478 | -9.601416145 | 7.89E-22 | 1.65E-21 | ENSG0000017899 | SNX18

3 63 6

3694.59512 | -1.178994038 0.0463085 | -25.45955418 | 5.53E- 1.03E- ENSG0000017901 | MRFAPI

1 11 143 141 0

4999.81319 | 1.125289478 0.0679718 | 16.55522678 | 1.47E-61 | 6.84E-61 | ENSG0000017905 | RCC2

3 55 1

243.325390 | -1.406773403 0.0780438 | -18.02542422 | 1.23E-72 | 6.95E-72 | ENSG0000017908 | DPM3

5 44 5

2311.21624 | -1.001948057 0.0610423 | -16.41399439 | 1.52E-60 | 6.96E-60 | ENSG0000017909 | CYCI

4 05 1

13172.7847 | -1.68030694 0.1792591 | -9.373619762 | 7.01E-21 | 1.43E-20 | ENSG0000017909 | PER1
32 4

599.509280 | 1.458357677 0.1374932 | 10.60675745 | 2.77E-26 | 6.43E-26 | ENSG0000017910 | TMTC2

9 62 4

844.733733 | -1.865389332 0.1909632 | -9.768317613 | 1.54E-22 | 3.28E-22 | ENSG0000017914 | GIMAP7

8 15 4

748.997571 | -1.045285286 0.1110247 | -9.414883087 | 4.74E-21 | 9.72E-21 | ENSG0000017916 | FUCA1

5 76 3

121.172052 | 2.242848625 0.1080889 | 20.75002751 | 1.23E-95 | 1.03E-94 | ENSG0000017924 | GVQW3

3 47 0

106.733775 | 2.767782985 0.2530737 | 10.93666531 | 7.70E-28 | 1.85E-27 | ENSG0000017924 | CDH4

9 58 2

3533.95620 | -1.516075888 0.0956675 | -15.84733211 | 1.47E-56 | 6.21E-56 | ENSG0000017926 | RAD23A

9 78 2

702.656755 | -1.398911424 0.0811492 | -17.23874961 | 1.36E-66 | 6.95E-66 | ENSG0000017927 | GADD45GIP1

9 4 1

5210.55993 | -1.241443134 0.0771616 | -16.08887034 | 3.05E-58 | 1.34E-57 | ENSG0000017933 | CLK3

4 1 5

5887.03038 | -1.196150248 0.1984037 | -6.028870152 | 1.65E-09 | 2.51E-09 | ENSG0000017934 | HLA-DQBI

4 17 4

1330.60412 | 3.089941551 0.2246212 | 13.75623131 | 4.67E-43 | 1.53E-42 | ENSG0000017934 | GATA2

8 27 8

2156.26645 | -2.411786752 0.0815046 | -29.59078019 | 1.96E- 7.55E- ENSG0000017936 | ARID3B

7 69 192 191 1

72.7583382 | 1.442346106 0.1883559 | 7.657556063 | 1.90E-14 | 3.33E-14 | ENSG0000017940 | VWAI

3 32 3

1771.10059 | -1.258020598 0.1129314 | -11.13968437 | 8.04E-29 | 1.97E-28 | ENSG0000017945 | ZBTB18

1 4 6




3168.37635 | -2.467569623 0.1222058 | -20.19191002 | 1.15E-90 | 8.83E-90 | ENSG0000017952 | SHARPIN

4 55 6

30.9486916 | 1.134492116 0.1166022 | 9.729588149 | 2.26E-22 | 4.79E-22 | ENSG0000017952 | LBX2

5 75 8

314.483992 | 3.143572775 0.2436917 | 12.89979124 | 4.51E-38 | 1.35E-37 | ENSG0000017954 | SLITRK4
56 2

937.141517 | -1.406042356 0.0667531 | -21.06329781 | 1.73E-98 | 1.52E-97 | ENSG0000017956 | GCCI

1 92 2

6008.50642 | 1.79341843 0.1458019 | 12.30037373 | 9.02E-35 | 2.50E-34 | ENSG0000017958 | CIITA

6 46 3

383.167243 | -1.053198098 0.1115161 | -9.444351567 | 3.58E-21 | 7.37E-21 | ENSG0000017960 | CDC42EP4

9 89 4

129.710025 | 1.076634925 0.1069747 | 10.06437902 | 7.94E-24 | 1.74E-23 | ENSG0000017962 | ZBTB42

1 99 7

180.791686 | 1.135931251 0.1175483 | 9.663524595 | 4.31E-22 | 9.08E-22 | ENSG0000017963 | LACCI1

6 38 0

5211.26485 | -1.836283152 0.1071719 | -17.13398935 | 8.28E-66 | 4.17E-65 | ENSG0000017963 | MAF1

9 56 2

497.278491 | 2.122573577 0.2831761 | 7.495593848 | 6.60E-14 | 1.14E-13 | ENSG0000017963 | FCERI1A

2 73 9

766.130293 | -2.819481856 0.1448307 | -19.46743169 | 2.07E-84 | 1.44E-83 | ENSG0000017971 | PCEDIB

8 05 5

334.342119 | -1.267406372 0.1562813 | -8.109773582 | 5.07E-16 | 9.24E-16 | ENSG0000017975 | APOBEC3B

9 51 0

37.3976683 | 1.944394372 0.1282678 | 15.15886395 | 6.62E-52 | 2.57E-51 | ENSG0000017984 | NKPDI1

6 16 6

213.159675 | 1.504878065 0.2003697 | 7.51050607 5.89E-14 | 1.02E-13 | ENSG0000017985 | GIPC3

9 29 5

526.835666 | -1.491587722 0.2847942 | -5.237423011 | 1.63E-07 | 2.33E-07 | ENSG0000017986 | ABCA13

2 05 9

539.977875 | 2.654635326 0.1319619 | 20.11667102 | 5.27E-90 | 3.99E-89 | ENSG0000017990 | ZNF154

2 59 9

2576.02658 | -1.438809963 0.0836326 | -17.20393572 | 2.48E-66 | 1.26E-65 | ENSG0000017991 | SEPHS2

5 05 8

499.377466 | -1.743759828 0.2266233 | -7.694529826 | 1.42E-14 | 2.50E-14 | ENSG0000017992 | GPBARI1

6 11 1

1272.89289 | -1.31564517 0.0851333 | -15.45394091 | 7.10E-54 | 2.86E-53 | ENSG0000017993 | Cl4orfl19

2 12 3

3007.51015 | -1.063163315 0.0640001 | -16.61188121 | 5.72E-62 | 2.69E-61 | ENSG0000017995 | PUF60

5 76 0

76.8589334 | 2.487952669 0.1703154 | 14.60790952 | 2.50E-48 | 9.10E-48 | ENSG0000017995 | SSC5D

5 49 4

846.668468 | 1.104097967 0.0663124 | 16.64994505 | 3.03E-62 | 1.43E-61 | ENSG0000017998 | TSHZI

2 09 1




171.156817 | 1.796094584 0.0657098 | 27.33370265 | 1.69E- 4.30E- ENSG0000017998 | PSTK

2 9 164 163 8

292.603604 | -1.031754748 0.2250073 | -4.585425954 | 4.53E-06 | 6.13E-06 | ENSG0000018006 | TMEM150B

5 95 1

917.491084 | -3.287339442 0.1299883 | -25.28949217 | 4.17E- 7.58E- ENSG0000018008 | TMEM&6B

5 53 141 140 9

1680.38139 | -2.604763742 0.1176314 | -22.14343885 | 1.21E- 1.27E- ENSG0000018009 | SEPTINI

8 01 108 107 6

71.0816108 | -1.293118643 0.2236580 | -5.78167814 | 7.40E-09 | 1.10E-08 | ENSG0000018015 | LYNX1

2 13 5

35.9519009 | -1.786481827 0.2128879 | -8.391651676 | 4.79E-17 | 8.95E-17 | ENSG0000018020 | MYLPF

5 86 9

256.430404 | 1.337268199 0.1523165 | 8.779534495 | 1.64E-18 | 3.17E-18 | ENSG0000018026 | FGD6

4 27 3

5005.20341 | -1.7389386 0.1168051 | -14.8875107 | 3.97E-50 | 1.49E-49 | ENSG0000018030 | OAZ2

5 96 4

190.854504 | -2.759026092 0.2623349 | -10.51718809 | 7.20E-26 | 1.66E-25 | ENSG0000018031 | PNPLAI1
58 6

424.479637 | 1.030551022 0.0901310 | 11.43392209 | 2.83E-30 | 7.17E-30 | ENSG0000018032 | CCDC43
17 9

212.080479 | 1.310677012 0.1075481 | 12.18688136 | 3.65E-34 | 1.00E-33 | ENSG0000018034 | TIGD2

4 88 6

33162.4266 | -3.297568332 0.1262384 | -26.12173808 | 2.07E- 4.33E- ENSG0000018035 | HCLS1

9 73 150 149 3

4287.09326 | 1.70707965 0.0661820 | 25.7936865 1.04E- 2.07E- ENSG0000018035 | ZNF609
73 146 145 7

649.901216 | 1.511844381 0.0731759 | 20.66041278 | 7.87E-95 | 6.49E-94 | ENSG0000018037 | CCDC66

9 04 6

26500.7987 | -2.765452103 0.1169519 | -23.64606288 | 1.30E- 1.77E- ENSG0000018044 | ARHGAP45

3 05 123 122 8

199.072326 | 1.725384809 0.1122556 | 15.3701441 2.60E-53 | 1.04E-52 | ENSG0000018047 | ZNF571

7 04 9

538.086822 | 1.699417909 0.0796554 | 21.33460861 | 5.42E- 4.97E- ENSG0000018048 | MIGALI

6 53 101 100 8

922.309469 | -2.659814381 0.2848838 | -9.336487838 | 9.96E-21 | 2.03E-20 | ENSG0000018050 | KCNEI

8 26 9

1972.88201 | 3.19975864 0.1568316 | 20.40250986 | 1.59E-92 | 1.25E-91 | ENSG0000018053 | NRIP1

1 18 0

2136.13636 | -3.843057596 0.2132997 | -18.01717154 | 1.43E-72 | 8.05E-72 | ENSG0000018054 | FUT7

3 17 9

5848.76135 | -3.408907315 0.1556621 | -21.8993927 | 2.63E- 2.67E- ENSG0000018057 | HISTIH2AC

4 85 106 105 3

543.627954 | -3.14897015 0.1710189 | -18.41298813 | 1.03E-75 | 6.15E-75 | ENSG0000018059 | HISTIH2BC

4 64 6




271.438371 | 1.391575764 | 0.1737179 | 8.010548075 | 1.14E-15 | 2.06E-15 | ENSG0000018062 | ZNF594
5 22 6

4956.57869 | -2.569212828 | 0.1264620 | -20.31608142 | 9.27E-92 | 7.20E-91 | ENSG0000018062 | PCGF5
4 27 8

13403.0357 | -5.33346768 0.2375749 | -22.44961848 | 1.29E- | 1.44E- | ENSG0000018064 | PRF1
5 81 111 110 4

1775.03694 | -1.275175312 | 0.1322074 | -9.645264217 | 5.15E-22 | 1.08E-21 | ENSG0000018066 | YODI
3 01 7

1928.44313 | -5.676466113 | 0.2659011 | -21.34803487 | 4.07E- | 3.75E- | ENSG0000018073 | SIPR5
1 07 101 100 9

296.005789 | 1.135486346 | 0.1153943 | 9.840048343 | 7.57E-23 | 1.62E-22 | ENSG0000018078 | ZFP3
2 87 7

120.589787 | 1.09848982 0.1355342 | 8.10488671 | 5.28E-16 | 9.61E-16 | ENSG0000018083 | MAP6DI1
6 6 4

19424.2227 | -7.342180577 | 0.2638189 | -27.83037167 | 1.86E- | 5.21E- | ENSG0000018087 | CXCR2
5 91 170 169 1

3983.64558 | -1.634445658 | 0.0784977 | -20.82157218 | 2.76E-96 | 2.34E-95 | ENSG0000018087 | SSR4
6 06 9

97.4199460 | 1.661003173 | 0.1472152 | 11.28282381 | 1.60E-29 | 3.98E-29 | ENSG0000018088 | CAPS2
2 01 1

416215971 | 1.723390257 | 0.0894642 | 19.26345269 | 1.09E-82 | 7.30E-82 | ENSG0000018088 | ZNF792
6 45 4

539.588013 | -1.956275053 | 0.1938143 | -10.09354864 | 5.90E-24 | 1.30E-23 | ENSG0000018089 | CUEDCI
2 98 1

1514.51150 | -1.067709946 | 0.1004183 | -10.63261858 | 2.10E-26 | 4.88E-26 | ENSG0000018090 | KCTD2
8 44 1

481.873044 | 2.564979228 | 0.1907691 | 13.44545834 | 3.27E-41 | 1.04E-40 | ENSG0000018092 | FAMS3H
5 92 1

49.4767109 | 1.576643683 | 0.1529097 | 10.31093961 | 6.29E-25 | 1.41E-24 | ENSG0000018093 | ZNF572
1 97 8

789.901096 | -2.819100811 | 0.1450546 | -19.43474536 | 3.92E-84 | 2.70E-83 | ENSG0000018095 | AC015871.1
6 82 3

418.443920 | -1.263555087 | 0.0884386 | -14.28735567 | 2.62E-46 | 9.24E-46 | ENSG0000018099 | MRPL14
6 95 2

195.790392 | 1.527767346 | 0.1249888 | 12.22322783 | 2.34E-34 | 6.43E-34 | ENSG0000018100 | ZFP82
4 63 7

415.727475 | -3.845856198 | 0.1510487 | -25.46102049 | 5.33E- | 9.94E- | ENSG0000018101 | LSMEMI
7 85 143 142 6

2112.01445 | -4.504081145 | 0.1081060 | -41.66353692 | 0.00E+0 | 0.00E+0 | ENSG0000018102 | TRAPPCS
6 68 0 0 9

801.644706 | -3.382003563 | 0.2680671 | -12.61625557 | 1.72E-36 | 4.94E-36 | ENSG0000018103 | FCRL6
5 41 6

557.541727 | -2.781856277 | 0.1500180 | -18.54348031 | 9.21E-77 | 5.58E-76 | ENSG0000018104 | SLC26A11
6 24 5




792.544489 | -1.375812348 | 0.1066032 | -12.90591065 | 4.17E-38 | 1.24E-37 | ENSG0000018106 | HIGDIA

8 75 1

2860.21638 | -1.41639673 0.1164462 | -12.16351903 | 4.86E-34 | 1.33E-33 | ENSG0000018122 | ZNF746

8 95 0

5802.17745 | -3.707380477 | 0.1803492 | -20.55667768 | 6.71E-94 | 5.42E-93 | ENSG0000018127 | FRAT2
05 4

76.3753606 | 2.873205763 | 0.0956499 | 30.03876295 | 3.06E- | 1.27E- | ENSG0000018132 | NME9
36 198 196 2

405.582330 | -2.116705063 | 0.1121659 | -18.87118428 | 1.97E-79 | 1.25E-78 | ENSG0000018140 | WASHC]

1 9 4

3684.66823 | -4.657539526 | 0.2200521 | -21.16561874 | 1.98E-99 | 1.77E-98 | ENSG0000018140 | AATK

1 32 9

357542977 | -3.106275153 | 0.2292590 | -13.54919541 | 8.01E-42 | 2.58E-41 | ENSG0000018144 | ZNF467

1 12 4

400.988332 | 2.230174417 | 0.1091232 | 20.43720518 | 7.81E-93 | 6.19E-92 | ENSG0000018145 | ZNF678

5 58 0

1524.09275 | -1.075619931 | 0.1210160 | -8.888241116 | 6.21E-19 | 1.21E-18 | ENSG0000018148 | RNF135

1 61 1

2039.06284 | -2.546191058 | 0.1580312 | -16.11194242 | 2.10E-58 | 9.27E-58 | ENSG0000018152 | SGSH
91 3

123.535421 | 1.739659999 | 0.1446467 | 12.02695173 | 2.56E-33 | 6.90E-33 | ENSG0000018154 | FANCB

4 93 4

179.976824 | 3.490586169 | 0.1344110 | 25.96948008 | 1.I0E- | 2.25BE- | ENSG0000018161 | GPR135

9 92 148 147 9

5676.14630 | -3.963076771 | 0.3019798 | -13.12364824 | 2.41E-39 | 7.39E-39 | ENSG0000018163 | P2RY13

1 08 1

183.427872 | 1.033742415 | 0.2299627 | 4.495260207 | 6.95E-06 | 9.34E-06 | ENSG0000018169 | PLAGI

2 54 0

447.412708 | 3.273305989 | 0.1155363 | 28.33138824 | 1.42B- | 442E- | ENSG0000018172 | ZBTB20

4 78 176 175 2

778.560262 | 1.003105808 | 0.0982746 | 10.20717063 | 1.84E-24 | 4.09E-24 | ENSG0000018174 | DIPK2A

8 19 4

53.0401256 | 2.208226882 | 0.1219364 | 18.10965009 | 2.67E-73 | 1.53E-72 | ENSG0000018177 | GPR3

6 74 3

4288.42614 | -2.433190978 | 0.1445377 | -16.83429482 | 1.37E-63 | 6.63E-63 | ENSG0000018178 | SIAH2

3 43 8

217.890782 | 1.501827444 | 0.1643696 | 9.136890347 | 6.43E-20 | 1.28E-19 | ENSG0000018179 | ADGRBI

2 47 0

1333.98496 | -2.696815316 | 0.0909066 | -29.66577975 | 2.12E- | 8.22E- | ENSG0000018181 | LSM10

1 05 193 192 7

1879.01217 | 2.16004187 0.1062698 | 20.32601594 | 7.57E-92 | 5.89E-91 | ENSG0000018182 | RFX7

5 11 7

512.438668 | -3.064324102 | 0.1675873 | -18.28494138 | 1.09E-74 | 6.38E-74 | ENSG0000018184 | TIGIT
08 7




80.3586475 | -1.654348146 0.2253774 | -7.340345497 | 2.13E-13 | 3.64E-13 | ENSG0000018185 | SLC2A4
4 22 6

976.658826 | 1.499452806 0.0973307 | 15.40574661 | 1.50E-53 | 6.01E-53 | ENSG0000018190 | C5orf24
4 46 4

8014.41650 | -3.804284562 0.2474461 | -15.37418911 | 2.44E-53 | 9.75E-53 | ENSG0000018202 | CHST15
1 93 2

7115.57387 | -1.414082054 0.0868798 | -16.27630421 | 1.45E-59 | 6.56E-59 | ENSG0000018208 | TMEM259
2 7

8767.29166 | 1.08839933 0.0930813 | 11.69299065 | 1.38E-31 | 3.60E-31 | ENSG0000018209 | TNRCI18
1 48 5

2861.68147 | -2.998603687 0.0937067 | -31.99985758 | 1.10E- 6.32E- ENSG0000018211 | NOP10
1 82 224 223 7

622.458532 | 2.090633044 0.1005030 | 20.80167756 | 4.18E-96 | 3.54E-95 | ENSG0000018214 | ZNF708
5 98 1

6170.57213 | -1.058601274 0.0478193 | -22.13749892 | 1.38E- 1.45E- ENSG0000018214 | IST1

5 71 108 107 9

691.601336 | 1.61335927 0.0926328 | 17.41671406 | 6.16E-68 | 3.21E-67 | ENSG0000018215 | ERCC6L2
5 16 0

706.251284 | -2.027661063 0.0891285 | -22.74984032 | 1.44E- 1.69E- ENSG0000018215 | MRPL41
4 84 114 113 4

2884.19119 | 1.327954321 0.0910635 | 14.5827269 3.62E-48 | 1.31E-47 | ENSG0000018215 | CREB3L2
6 12 8

1378.41557 | -1.812533273 0.1336255 | -13.56427507 | 6.52E-42 | 2.11E-41 | ENSG0000018217 | TSEN54
1 17 3

262.321176 | -1.144816774 0.1723626 | -6.641906675 | 3.10E-11 | 4.98E-11 | ENSG0000018218 | SHISAL2A
3 71 3

115.180757 | -1.904968465 0.2373283 | -8.026721788 | 1.00E-15 | 1.81E-15 | ENSG0000018219 | LDOCI1
5 28 5

1938.90295 | -5.695798037 0.0667035 | -85.38968252 | 0.00E+0 | 0.00E+0 | ENSG0000018219 | ARL6IP4
4 86 0 0 6

737.160722 | -3.170445866 0.1701959 | -18.62820947 | 1.90E-77 | 1.16E-76 | ENSG0000018219 | EXTI
2 53 7

2435.17479 | -1.030466249 0.0985283 | -10.45857944 | 1.34E-25 | 3.06E-25 | ENSG0000018219 | SHMT2
9 19 9

917.889889 | -1.451187386 0.0881537 | -16.46201318 | 6.88E-61 | 3.17E-60 | ENSG0000018220 | MOB2
1 01 8

49.5198892 | -1.631296774 0.1904554 | -8.565241015 | 1.08E-17 | 2.04E-17 | ENSG0000018223 | FAM153B
1 43 0

123.053953 | -2.301970726 0.1741442 | -13.21875753 | 6.84E-40 | 2.12E-39 | ENSG0000018225 | SYNM
8 58 3

58.5354185 | -1.360056601 0.1752744 | -7.75958306 | 8.52E-15 | 1.51E-14 | ENSG0000018230 | DCAF4L1
7 43 8

126.099579 | -1.167428584 0.1650426 | -7.073496458 | 1.51E-12 | 2.52E-12 | ENSG0000018231 | SPACA6
8 48 0




260.067064 | 1.027611516 0.0629436 | 16.32589842 | 6.46E-60 | 2.93E-59 | ENSG0000018231 | ZSCAN22

7 43 8

111.314487 | 2.529032183 0.1173804 | 21.54560853 | 5.82E- 5.53E- ENSG0000018232 | KCNJ14
02 103 102 4

2187.58728 | 1.297784049 0.0876244 | 14.81075514 | 1.25E-49 | 4.64E-49 | ENSG0000018237 | PLCXDI

9 35 8

432.498376 | 1.765365635 0.2330633 | 7.574618203 | 3.60E-14 | 6.28E-14 | ENSG0000018238 | CACNB4

6 16 9

157.393377 | -1.236109229 0.2501879 | -4.940721792 | 7.78E-07 | 1.09E-06 | ENSG0000018249 | BGN
85 2

653.275258 | 1.266317205 0.0961015 | 13.17685878 | 1.19E-39 | 3.68E-39 | ENSG0000018250 | CEP97

4 99 4

7906.39105 | -1.320917067 0.1730803 | -7.631813637 | 2.31E-14 | 4.05E-14 | ENSG0000018251 | FES

9 62 1

2877.74151 | -2.773623225 0.1558964 | -17.79144842 | 8.23E-71 | 4.50E-70 | ENSG0000018251 | GLRXS

3 26 2

775.590201 | -2.015209851 0.1902346 | -10.59328496 | 3.20E-26 | 7.42E-26 | ENSG0000018253 | MXRA7

6 49 4

10952.7851 | -3.728620601 0.1363818 | -27.33957073 | 1.44E- 3.68E- ENSG0000018254 | LIMK2
27 164 163 1

1117.88412 | 2.446913948 0.1920716 | 12.73958887 | 3.56E-37 | 1.04E-36 | ENSG0000018255 | SPNS3

4 57 7

5243.84773 | 1.714279573 0.1570941 | 10.91243109 | 1.01E-27 | 2.41E-27 | ENSG0000018256 | SATBI

1 95 8

82.4184039 | 1.850628411 0.2200014 | 8.411890817 | 4.03E-17 | 7.55E-17 | ENSG0000018258 | EPHB3

2 78 0

42.2897222 | 1.022179006 0.1786087 | 5.723005337 | 1.05E-08 | 1.55E-08 | ENSG0000018260 | SNORC

6 81 0

793.449568 | 3.056956084 0.1581390 | 19.33081078 | 2.96E-83 | 2.00E-82 | ENSG0000018262 | PLCBI1

9 52 1

6255.88733 | 1.832366553 0.0940523 | 19.48241169 | 1.55E-84 | 1.08E-83 | ENSG0000018267 | TTC3
47 0

293.695285 | -1.73619361 0.0989957 | -17.53806625 | 7.34E-69 | 3.87E-68 | ENSG0000018268 | BRICDS

1 27 5

7670.53430 | -1.271834609 0.1540989 | -8.253365107 | 1.54E-16 | 2.84E-16 | ENSG0000018271 | ANXA2

4 15 8

345916171 | 2.494613114 0.2284763 | 10.91847396 | 9.41E-28 | 2.26E-27 | ENSG0000018274 | HOXB4

4 53 2

515.724275 | 1.053882846 0.0873758 | 12.06149288 | 1.69E-33 | 4.56E-33 | ENSG0000018274 | PAQR7

7 21 9

1075.00961 | -1.529698528 0.0549258 | -27.85023454 | 1.07E- 3.01E- ENSG0000018276 | NGRN

5 76 170 169 8

432221373 | -6.780413021 0.2492576 | -27.20243104 | 6.08E- 1.51E- ENSG0000018278 | HCAR2

6 13 163 161 2




290.510454 | -1.140587336 0.2224917 | -5.126425275 | 2.95E-07 | 4.18E-07 | ENSG0000018280 | CRIP2

3 51 9

3787.07245 | -1.344697088 0.0920578 | -14.60708634 | 2.53E-48 | 9.21E-48 | ENSG0000018283 | Cl6o0rf72

2 59 1

3649.25861 | -4.159737609 0.1506035 | -27.6204549 | 6.32E- 1.69E- ENSG0000018286 | LCK

2 16 168 166 6

2784.67343 | -3.415616659 0.1939496 | -17.61084354 | 2.03E-69 | 1.08E-68 | ENSG0000018287 | COL18Al

2 34 1

2992.79226 | -1.116766473 0.0517745 | -21.569813 3.45E- 3.28E- ENSG0000018287 | RBM10

9 09 103 102 2

22651.7248 | -6.145367311 0.2753719 | -22.31660971 | 2.55E- 2.78E- ENSG0000018288 | ADGRG3

6 04 110 109 5

579.987342 | 1.275018391 0.1467288 | 8.689623901 | 3.64E-18 | 6.98E-18 | ENSG0000018290 | ZNF721

8 35 3

2606.09035 | -1.18332229 0.1135367 | -10.42237643 | 1.96E-25 | 4.46E-25 | ENSG0000018295 | SPATA13

7 06 7

2262.52167 | 1.16930532 0.0663763 | 17.61629773 | 1.85E-69 | 9.84E-69 | ENSG0000018297 | MTAI

1 37 9

220.582701 | 4.231264211 0.1996301 | 21.19552159 | 1.05E-99 | 9.41E-99 | ENSG0000018298 | ZNF662
05 3

613.458946 | 1.913457969 0.1155869 | 16.55426963 | 1.49E-61 | 6.95E-61 | ENSG0000018298 | ZNF320

2 76 6

670.863743 | -1.042699372 0.0868393 | -12.0072244 | 3.26E-33 | 8.74E-33 | ENSG0000018301 | NAA38

2 34 1

968.219860 | 2.820282607 0.1694830 | 16.64050271 | 3.55E-62 | 1.67E-61 | ENSG0000018301 | SPNS2

5 17 8

11535.005 -5.614186934 0.2922229 | -19.21199601 | 2.94E-82 | 1.95E-81 | ENSG0000018301 | MCEMP1
91 9

1118.15623 | -1.452819029 0.2654793 | -5.47243678 | 4.44E-08 | 6.45E-08 | ENSG0000018302 | SLC8A1

3 63 3

183.528643 | -1.394203149 0.1308724 | -10.6531459 1.69E-26 | 3.93E-26 | ENSG0000018304 | SLC25A10

7 35 8

2950.08626 | -1.461042849 0.1518652 | -9.620651514 | 6.54E-22 | 1.37E-21 | ENSG0000018304 | CAMKID

8 71 9

56.6634302 | 1.875815677 0.1532184 | 12.24275372 | 1.84E-34 | 5.06E-34 | ENSG0000018306 | WBP2NL
44 6

257.756834 | 1.162684919 0.1373022 | 8.468067761 | 2.49E-17 | 4.69E-17 | ENSG0000018309 | NEB
69 1

101.045612 | -1.500272954 0.1825569 | -8.218108681 | 2.07E-16 | 3.80E-16 | ENSG0000018311 | ARHGEF37

9 62 1

383.242832 | 1.90214864 0.1355959 | 14.02806071 | 1.05E-44 | 3.56E-44 | ENSG0000018313 | CEP57LI

4 8 7

41.6355270 | -1.057427909 0.1120304 | -9.438752679 | 3.77E-21 | 7.77E-21 | ENSGO0000018315 | GPRI19

9 71 0




211.265637 | -3.616493735 0.2330782 | -15.51621865 | 2.69E-54 | 1.10E-53 | ENSG0000018316 | TMEM119
92 0

153.706145 | 1.057430701 0.0689663 | 15.33256778 | 4.63E-53 | 1.84E-52 | ENSG0000018320 | GDPGPI

9 15 8

3058.42939 | -1.036083119 0.0625508 | -16.56384466 | 1.27E-61 | 5.93E-61 | ENSG0000018325 | DDX41

8 84 8

16523.7922 | -1.605226622 0.1060403 | -15.13788117 | 9.11E-52 | 3.52E-51 | ENSG0000018328 | DAZAP2

5 77 3

903.425084 | 1.145865557 0.0695047 | 16.4861378 4.62E-61 | 2.13E-60 | ENSGO0000018330 | ZNF623

6 91 9

1484.71522 | 1.605965971 0.0815783 | 19.6861681 2.83E-86 | 2.03E-85 | ENSG0000018333 | BCOR

5 94 7

1983.98842 | 1.573288748 0.0553968 | 28.40033893 | 2.00E- 6.33E- ENSG0000018335 | KIAA2026

5 3 177 176 4

2498.13836 | -1.503586479 0.1444377 | -10.40992783 | 2.23E-25 | 5.08E-25 | ENSG0000018338 | FHL3

1 43 6

1226.38749 | -1.439186726 0.1056998 | -13.61579217 | 3.23E-42 | 1.05E-41 | ENSG0000018340 | CCDCI159

1 16 1

1398.56936 | -1.784173773 0.1186223 | -15.04078982 | 3.97E-51 | 1.52E-50 | ENSG0000018348 | GPR132

3 46 4

7059.23003 | -2.91041488 0.1322860 | -22.00091909 | 2.82E- 2.90E- ENSG0000018348 | MX2

3 59 107 106 6

3399.20483 | 1.476003772 0.0662518 | 22.27867202 | 5.95E- 6.43E- ENSG0000018349 | EP400

4 74 110 109 5

424.541536 | 4.970915194 0.1646719 | 30.18677023 | 3.53E- 1.50E- ENSG0000018349 | MEX3B

4 79 200 198 6

5098.48536 | -2.306655094 0.1866749 | -12.35653376 | 4.49E-35 | 1.26E-34 | ENSG0000018350 | TENTS5C

3 32 8

154.337911 | 2.807942714 0.0810482 | 34.64534259 | 5.25E- 4.35E- ENSG0000018356 | SERHL2

3 02 263 261 9

570.546929 | 1.025820676 0.0885840 | 11.5801929 5.19E-31 | 1.34E-30 | ENSG0000018360 | SFXN4

1 75 5

444.541989 | -1.401349614 0.0753189 | -18.60552702 | 2.90E-77 | 1.77E-76 | ENSG0000018361 | MRPL54

8 96 7

1734.86971 | -1.910594323 0.1686673 | -11.32758635 | 9.58E-30 | 2.40E-29 | ENSG0000018362 | ZNF438

9 81 1

1216.51629 | -1.483432627 0.0557476 | -26.60979948 | 5.23E- 1.18E- ENSG0000018362 | HMCES

4 06 156 154 4

166.862892 | -3.479675327 0.2473859 | -14.06577392 | 6.16E-45 | 2.10E-44 | ENSG0000018362 | CCR3

4 84 5

230.905825 | -1.94433303 0.1569132 | -12.39113018 | 2.92E-35 | 8.19E-35 | ENSG0000018365 | KLHL25
92 5

6153.69802 | -4.228822074 0.2043186 | -20.69719401 | 3.67E-95 | 3.05E-94 | ENSG0000018369 | UPP1

9 18 6




107.271213 | 1.290000185 | 0.1725427 | 7.47641012 | 7.64E-14 | 1.32E-13 | ENSG0000018372 | LHFPL6
9 26 2

514.312800 | 1.670215348 | 0.1798145 | 9.288541943 | 1.56E-20 | 3.17E-20 | ENSG0000018372 | CMTM4
2 89 3

3564.17157 | -1.014146702 | 0.0779329 | -13.01306193 | 1.03E-38 | 3.12E-38 | ENSG0000018372 | TMEMS0A
6 8 6

444.532530 | 1.045611279 | 0.0999531 | 10.4610131 | 1.30E-25 | 2.98E-25 | ENSG0000018376 | CHEK2
9 56 5

227.220295 | 1.243435145 | 0.1684337 | 7.382340766 | 1.56E-13 | 2.67E-13 | ENSG0000018377 | AIFM3
2 24 3

286.868605 | -1.791236883 | 0.2376799 | -7.536340427 | 4.83E-14 | 8.41E-14 | ENSG0000018377 | ZNF703
9 32 9

797.002793 | 1.356392176 | 0.1184740 | 11.44885786 | 2.38E-30 | 6.05E-30 | ENSG0000018380 | RBMI12B
3 17 8

219.325462 | -2.339002582 | 0.1967845 | -11.88611009 | 1.40E-32 | 3.71E-32 | ENSG0000018381 | CCR4
4 3 3

213.352013 | 1.476368606 | 0.1544255 | 9.560390168 | 1.17E-21 | 2.45E-21 | ENSG0000018381 | LIN9

8 6 4

150.243330 | -1.067739757 | 0.1332961 | -8.010283465 | 1.14E-15 | 2.07E-15 | ENSG0000018382 | NUDT14
7 26 8

176.496071 | -1.452175658 | 0.1731960 | -8.384576202 | 5.09E-17 | 9.50E-17 | ENSG0000018383 | PNMA3
3 71 7

781.745776 | 1.929891153 | 0.1765239 | 10.93274372 | 8.04E-28 | 1.93E-27 | ENSG0000018385 | IQGAP3
4 54 6

63.2174204 | 1.129723113 | 0.2183033 | 5.175015268 | 2.28E-07 | 3.24E-07 | ENSG0000018396 | KCNHS
1 39 0

482167919 | 2.484499995 | 0.0910553 | 27.28560981 | 6.29E- | 1.59E- | ENSG0000018397 | PP2D1
7 22 164 162 7

315.216639 | -4.183737892 | 0.2575166 | -16.24647443 | 2.37E-59 | 1.06E-58 | ENSG0000018400 | STEGGALNAC3
6 64 5

85833.1517 | -1.06056173 0.0663697 | -15.9795992 | 1.77E-57 | 7.66E-57 | ENSG0000018400 | ACTG1
5 33 9

7497.01049 | -1.089391276 | 0.1136005 | -9.589666237 | 8.84E-22 | 1.85E-21 | ENSG0000018401 | DENNDS5A
5 41 4

1059.20694 | -1.30066624 | 0.0729544 | -17.82847718 | 4.25E-71 | 2.34E-70 | ENSG0000018407 | UQCR10
8 22 6

338.443705 | 1.838932098 | 0.0717794 | 25.61920848 | 9.32E- | 1.79E- | ENSG0000018408 | FAM120C
8 27 145 143 3

179.157482 | -2.699206667 | 0.2101265 | -12.84562696 | 9.10E-38 | 2.69E-37 | ENSG0000018411 | CLDN5
6 03 3

328.049596 | 1.734107673 | 0.0901389 | 19.23815214 | 1.77E-82 | 1.19E-81 | ENSG0000018415 | LRTOMT
8 94 4

2276.86874 | -2.682452765 | 0.1128139 | -23.77765953 | 5.69E- | 7.92E- | ENSG0000018418 | UBE2F
2 95 125 124 2




2114.01418 | -1.050485446 0.0608810 | -17.25473127 | 1.03E-66 | 5.28E-66 | ENSG0000018420 | PPPIR2

1 09 3

2876.81436 | -2.952496794 0.1662652 | -17.75774877 | 1.50E-70 | 8.17E-70 | ENSG0000018420 | TSPYL2

8 64 5

689.179609 | -1.131602112 0.0688874 | -16.4268144 | 1.23E-60 | 5.64E-60 | ENSG0000018420 | SNRNP35

1 96 9

4755.29220 | -1.457341986 0.0807245 | -18.05327137 | 7.44E-73 | 4.22E-72 | ENSG0000018421 | IRAKI1

1 38 6

133.292098 | 1.350115795 0.2201132 | 6.133732346 | 8.58E-10 | 1.32E-09 | ENSG0000018422 | PCDH9

3 56 6

628.443436 | 1.406570185 0.1280366 | 10.98568041 | 4.48E-28 | 1.08E-27 | ENSG0000018423 | OAF

1 93 2

141.005513 | -3.144237789 0.1839839 | -17.08974144 | 1.77E-65 | 8.83E-65 | ENSG0000018426 | HIST2H2AC

4 3 0

388.029855 | -1.234111808 0.1221262 | -10.10520928 | 5.24E-24 | 1.15E-23 | ENSG0000018427 | POU6F1

6 99 1

1190.72702 | -2.150402886 0.0909089 | -23.65447271 | 1.06E- 1.45E- ENSG0000018428 | TSSC4

4 33 123 122 1

123.689703 | 2.444189535 0.2070181 | 11.80664364 | 3.61E-32 | 9.50E-32 | ENSG0000018430 | CCSERI

2 51 5

386.965274 | 2.467501043 0.1366805 | 18.05305584 | 7.46E-73 | 4.23E-72 | ENSG0000018430 | ZDHHC23

4 19 7

139.599708 | 2.649588641 0.1736964 | 15.25412822 | 1.55E-52 | 6.08E-52 | ENSG0000018431 | MROH7

4 97 3

25.8702854 | 1.638593455 0.1190647 | 13.7622061 4.30E-43 | 1.41E-42 | ENSG0000018436 | SPATA32

3 37 1

622.984687 | -1.256987379 0.1589631 | -7.907412169 | 2.63E-15 | 4.71E-15 | ENSG0000018437 | CSF1

3 79 1

43.0400429 | -1.919851767 0.2063314 | -9.304697777 | 1.34E-20 | 2.73E-20 | ENSG0000018437 | ACTRT3
48 8

2597.55342 | 1.839989639 0.1473118 | 12.49044091 | 8.42E-36 | 2.38E-35 | ENSG0000018444 | KNTC1

7 24 5

44.9603160 | -1.604406915 0.1949022 | -8.231854091 | 1.84E-16 | 3.39E-16 | ENSG0000018445 | CCR10

9 54 1

850.314812 | 2.410457195 0.0900954 | 26.75448219 | 1.10E- 2.53E- ENSG0000018446 | WDR27

5 53 157 156 5

2826.30379 | -3.313992571 0.1425523 | -23.24754521 | 1.51E- 1.90E- ENSG0000018448 | FOXO4

9 66 119 118 1

1164.26139 | -2.057356898 0.1541789 | -13.34395588 | 1.28E-40 | 4.04E-40 | ENSG0000018448 | PTP4A3

6 34 9

249.861003 | -4.029252907 0.2060947 | -19.55049198 | 4.09E-85 | 2.88E-84 | ENSG0000018454 | DUSP8

7 06 5

7434.33816 | -3.31437368 0.1940289 | -17.08185149 | 2.03E-65 | 1.01E-64 | ENSG0000018455 | SOCS3

7 48 7




4357.89871 | -3.390780115 0.1314479 | -25.79561124 | 9.93E- 1.97E- ENSG0000018460 | SNN
46 147 145 2

447.412653 | -2.562663235 0.2287001 | -11.20534312 | 3.84E-29 | 9.50E-29 | ENSG0000018461 | NELL2

4 13 3

66.7960360 | 1.184180726 0.1138557 | 10.40070777 | 2.46E-25 | 5.59E-25 | ENSG0000018461 | KRBA2

9 83 9

374.813821 | 1.516424041 0.1184621 | 12.80091528 | 1.62E-37 | 4.77E-37 | ENSG0000018463 | ZNF93

1 57 5

13613.0157 | -1.863862464 0.0779953 | -23.89709939 | 3.28E- 4.66E- ENSG0000018464 | SEPTINO
43 126 125 0

351.071517 | 1.475808098 0.1167579 | 12.63988914 | 1.27E-36 | 3.67E-36 | ENSG0000018467 | AMERI

3 94 5

5179.11964 | -2.230311511 0.1835095 | -12.15365092 | 5.49E-34 | 1.50E-33 | ENSG0000018467 | HIST2H2BE

9 91 8

1155.17684 | -1.765313373 0.2010355 | -8.781099852 | 1.62E-18 | 3.13E-18 | ENSG0000018470 | SEPTINS

9 65 2

10088.7662 | -3.147348864 0.1875685 | -16.77972552 | 3.43E-63 | 1.65E-62 | ENSG0000018473 | APOBR

3 55 0

83.2988463 | 2.201807332 0.1791883 | 12.28766812 | 1.06E-34 | 2.93E-34 | ENSG0000018478 | SMIM10

7 79 5

2405.61786 | -3.118447446 0.2256001 | -13.82289797 | 1.85E-43 | 6.15E-43 | ENSG0000018479 | OSBP2

4 2 2

3662.65699 | -1.131161566 0.0523395 | -21.61197752 | 1.39E- 1.33E- ENSG0000018484 | TMED9

8 68 103 102 0

126.691953 | -1.972355489 0.1843432 | -10.69936262 | 1.02E-26 | 2.40E-26 | ENSG0000018486 | ARMCX2

3 7 7

988.149456 | -1.648834513 0.0799837 | -20.61462484 | 2.03E-94 | 1.66E-93 | ENSG0000018488 | BTBD6

6 26 7

4978.26999 | -1.734259498 0.1477152 | -11.74055954 | 7.90E-32 | 2.06E-31 | ENSG0000018489 | HIFX

1 34 7

117.186363 | 1.220201673 0.1375623 | 8.870173518 | 7.30E-19 | 1.42E-18 | ENSG0000018490 | IMMP2L

2 23 3

78.6925678 | -1.658566616 0.1783663 | -9.298652612 | 1.42E-20 | 2.88E-20 | ENSG0000018491 | JAG2

5 38 6

21078.7088 | -2.047266451 0.1205732 | -16.97944125 | 1.17E-64 | 5.75E-64 | ENSG0000018492 | FMNLI1

6 52 2

41.0801490 | 2.196942088 0.1310799 | 16.76032702 | 4.76E-63 | 2.28E-62 | ENSG0000018492 | NUTM2A

1 06 3

98.0249699 | 2.731940041 0.1768333 | 15.44923921 | 7.63E-54 | 3.08E-53 | ENSG0000018495 | MUC6

4 06 6

176.321173 | -1.539069995 0.2235412 | -6.884948102 | 5.78E-12 | 9.49E-12 | ENSG0000018497 | USP18

3 63 9

40.5567324 | 2.08858364 0.1334932 | 15.64561194 | 3.56E-55 | 1.47E-54 | ENSG0000018498 | CHRMS5

4 53 4




50.8777618 | 1.41954392 0.2122016 | 6.689599177 | 2.24E-11 | 3.61E-11 | ENSG0000018498 | TMEMI121

7 41 6

1446.24486 | 2.362300061 0.0674403 | 35.02800971 | 8.43E- 7.65E- ENSG0000018498 | TMEM106A

8 16 269 267 8

1407.44251 | 1.104357522 0.1475403 | 7.485121253 | 7.15E-14 | 1.24E-13 | ENSG0000018499 | BRI3BP

9 65 2

2638.22298 | -1.571490886 0.1051205 | -14.94941103 | 1.57E-50 | 5.93E-50 | ENSG0000018500 | DGAT1
&9 0

1420.72333 | -2.291686437 0.1815626 | -12.62201166 | 1.60E-36 | 4.60E-36 | ENSG0000018502 | MAFF

1 94 2

2670.31314 | -2.418407782 0.1337359 | -18.0834523 | 4.30E-73 | 2.46E-72 | ENSG0000018503 | SEMA4B

6 56 3

2532.96861 | -1.942821901 0.0864873 | -22.46365937 | 9.41E- 1.05E- ENSG0000018504 | CIB1

3 29 112 110 3

278.947900 | 1.795298983 0.2453210 | 7.318160538 | 2.51E-13 | 4.28E-13 | ENSG0000018505 | SLC24A3

9 71 2

133.452773 | 2.27943472 0.1671345 | 13.63832325 | 2.37E-42 | 7.69E-42 | ENSG0000018509 | MANEAL

7 28 0

788.191757 | -2.095983103 0.1462512 | -14.33138246 | 1.39E-46 | 4.92E-46 | ENSG0000018510 | ANO9

6 85 1

661.082915 | -1.42969833 0.0908379 | -15.73899374 | 8.17E-56 | 3.41E-55 | ENSG0000018511 | NSMCE3

7 76 5

939.423857 | 1.32325378 0.0991128 | 13.35098368 | 1.17E-40 | 3.68E-40 | ENSG0000018512 | PURA

1 3 9

875.921224 | 1.185066058 0.0712072 | 16.64250266 | 3.43E-62 | 1.62E-61 | ENSG0000018515 | LRRC37B

2 03 8

3251.73018 | -1.739843367 0.1525490 | -11.40513748 | 3.94E-30 | 9.96E-30 | ENSG0000018518 | SIGIRR

1 92 7

477.980199 | -1.067883252 0.1424305 | -7.497572429 | 6.50E-14 | 1.13E-13 | ENSG0000018518 | NRBP2

6 35 9

2412.74395 | 3.767983246 0.2631752 | 14.3173901 1.70E-46 | 6.01E-46 | ENSGO0000018519 | PRSS57

4 87 8

108208.916 | -6.467748163 0.1813948 | -35.65563018 | 1.93E- 1.92E- ENSG0000018520 | IFITM2

9 63 278 276 1

8385.28879 | -1.559104472 0.1711895 | -9.107473462 | 8.43E-20 | 1.68E-19 | ENSG0000018521 | TNFAIP2
71 5

4002.38186 | -1.713924198 0.0789676 | -21.70413548 | 1.88E- 1.83E- ENSG0000018523 | RAB11B
33 104 103 6

522.093508 | 1.304657002 0.1180178 | 11.05474037 | 2.08E-28 | 5.06E-28 | ENSG0000018523 | PRMT3

1 78 8

489.838717 | 1.518183044 0.0755818 | 20.08661414 | 9.66E-90 | 7.28E-89 | ENSG0000018525 | ZNF74

5 29 2

7145.72848 | -3.335115299 0.1053975 | -31.64318954 | 9.41E- 5.14E- ENSG0000018526 | UBALD2

8 7 220 218 2




1332.21344 | 1.013495659 0.1280132 | 7.917113832 | 2.43E-15 | 4.36E-15 | ENSG0000018529 | IL3RA

9 74 1

728.386721 | -1.045303411 0.0468830 | -22.29597134 | 4.04E- 4.39E- ENSG0000018529 | CCDC137

6 62 110 109 8

257.540703 | -2.841549376 0.1452595 | -19.56187599 | 3.27E-85 | 2.30E-84 | ENSG0000018533 | SOCSI1

9 54 8

1353.14920 | -1.323405235 0.2149485 | -6.156846309 | 7.42E-10 | 1.14E-09 | ENSG0000018533 | TCN2

1 58 9

654.255285 | -1.784296928 0.2176069 | -8.199631597 | 2.41E-16 | 4.43E-16 | ENSG0000018534 | GAS2L1

4 63 0

1987.69532 | 1.752781972 0.0675234 | 25.95813584 | 1.47E- 3.00E- ENSG0000018534 | ATP6V0OA2
15 148 147 4

2902.44089 | 1.145735391 0.1326252 | 8.638895126 | 5.68E-18 | 1.08E-17 | ENSG0000018543 | METTL7A

9 23 2

128.806934 | -1.84810497 0.1844091 | -10.02176216 | 1.22E-23 | 2.66E-23 | ENSG0000018543 | IFNLRI

1 83 6

242.332988 | -1.286136344 0.1930276 | -6.662963586 | 2.68E-11 | 4.32E-11 | ENSG0000018544 | FAM174B

1 71 2

331.147039 | 1.643229257 0.1981036 | 8.294793503 | 1.09E-16 | 2.01E-16 | ENSG0000018548 | PARPBP

3 97 0

146.939094 | 1.084810318 0.1161397 | 9.340560235 | 9.58E-21 | 1.95E-20 | ENSG0000018549 | MUCI1

6 49 9

4860.41084 | -2.803708591 0.1243657 | -22.54405648 | 1.54E- 1.74E- ENSG0000018550 | IRF7

5 54 112 111 7

612.620513 | 1.77031354 0.0703747 | 25.15553053 | 1.23E- 2.17E- ENSG0000018551 | L3MBTL1

5 25 139 138 3

112.253363 | -1.350093478 0.1062617 | -12.70535671 | 5.52E-37 | 1.60E-36 | ENSG0000018552 | LMNTD2

4 53 2

176.108095 | 3.242797156 0.1697896 | 19.09891186 | 2.58E-81 | 1.69E-80 | ENSG0000018556 | AHNAK2
29 7

282.643910 | 3.909208437 0.2266545 | 17.2474306 1.17E-66 | 5.98E-66 | ENSG0000018558 | OLFML2A

9 39 5

209.704732 | 1.805244345 0.1169397 | 15.4373936 9.17E-54 | 3.69E-53 | ENSG0000018561 | INKA1

3 11 4

201.097463 | 2.493636095 0.1147345 | 21.73396064 | 9.80E- 9.66E- ENSG0000018562 | LMLN

1 45 105 104 1

3611.97160 | -1.627633692 0.0554269 | -29.36539073 | 1.52E- 5.64E- ENSG0000018562 | PSMD13

3 38 189 188 7

321.043420 | -1.399577222 0.2861156 | -4.891648176 | 1.00E-06 | 1.39E-06 | ENSG0000018563 | PBXI

7 75 0

18139.7819 | -4.008177518 0.1559955 | -25.69417679 | 1.36E- 2.64E- ENSG0000018565 | ZFP36L1

3 61 145 144 0

3030.23337 | 1.725531643 0.0696013 | 24.79163383 | 1.10E- 1.81E- ENSG0000018565 | BRWDI

8 69 135 134 8




45.3179370 | 1.061897818 0.1047694 | 10.13556476 | 3.84E-24 | 8.48E-24 | ENSG0000018566 | PMEL

3 77 4

598.837998 | -2.075788905 0.1313772 | -15.80021007 | 3.10E-56 | 1.30E-55 | ENSG0000018566 | SNAI3

2 98 9

687.20204 -1.983679362 0.1679489 | -11.81120615 | 3.42E-32 | 9.00E-32 | ENSG0000018569 | MYBLI
24 7

2749.39542 | 1.132940968 0.0693756 | 16.33053291 | 5.99E-60 | 2.72E-59 | ENSG0000018572 | ANKFY1

8 28 2

167.114216 | 1.000316925 0.0842809 | 11.86883211 1.72E-32 | 4.56E-32 | ENSG0000018573 | ZNF696

5 9 0

724.922099 | -2.727407009 0.2269458 | -12.01787597 | 2.86E-33 | 7.69E-33 | ENSG0000018574 | IFIT1

6 44 5

774967931 | 2.101903407 0.1945116 | 10.80605576 | 3.22E-27 | 7.64E-27 | ENSG0000018576 | KCNQ5

4 2 0

47.2271927 | -2.095057121 0.1802921 | -11.62034854 | 3.25E-31 | 8.39E-31 | ENSG0000018576 | ADAMTSL5

5 07 1

6443.78010 | -1.010265026 0.0571424 | -17.67974929 | 6.01E-70 | 3.23E-69 | ENSG0000018578 | MORF4L1

9 97 7

539.830331 | -2.110361604 0.1315864 | -16.03783883 | 6.95E-58 | 3.03E-57 | ENSG0000018580 | DMWD

3 08 0

7085.50498 | -2.574169383 0.0974863 | -26.4054352 1.19E- 2.61E- ENSG0000018582 | BCAP31

6 46 153 152 5

157.106448 | 1.855431107 0.1152267 | 16.10243537 | 2.45E-58 | 1.08E-57 | ENSG0000018582 | ARL17A
38 9

213.113634 | 3.738978567 0.1428657 | 26.17127056 | 5.64E- 1.20E- ENSG0000018584 | DNAH14

2 64 151 149 2

23976.6137 | -2.649007197 0.1445570 | -18.32499656 | 5.23E-75 | 3.07E-74 | ENSG0000018586 | EVI2B

1 36 2

488.341480 | 1.669978189 0.0761762 | 21.92256319 | 1.58E- 1.61E- ENSG0000018586 | NPIPB4

3 29 106 105 4

150.040115 | 1.701312703 0.1430748 | 11.89107109 | 1.32E-32 | 3.50E-32 | ENSG0000018586 | ZNF829

4 07 9

153.707015 | 1.125453071 0.1595330 | 7.054672492 | 1.73E-12 | 2.88E-12 | ENSG0000018587 | THNSLI

5 01 5

1368.59566 | -2.089258089 0.0830350 | -25.16114757 | 1.07E- 1.89E- ENSG0000018588 | TRIM69

3 87 139 138 0

15642.3007 | -5.791575077 0.1352310 | -42.82725603 | 0.00E+0 | 0.00E+0 | ENSGO0000018588 | ATP6VOC

6 56 0 0 3

9174.88586 | -4.873001204 0.1542193 | -31.59786082 | 3.95E- 2.14E- ENSG0000018588 | IFITM1

7 39 219 217 5

8100.04779 | -1.144808249 0.0859602 | -13.31787229 | 1.82E-40 | 5.71E-40 | ENSG0000018589 | LAMP1

3 96 6

238.226472 | 3.548478051 0.1337362 | 26.53341451 | 3.99E- 8.93E- ENSG0000018590 | POMK

3 01 155 154 0




4181.66835 | -1.155270398 | 0.1484362 | -7.78294096 | 7.09E-15 | 1.26E-14 | ENSG0000018590 | C160rf54
7 28 5

516.390038 | -2.271875417 | 0.1744148 | -13.02569824 | 8.74E-39 | 2.65E-38 | ENSG0000018590 | KLHDCSB
1 66 9

1024.87488 | 1.425476947 | 0.0970250 | 14.69184652 | 7.27E-49 | 2.67E-48 | ENSG0000018594 | RNPC3

6 37 6

68.9968073 | -1.184738026 | 0.1467100 | -8.075371497 | 6.73E-16 | 1.22E-15 | ENSG0000018595 | C7orf61

8 34 5

329532265 | -1.530748032 | 0.1081444 | -14.15466278 | 1.75E-45 | 6.04E-45 | ENSG0000018598 | RASA3

8 37 9

1647.46935 | -3.145059008 | 0.0705923 | -44.55237487 | 0.00E+0 | 0.00E+0 | ENSG0000018601 | NDUFAI13
3 99 0 0 0

310.390831 | 2.151612931 0.1069593 | 20.11617833 | 5.33E-90 | 4.02E-89 | ENSG0000018601 | ZNF566
4 29 7

904.941552 | 1.58022827 0.1038297 | 15.21942016 | 2.63B-52 | 1.03B-51 | ENSG0000018602 | ZNF529
2 29 0

2662.67308 | -1.679798022 | 0.2335006 | -7.193975209 | 6.29E-13 | 1.06E-12 | ENSG0000018607 | CD300LF
7 69 4

3927.68340 | -1.258160439 | 0.0929572 | -13.53482879 | 9.74E-42 | 3.13E-41 | ENSG0000018618 | POLRID
5 48 4

1164.92856 | 2.164608796 | 0.0917910 | 23.58192785 | 5.91E- | 7.92E- | ENSG0000018618 | ZNRF1

8 02 123 122 7

2271.62862 | -2.130471149 | 0.2655534 | -8.022758222 | 1.03E-15 | 1.87E-15 | ENSG0000018620 | I-Mar

2 53 5

168.907589 | 1.35260281 0.1110236 | 12.18301789 | 3.83E-34 | 1.05E-33 | ENSG0000018623 | ZNF749
9 25 0

636.848393 | 2301609679 | 0.1185052 | 19.42199992 | 5.03E-84 | 3.46E-83 | ENSG0000018626 | MRTFB

3 87 0

426.082225 | -1.127747609 | 0.2228326 | -5.06096181 | 4.17E-07 | 5.88E-07 | ENSG0000018626 | BTLA

6 65 5

192.980705 | 1.237992146 | 0.0954847 | 12.9653435 | 1.92E-38 | 5.78E-38 | ENSG0000018627 | ZNF17

4 16 2

178.998122 | 1.210402852 | 0.1102370 | 10.98000319 | 4.77E-28 | 1.15E-27 | ENSG0000018630 | ZNF555

9 22 0

120.247445 | 2.874193533 | 0.1572498 | 18.27787207 | 1.24E-74 | 7.25E-74 | ENSG0000018631 | PRELID2
5 99 4

818.297376 | 2.993605725 | 0.0816643 | 36.65744985 | 3.48E- | 4.07E- | ENSG0000018631 | BACEI

6 2 294 292 8

10360.9895 | -3.168502439 | 0.1581219 | -20.03834207 | 2.55E-89 | 1.90E-88 | ENSG0000018635 | RXRA

7 86 0

194.269500 | -2.880455214 | 0.1399808 | -20.57748961 | 4.37E-94 | 3.55E-93 | ENSG0000018635 | ANKRD37
2 85 2

122275612 | 1.60101145 0.0575801 | 27.80489932 | 3.78E- | 1.05B- | ENSG0000018636 | NUDT17
5 92 170 168 4




548.496773 | -1.398434876 0.0815707 | -17.14382481 | 6.99E-66 | 3.53E-65 | ENSG0000018639 | KRT10

7 63 5

5930.19639 | -2.648980054 0.3468060 | -7.638217744 | 2.20E-14 | 3.86E-14 | ENSG0000018640 | CD300E
41 7

196.483339 | 2.866027545 0.0927122 | 30.91315516 | 7.95E- 3.81E- ENSG0000018640 | CCDC30

7 3 210 208 9

6119.10981 | -4.28908103 0.2921777 | -14.67969886 | 8.70E-49 | 3.18E-48 | ENSG0000018643 | FCAR

2 26 1

70.7794755 | 1.538178594 0.1383792 | 11.11567744 | 1.05E-28 | 2.58E-28 | ENSG0000018644 | ZNF501

1 04 6

479.278458 | 1.000133374 0.0917008 | 10.90647979 | 1.07E-27 | 2.57E-27 | ENSG0000018644 | ZNF197

5 41 8

3453.15197 | -1.831148291 0.1219594 | -15.01440067 | 5.91E-51 | 2.25E-50 | ENSG0000018646 | GNG2

2 66 9

3775.58078 | -1.341706882 0.0970294 | -13.82783424 | 1.73E-43 | 5.75E-43 | ENSG0000018647 | BTN3A2

3 31 0

2791.27820 | -1.650116746 0.1014051 | -16.27251248 | 1.55E-59 | 6.97E-59 | ENSG0000018648 | INSIG1

6 61 0

68.8413648 | -1.298055449 0.1629303 | -7.966936605 | 1.63E-15 | 2.93E-15 | ENSG0000018649 | ZNF396

9 1 6

1132.65162 | -1.227221125 0.0812412 | -15.10588094 | 1.48E-51 | 5.71E-51 | ENSG0000018650 | TMEM222

4 81 1

16073.7341 | -2.227208324 0.1028748 | -21.64968633 | 6.12E- 5.91E- ENSG0000018651 | ARHGAP30

7 54 104 103 7

108.865157 | -2.642403835 0.2137211 | -12.36378947 | 4.10E-35 | 1.15E-34 | ENSG0000018652 | SEPTIN10

5 93 2

3483.04556 | -4.534316394 0.2574709 | -17.61098259 | 2.03E-69 | 1.08E-68 | ENSG0000018652 | CYP4F3

1 49 9

2341.91248 | 1.612542951 0.0676218 | 23.84646847 | 1.10E- 1.55E- ENSG0000018656 | GPATCHS

4 77 125 124 6

532.970027 | -2.034980764 0.0809116 | -25.15065571 | 1.39E- 2.45E- ENSG0000018657 | SMIM29
39 139 138 7

157.799936 | -2.823470841 0.2147655 | -13.14676044 | 1.78E-39 | 5.47E-39 | ENSG0000018658 | SPATCI

2 2 3

6246.09010 | -2.732794371 0.0972319 | -28.10591669 | 8.29E- 2.45E- ENSG0000018659 | UBE2H

2 96 174 172 1

34.0885334 | -1.746898337 0.1414031 | -12.35402838 | 4.63E-35 | 1.29E-34 | ENSG0000018662 | FSD2

1 35 8

15575.0428 | -2.118886126 0.1174653 | -18.0383975 | 9.73E-73 | 5.51E-72 | ENSG0000018663 | ARAP1

8 2 5

319.013817 | 2.099020082 0.1424865 | 14.7313593 4.05E-49 | 1.49E-48 | ENSG0000018663 | KIF24

1 17 8

135.638428 | -1.186386179 0.1972203 | -6.0155363 1.79E-09 | 2.73E-09 | ENSG0000018664 | PDE2A

4 51 2




142.669607 | -1.529867341 0.1681233 | -9.099672823 | 9.06E-20 | 1.80E-19 | ENSG0000018664 | CARMIL3

8 35 8

3928.62234 | -4.780193295 0.3225263 | -14.82109612 | 1.07E-49 | 3.98E-49 | ENSG0000018665 | PRG2

6 2

1186.06102 | -2.391773071 0.1521240 | -15.72251853 | 1.06E-55 | 4.42E-55 | ENSG0000018665 | PRRS5

4 42 4

943.254766 | 1.606617632 0.1203939 | 13.34467309 | 1.27E-40 | 4.00E-40 | ENSG0000018668 | LYRM7

1 3 7

29.8791965 | 1.096777531 0.1111675 | 9.865988072 | 5.85E-23 | 1.26E-22 | ENSG0000018676 | FSCN2

8 31 5

709.868258 | 2.947503972 0.1578363 | 18.67442545 | 7.99E-78 | 4.93E-77 | ENSG0000018676 | SPIN4

4 94 7

338.800245 | 1.057097658 0.1545132 | 6.84146753 7.84E-12 | 1.28E-11 | ENSG0000018679 | HYAL3

9 9 2

200.569297 | -1.972007678 0.1634256 | -12.06669823 | 1.58E-33 | 4.28E-33 | ENSG0000018681 | CXCR3

6 23 0

1775.0652 -1.499558097 0.2436837 | -6.153706412 | 7.57E-10 | 1.16E-09 | ENSG0000018681 | LILRB4
24 8

299.477951 | -1.848295627 0.2342842 | -7.889114578 | 3.04E-15 | 5.44E-15 | ENSG0000018682 | TNFRSF4

3 93 7

376.222883 | -1.289869514 0.1757725 | -7.338289236 | 2.16E-13 | 3.69E-13 | ENSG0000018685 | TRABD2A

9 1 4

77.6496516 | 2.35317783 0.1926931 | 12.21204453 | 2.68E-34 | 7.36E-34 | ENSG0000018686 | PDZD7

8 91 2

1110.19999 | -1.127029916 0.0837729 | -13.45338638 | 2.94E-41 | 9.36E-41 | ENSG0000018686 | POFUT2

8 54 6

206.193149 | 1.30341632 0.2102678 | 6.198838995 | 5.69E-10 | 8.77E-10 | ENSG0000018687 | ERCC6L

8 13 1

355.057195 | -3.242809646 0.2350575 | -13.79581026 | 2.70E-43 | 8.92E-43 | ENSG0000018689 | TNFRSF18

7 71 1

34.9349904 | 1.627768902 0.1304063 | 12.4822787 9.33E-36 | 2.64E-35 | ENSG0000018690 | RTN4RL2

8 9 7

980.994686 | 1.789745688 0.0777996 | 23.0045354 4.20E- 5.08E- ENSG0000018695 | PPARA

7 88 117 116 1

66.7067891 | -1.529263522 0.1550097 | -9.86559753 | 5.87E-23 | 1.26E-22 | ENSG0000018699 | KANK3

5 21 4

1031.44748 | 1.768029109 0.1978564 | 8.935916563 | 4.04E-19 | 7.92E-19 | ENSG0000018699 | EMID1

4 93 8

375.326809 | -3.445360658 0.2744045 | -12.55577173 | 3.70E-36 | 1.06E-35 | ENSG0000018701 | ESPN
31 7

34.9455331 | -1.743398945 0.1562121 | -11.16045524 | 6.37E-29 | 1.57E-28 | ENSG0000018704 | TMPRSS6

1 71 5

117797717 | -1.85446389 0.0676254 | -27.42255414 | 1.48E- 3.82E- ENSG0000018705 | RPS19BP1

4 98 165 164 1




594.029591 | -1.909309696 0.1174628 | -16.25458409 | 2.07E-59 | 9.32E-59 | ENSG0000018709 | PLCDI1

2 45 1

193.439697 | 1.981759452 0.1599477 | 12.3900421 2.96E-35 | 8.30E-35 | ENSG0000018709 | MITF
58 8

81.8075063 | 3.38398114 0.0887868 | 38.11355878 | 0.00E+0 | 0.00E+0 | ENSG0000018710 | HEATR4

8 06 0 0 5

17474.4951 | -6.085065896 0.3326811 | -18.2909843 | 9.76E-75 | 5.72E-74 | ENSG0000018711 | LILRAS

5 61 6

4018.08912 | 1.304657948 0.0627247 | 20.79971672 | 4.35E-96 | 3.68E-95 | ENSG0000018714 | RNF220
94 7

352.973771 | 2.23129845 0.0998503 | 22.34643266 | 1.31E- 1.43E- ENSG0000018718 | ZNF546
2 110 109 7

302.603129 | -2.662101516 0.1657136 | -16.06446678 | 4.53E-58 | 1.98E-57 | ENSG0000018719 | MT1X

9 56 3

1191.01223 | 1.413989083 0.1064102 | 13.28809697 | 2.71E-40 | 8.48E-40 | ENSG0000018721 | GCNT1

5 02 0

128.036757 | 2.64739069 0.1492908 | 17.73310999 | 2.33E-70 | 1.26E-69 | ENSG0000018724 | DYNC2H1

2 29 0

318.204933 | -2.065965509 0.2458219 | -8.404316751 | 4.30E-17 | 8.05E-17 | ENSG0000018724 | BCAM

6 47 4

655.109659 | -1.158898638 0.1615734 | -7.172579722 | 7.36E-13 | 1.24E-12 | ENSG0000018726 | EPOR

4 76 6

4530.67027 | -1.074033189 0.0948151 | -11.32765357 | 9.57E-30 | 2.40E-29 | ENSG0000018744 | CHP1

5 51 6

110.256118 | -1.549561711 0.2371648 | -6.533691743 | 6.42E-11 | 1.02E-10 | ENSG0000018747 | FPR3

9 02 4

651.388717 | 1.356170139 0.1066263 | 12.71889808 | 4.64E-37 | 1.35E-36 | ENSG0000018752 | HSPA14

3 86 2

1870.91323 | -1.683723427 0.0904516 | -18.61462826 | 2.45E-77 | 1.49E-76 | ENSG0000018753 | SIRT7

3 28 1

429.597954 | 1.75226364 0.0801468 | 21.86315858 | 5.83E- 5.87E- ENSG0000018753 | IFT140

2 66 106 105 5

2153.61520 | -3.494021798 0.3032033 | -11.52369194 | 1.00E-30 | 2.56E-30 | ENSG0000018755 | TLRS

1 32 4

40.2627252 | -1.238039967 0.1496257 | -8.274246469 | 1.29E-16 | 2.39E-16 | ENSG0000018758 | PLEKHNI

5 06 3

151.780439 | 4.071378113 0.1891954 | 21.51942545 | 1.02E- 9.67E- ENSGO0000018759 | ZNF385C

5 84 102 102 5

1987.11518 | -4.331253416 0.1832121 | -23.64064622 | 1.47E- 2.00E- ENSG0000018760 | ISGI15

7 41 123 122 8

99.3082480 | 1.827332373 0.1593250 | 11.46920997 | 1.88E-30 | 4.79E-30 | ENSG0000018762 | C170rf97

5 43 4

204.196452 | 1.503700796 0.0906272 | 16.59214375 | 7.94E-62 | 3.72E-61 | ENSG0000018767 | B3GLCT

9 76 6




247425112 | -1.110953761 | 0.0798987 | -13.90451422 | 5.95E-44 | 1.99E-43 | ENSG0000018768 | TRPV2

8 83 8

76.1629743 | 2.74622728 0.1346661 | 20.39284875 | 1.94E-92 | 1.52E-91 | ENSG0000018772 | DNAJB13

6 92 6

273.820500 | -3.634965268 | 0.0594938 | -61.09821533 | 0.00E+0 | 0.00E+0 | ENSG0000018773 | NHEJI

9 04 0 0 6

1299.45495 | 1.396343152 | 0.0993073 | 14.06082678 | 6.61E-45 | 2.25E-44 | ENSG0000018774 | FANCA

9 29 1

9303.77043 | -1.462650762 | 0.0839702 | -17.41868024 | 5.95E-68 | 3.10E-67 | ENSG0000018776 | SEMA4D

8 4 4

1404.31983 | -2.662630097 | 0.1443812 | -18.44166072 | 6.08E-76 | 3.64E-75 | ENSG0000018777 | DNAH17
54 5

434.888363 | 2.134361129 | 0.1548802 | 13.78071636 | 3.33E-43 | 1.10E-42 | ENSG0000018779 | FANCM

7 74 0

770.519947 | 3.865894315 | 0.0916766 | 42.16878248 | 0.00E+0 | 0.00E+0 | ENSG0000018779 | ZNF70

5 88 0 0 2

1042.52636 | 1.061735326 | 0.1411853 | 7.520153069 | 5.47E-14 | 9.50E-14 | ENSG0000018779 | CARD9

3 34 6

340.710554 | 1.421859084 | 0.2392655 | 5.942599415 | 2.81E-09 | 4.24E-09 | ENSG0000018780 | PEARI

5 11 0

202.539553 | -1.593545321 | 0.1386744 | -11.49127127 | 1.46E-30 | 3.72E-30 | ENSG0000018780 | SOWAHD

4 15 8

215351108 | 1.307026237 | 0.0867019 | 15.07493578 | 2.37E-51 | 9.08E-51 | ENSG0000018781 | ZFP69

5 44 5

347.059252 | 3.144627107 | 0.0865412 | 36.33674494 | 426E- | 4.58E- | ENSG0000018782 | TMEM220

5 44 289 287 4

4115.18499 | -5.180885897 | 0.1645649 | -31.48232512 | 1.52B- | 8.02E- | ENSG0000018783 | HISTIHIC

7 07 217 216 7

1171.69247 | -5.372320176 | 0.0929635 | -57.78951836 | 0.00E+0 | 0.00E+0 | ENSG0000018783 | PLSCR3

1 74 0 0 8

252774731 | 2.614284822 | 0.1702154 | 15.35868001 | 3.10E-53 | 1.24E-52 | ENSG0000018786 | TTC24

4 63 2

354.383103 | -3.29931595 0.1831706 | -18.01225692 | 1.56E-72 | 8.78E-72 | ENSG0000018791 | CLEC17A

5 02 2

89.5885152 | 2.696080784 | 0.2076148 | 12.98597419 | 1.47E-38 | 4.43E-38 | ENSG0000018795 | COL14Al

7 27 5

386.693966 | -1.155043446 | 0.1104453 | -10.45805668 | 1.35E-25 | 3.07E-25 | ENSG0000018796 | KLHL17

7 23 1

954.827806 | -1.941942595 | 0.0827558 | -23.46593407 | 9.09E- | 1.20E- | ENSG0000018799 | RINL

4 19 122 120 4

60.9971565 | -1.472389496 | 0.1885759 | -7.807939959 | 5.81E-15 | 1.03E-14 | ENSG0000018799 | C170rf99

9 24 7

76.6014882 | -1.61296862 0.1971737 | -8.180444047 | 2.83E-16 | 5.18E-16 | ENSG0000018800 | TPRGI

3 24 1




5030.22207 | -3.683549718 0.1790941 | -20.56767486 | 5.35E-94 | 4.33E-93 | ENSG0000018804 | ARL4C
24 2

429.609435 | 2.448917481 0.0996177 | 24.58314925 | 1.91E- 3.04E- ENSG0000018807 | Cllorf95

6 28 133 132 0

109.153480 | 3.042356983 0.1404262 | 21.66516112 | 4.37E- 4.24E- ENSG0000018810 | EYS

7 34 104 103 7

618.084581 | 1.917252749 0.1602815 | 11.9617811 5.63E-33 | 1.51E-32 | ENSG0000018813 | MAPKI12
44 0

101.058938 | 3.521551433 0.0994255 | 35.41898333 | 8.71E- 8.47E- ENSG0000018815 | NUTM2G
37 275 273 2

305.641386 | 2.341472646 0.0795271 | 29.44243296 | 1.57E- 5.96E- ENSG0000018816 | TMPPE

1 45 190 189 7

184.368428 | 1.32546354 0.1755502 | 7.550337817 | 4.34E-14 | 7.56E-14 | ENSG0000018817 | ZNF626

2 3 1

2705.49147 | -2.380913065 0.0938877 | -25.35914547 | 7.12E- 1.30E- ENSG0000018818 | LAMTOR4

4 48 142 140 6

392.872624 | -1.057599228 0.1010822 | -10.46275811 | 1.28E-25 | 2.93E-25 | ENSG0000018819 | PRKARIB

4 59 1

213.231049 | 2.503861181 0.1556046 | 16.09116802 | 2.94E-58 | 1.29E-57 | ENSG0000018821 | NCR3LGl1

7 88 1

236.081130 | 1.925929497 0.1807722 | 10.65390208 | 1.67E-26 | 3.90E-26 | ENSG0000018822 | ZNF793

9 17 7

122.333790 | -1.453618795 0.2162720 | -6.721250358 | 1.80E-11 | 2.91E-11 | ENSG0000018828 | RUFY4

1 8 2

389.831800 | 1.124404449 0.0698923 | 16.08765066 | 3.11E-58 | 1.37E-57 | ENSG0000018828 | ZNF383

9 96 3

1427.04455 | -2.356698839 0.2250608 | -10.47138465 | 1.17E-25 | 2.68E-25 | ENSG0000018830 | PEAK3

5 6 5

328.980157 | 1.922170577 0.0955201 | 20.12318725 | 4.62E-90 | 3.51E-89 | ENSG0000018831 | CENPP

6 85 2

3580.29321 | -2.173015873 0.1206210 | -18.01523348 | 1.48E-72 | 8.34E-72 | ENSG0000018831 | PLSCR1

9 22 3

1384.53486 | -1.297140158 0.1290396 | -10.05226124 | 8.98E-24 | 1.96E-23 | ENSG0000018831 | C3orf62

5 39 5

473.293518 | 1.313346586 0.0763866 | 17.19339952 | 2.98E-66 | 1.51E-65 | ENSG0000018832 | ZNF559

4 73 1

352.892795 | -2.218057138 0.2033047 | -10.91000894 | 1.03E-27 | 2.47E-27 | ENSG0000018832 | SBKI

2 96 2

356.749129 | 1.316884381 0.1327309 | 9.921460237 | 3.36E-23 | 7.25E-23 | ENSG0000018834 | FAM92A

3 03 3

341.152109 | -3.341719483 0.1745940 | -19.139944 1.17E-81 | 7.75E-81 | ENSG0000018838 | PDCD1

1 05 9

60150.5219 | -3.421410011 0.1887748 | -18.12429017 | 2.05E-73 | 1.18E-72 | ENSG0000018840 | SELL

5 42 4




626.944523 | 1.158254235 0.0977280 | 11.85180724 | 2.11E-32 | 5.57E-32 | ENSG0000018841 | CHM
2 69 9

2169.81740 | 1.626128084 0.0983320 | 16.53711822 | 1.98E-61 | 9.22E-61 | ENSG0000018845 | CERKL
4 11 2

201.757497 | -1.83898646 0.1681573 | -10.93610622 | 7.75E-28 | 1.86E-27 | ENSG0000018848 | IERSL
5 33 3

4361.69186 | 1.243290249 0.1055707 | 11.77684356 | 5.14E-32 | 1.35E-31 | ENSG0000018852 | SRSF10
3 53 9

1314816.39 | -9.706162738 0.3224811 | -30.09838491 | 5.09E- 2.12E- ENSG0000018853 | HBA2
6 82 199 197 6

265.147376 | 1.253351344 0.1395038 | 8.984350215 | 2.60E-19 | 5.12E-19 | ENSG0000018854 | CCDC9B
2 39 9

3849.49989 | -1.140343319 0.0780543 | -14.60960455 | 2.44E-48 | 8.88E-48 | ENSG0000018855 | NBRI
7 59 4

2410.55881 | -2.721112921 0.1046227 | -26.00881524 | 3.94E- 8.14E- ENSG0000018860 | CLN3
1 17 149 148 3

2967.37287 | 1.190466622 0.0962713 | 12.36574281 | 4.00E-35 | 1.12E-34 | ENSG0000018864 | PTARI1
8 39 7

62.9738307 | -1.007407222 0.1426163 | -7.063754696 | 1.62E-12 | 2.70E-12 | ENSG0000018864 | CC2D2B
2 94 9

252.703139 | -1.682045713 0.2436145 | -6.904537027 | 5.04E-12 | 8.28E-12 | ENSG0000018867 | RHCE
3 55 2

551.418665 | 1.436495031 0.0864483 | 16.61680925 | 5.27E-62 | 2.48E-61 | ENSG0000018870 | ZDHHC9
7 07 6

149.119036 | 1.518317944 0.1500167 | 10.1209904 4.46E-24 | 9.82E-24 | ENSG0000018873 | FAM221A
6 36 2

35.9681501 | 1.538821047 0.1237541 | 12.43450544 | 1.70E-35 | 4.78E-35 | ENSG0000018877 | SKOR1
4 01 9

225731745 | -1.086443265 0.1003389 | -10.82772962 | 2.54E-27 | 6.05E-27 | ENSG0000018878 | MTF1
2 72 6

661.688120 | 1.614705573 0.1032205 | 15.64325494 | 3.69E-55 | 1.53E-54 | ENSG0000018880 | TMEM201
8 62 7

1282.50403 | 1.199439689 0.0859962 | 13.9475752 3.25E-44 | 1.10E-43 | ENSG0000018881 | NHLRC3
2 88 1

295.751483 | -1.230335483 0.1465475 | -8.395466745 | 4.64E-17 | 8.67E-17 | ENSG0000018882 | CNR2
4 98 2

16091.4750 | -1.252278773 0.0753787 | -16.61315345 | 5.60E-62 | 2.64E-61 | ENSG0000018884 | RPL14
4 52 6

302.531115 | 1.173298297 0.2897399 | 4.049487777 | 5.13E-05 | 6.67E-05 | ENSG0000018884 | BEND4
6 28 8

389.303413 | -1.475603267 0.0938032 | -15.73083508 | 9.30E-56 | 3.88E-55 | ENSG0000018887 | FBFI
9 38 8

52.9475486 | -2.381786007 0.2000141 | -11.90808548 | 1.07E-32 | 2.86E-32 | ENSGO0000018888 | ASTL
7 85 6




9083.61875 | -1.922386948 0.1118036 | -17.19431092 | 2.93E-66 | 1.49E-65 | ENSG0000018889 | MSLI

2 63 5

4773.38736 | -2.481786548 0.2458805 | -10.09346235 | 5.90E-24 | 1.30E-23 | ENSG0000018889 | AC099489.1

9 97 7

5294.20096 | -2.754574484 0.2374854 | -11.59891931 | 4.17E-31 | 1.07E-30 | ENSG0000018890 | LRRK2

4 43 6

425.979708 | -1.816724486 0.1420316 | -12.7909866 | 1.84E-37 | 5.42E-37 | ENSG0000018899 | KCTD21

6 15 7

811.948145 | 1.209421856 0.1186620 | 10.1921529 2.15E-24 | 4.77E-24 | ENSG0000018900 | ADAT2

3 6 7

247.726275 | 1.661354577 0.1296979 | 12.8094094 1.45E-37 | 4.28E-37 | ENSG0000018904 | ZNF567

9 84 2

605.261900 | 1.175382389 0.1023915 | 11.47928549 | 1.68E-30 | 4.27E-30 | ENSG0000018905 | RNFT1

8 98 0

3258.38592 | -1.00604784 0.1962965 | -5.125143346 | 2.97E-07 | 4.21E-07 | ENSG0000018906 | HIFO

8 27 0

33369.6514 | -4.113550219 0.1248514 | -32.94755482 | 4.59E- 3.02E- ENSG0000018906 | LITAF

6 57 238 236 7

848.850111 | -1.469747025 0.2955358 | -4.973160596 | 6.59E-07 | 9.21E-07 | ENSG0000018906 | VSTMI1

5 06 8

3219.43676 | -4.46721409 0.1388205 | -32.17978302 | 3.39E- 1.99E- ENSG0000018907 | TMEMI120A
16 227 225 7

2305.42307 | 1.805976401 0.0648586 | 27.84482119 | 1.24E- 3.49E- ENSG0000018907 | ARID2

3 1 170 169 9

659.106906 | -1.56041656 0.0757279 | -20.60554894 | 2.45E-94 | 2.00E-93 | ENSG0000018911 | BLOC1S3

6 78 4

182.065663 | 3.590993292 0.1170751 | 30.67253712 | 1.32E- 5.97E- ENSG0000018914 | ZNF573
96 206 205 4

3888.74081 | -2.67231328 0.0942388 | -28.35681803 | 6.90E- 2.16E- ENSG0000018915 | JPT1

1 27 177 175 9

159.660543 | -1.423933694 0.0887329 | -16.04741376 | 5.96E-58 | 2.60E-57 | ENSG0000018917 | S100A13

9 08 1

384.097365 | -3.159472982 0.2860340 | -11.04579283 | 2.30E-28 | 5.58E-28 | ENSG0000018922 | MAOA

7 61 1

103.945012 | -1.823222958 0.1663353 | -10.96112795 | 5.88E-28 | 1.42E-27 | ENSG0000018923 | NUGGC

8 41 3

341.606581 | 1.797500084 0.0833194 | 21.5736026 3.18E- 3.03E- ENSG0000018929 | ZKSCAN3

3 21 103 102 8

2810.62094 | -1.188726525 0.0988506 | -12.0254847 | 2.61E-33 | 7.02E-33 | ENSG0000018931 | FAM53B

5 12 9

224.139279 | -2.167296326 0.1863589 | -11.62968978 | 2.91E-31 | 7.52E-31 | ENSG0000018933 | KAZN

3 11 7

342.252788 | -1.917220908 0.1959694 | -9.783263229 | 1.33E-22 | 2.83E-22 | ENSG0000018935 | TOGARAM?2

7 7 0




536.261354 | 1.432200128 | 0.0866570 | 16.52721625 | 2.34E-61 | 1.09E-60 | ENSG0000018936 | NEMP2

1 7 2

364.599203 | -1.864083293 | 0.0651475 | -28.61323783 | 4.60E- | 1.50E- | ENSG0000018937 | C8orf76

7 83 180 178 6

239.656903 | -3.124184122 | 0.2419563 | -12.91218197 | 3.84E-38 | 1.15E-37 | ENSG0000018943 | NCRI1

4 27 0

926.467518 | -1.052509768 | 0.0756402 | -13.91467839 | 5.16E-44 | 1.73E-43 | ENSG0000019607 | BLOC1S2

2 51 2

92.5715230 | 1.115671523 0.1158889 | 9.627073469 | 6.15E-22 | 1.29E-21 | ENSG0000019611 | ZNF699

1 59 0

69.4042880 | 1.695800471 0.1046107 | 16.21057818 | 4.25E-59 | 1.90E-58 | ENSG0000019611 | CCDC189

2 33 8

16149.7336 | -2.069469388 | 0.1649208 | -12.54825846 | 4.06E-36 | 1.16E-35 | ENSG0000019612 | HLA-DRBI

4 45 6

18752.7425 | -3.237637081 | 0.1921929 | -16.84576469 | 1.13E-63 | 5.47E-63 | ENSG0000019615 | S100A4

4 42 4

397.736089 | 1.340700306 | 0.1486017 | 9.02210025 | 1.85E-19 | 3.65E-19 | ENSG0000019615 | PLEKHG4

6 97 5

208.737385 | 1.830581419 | 0.1654999 | 11.06091506 | 1.94E-28 | 4.72E-28 | ENSG0000019617 | ZNF681

9 98 2

8297.66131 | -2.637599907 | 0.1074395 | -24.54961494 | 437E- | 6.91E- | ENSG0000019618 | STK40
63 133 132 2

117.850966 | -1.381810539 | 0.2846651 | -4.854161504 | 1.21E-06 | 1.67E-06 | ENSG0000019618 | CTSE

9 35 8

7770.53970 | -2.595035907 | 0.1432543 | -18.114878 | 2.43E-73 | 1.40E-72 | ENSG0000019618 | SEMA4A

4 96 9

4554.83019 | -1.350446019 | 0.2670706 | -5.056512182 | 4.27E-07 | 6.01E-07 | ENSG0000019620 | SIRPB2

9 55 9

290.566582 | 2.874281764 | 0.1793810 | 16.02333196 | 8.78E-58 | 3.81E-57 | ENSG0000019622 | SRGAP3

4 28 0

5181.51670 | -1.134637362 | 0.0619687 | -18.30982737 | 6.91E-75 | 4.05E-74 | ENSG0000019623 | SUPT5H

4 63 5

635.514882 | 1.045923018 | 0.0612514 | 17.07588258 | 2.24E-65 | 1.12E-64 | ENSG0000019623 | XPNPEP3

3 76 6

1332.60382 | 1.548478114 | 0.1341395 | 11.54378303 | 7.94E-31 | 2.03E-30 | ENSG0000019624 | ZNF107

9 72 7

138.837103 | 3.739415957 | 0.1567477 | 23.85627182 | 8.72E- | 1.23E- | ENSG0000019626 | ZNF471

2 09 126 124 3

879.223200 | 1.741593362 | 0.0974936 | 17.86366564 | 2.26E-71 | 1.25E-70 | ENSG0000019626 | ZNF493

6 16 8

269.620955 | 2.155635894 | 0.0993433 | 21.6988471 | 2.10E- | 2.05B- | ENSG0000019628 | SUPT3H

4 38 104 103 4

3509.29409 | 1.049822092 | 0.0625811 | 16.77537574 | 3.70E-63 | 1.77E-62 | ENSG0000019632 | ZBTB44

2 37 3




1666.02246 | -4.630463751 0.1641973 | -28.20059142 | 5.75E- 1.73E- ENSG0000019632 | GIMAPS

1 99 175 173 9

16840.1939 | -3.579822177 0.1462081 | -24.48442417 | 2.16E- 3.40E- ENSG0000019635 | CD55

8 42 132 131 2

137.123750 | 2.247459794 0.0680033 | 33.04923291 | 1.60E- 1.08E- ENSG0000019635 | ZNF565

9 88 239 237 7

3962.33722 | 1.393813129 0.0725350 | 19.21572186 | 2.73E-82 | 1.82E-81 | ENSG0000019636 | TRRAP
39 7

2132.01677 | 2.339643574 0.1367640 | 17.10715673 | 1.31E-65 | 6.57E-65 | ENSG0000019637 | FUT4

2 23 1

383.397072 | 1.002182951 0.0766999 | 13.06627386 | 5.13E-39 | 1.56E-38 | ENSG0000019638 | ZNF140
81 7

82.6652995 | 2.010360395 0.0843737 | 23.82684858 | 1.76E- 2.48E- ENSG0000019638 | INCA1

5 43 125 124 8

4277.91440 | -1.612275777 0.0631544 | -25.52907551 | 9.38E- 1.78E- ENSG0000019639 | PTPN1

3 91 144 142 6

6508.70459 | -1.790830102 0.1203715 | -14.87752205 | 4.61E-50 | 1.73E-49 | ENSG0000019640 | EVL

7 31 5

457.873904 | 1.532959612 0.1009799 | 15.18083628 | 4.74E-52 | 1.85E-51 | ENSG0000019641 | ZNF765

5 19 7

442.656647 | 2.954716247 0.1081911 | 27.31015043 | 3.21E- 8.18E- ENSG0000019641 | ZNF124

6 38 164 163 8

7867.17886 | -1.113848587 0.0594835 | -18.72532133 | 3.08E-78 | 1.91E-77 | ENSG0000019641 | XRCC6

1 5 9

348.933143 | 1.306625699 0.1388405 | 9.410977276 | 4.92E-21 | 1.01E-20 | ENSG0000019642 | PPP1R26

2 97 2

126.507585 | -1.352931382 0.2335760 | -5.792252334 | 6.94E-09 | 1.04E-08 | ENSG0000019643 | NPIPB15

2 43 6

197.669604 | 1.483876778 0.1097082 | 13.5256571 1.10E-41 | 3.54E-41 | ENSG0000019643 | ZNF569

1 95 7

253.138994 | 1.421507678 0.0830950 | 17.10701633 | 1.32E-65 | 6.59E-65 | ENSG0000019644 | ARMCX4

7 09 0

552.933323 | 2.318299714 0.0997568 | 23.23949409 | 1.82E- 2.28E- ENSG0000019645 | ZNF605

4 93 119 118 8

488.182488 | 1.70607297 0.0773881 | 22.04565751 | 1.05E- 1.09E- ENSG0000019647 | SIAH1

7 64 107 106 0

407.832070 | 1.625319149 0.0923094 | 17.60728165 | 2.17E-69 | 1.15E-68 | ENSG0000019647 | C200rf96

3 88 6

596.039749 | -2.493832786 0.0795465 | -31.3506257 | 9.54E- 4.96E- ENSG0000019649 | IPO4
08 216 214 7

1710.20946 | -1.052088461 0.1983888 | -5.303162376 | 1.14E-07 | 1.63E-07 | ENSG0000019650 | SULT1A1

6 83 2

667.596508 | -1.738668988 0.1471955 | -11.81196395 | 3.39E-32 | 8.92E-32 | ENSG0000019651 | TPK1

4 &9 1




264.240522 | -1.279706673 0.1929031 | -6.633932618 | 3.27E-11 | 5.25E-11 | ENSG0000019651 | SLC6A9

5 76 7

206.776988 | -1.438892182 0.1977879 | -7.274923635 | 3.47E-13 | 5.87E-13 | ENSG0000019652 | AFAP1

5 43 6

21467.2382 | -1.090387293 0.0562882 | -19.3714893 1.34E-83 | 9.16E-83 | ENSG0000019653 | NACA

5 53 1

6016.24801 | 1.088048021 0.0747172 | 14.56220271 | 4.89E-48 | 1.77E-47 | ENSG0000019653 | MYOI8A

7 69 5

444.119902 | -2.185476826 0.0801563 | -27.26516985 | 1.10E- 2.7T7E- ENSG0000019654 | BORCS6

9 62 163 162 4

3170.11064 | -5.136063928 0.2894069 | -17.74685863 | 1.82E-70 | 9.90E-70 | ENSG0000019654 | MME

5 33 9

3280.54728 | -1.660794013 0.2154769 | -7.707526487 | 1.28E-14 | 2.27E-14 | ENSG0000019656 | SULF2

1 13 2

5384.03704 | -4.881143732 0.3212604 | -15.19372644 | 3.89E-52 | 1.52E-51 | ENSG0000019656 | HBG2
72 5

29.6456624 | -1.317762878 0.1476526 | -8.924747139 | 4.47E-19 | 8.75E-19 | ENSG0000019656 | LAMA2

4 85 9

409.409783 | 1.88936918 0.2242117 | 8.426718205 | 3.55E-17 | 6.66E-17 | ENSG0000019658 | XRCC2

5 43 4

289.664738 | -3.297542795 0.2145980 | -15.36613877 | 2.76E-53 | 1.10E-52 | ENSG0000019658 | MYO6

3 1 6

262.513964 | 2.115559908 0.0997812 | 21.20196833 | 9.16E- 8.23E-99 | ENSG0000019659 | ZNF782

6 97 100 7

316.372690 | 2.493924205 0.0664532 | 37.52900946 | 0.00E+0 | 0.00E+0 | ENSGO0000019660 | ZNF846

2 38 0 0 5

2103.90509 | 1.938402672 0.1885195 | 10.28223931 | 8.47E-25 | 1.90E-24 | ENSG0000019662 | TCF4

9 06 8

441.280134 | -1.169479837 0.1075448 | -10.87434431 | 1.53E-27 | 3.65E-27 | ENSG0000019663 | SDHAF3
6 6

489.018664 | 1.443452358 0.0865791 | 16.67206391 | 2.09E-62 | 9.93E-62 | ENSG0000019664 | ZNF136

4 04 6

72.4267550 | 1.345675008 0.1661775 | 8.097814735 | 5.60E-16 | 1.02E-15 | ENSG0000019665 | ZNF502

7 49 3

780.491434 | -1.053754028 0.0539634 | -19.52716779 | 6.45E-85 | 4.51E-84 | ENSG0000019665 | TRAPPC4

9 85 5

3264.24425 | -2.610576816 0.1365423 | -19.11917875 | 1.75E-81 | 1.15E-80 | ENSG0000019666 | TECPR2

2 09 3

606.244626 | 1.306228223 0.0989466 | 13.20134008 | 8.62E-40 | 2.66E-39 | ENSG0000019667 | ZFP62

5 38 0

428.60143 2.35914624 0.1505439 | 15.6708161 2.39E-55 | 9.92E-55 | ENSG0000019667 | ERI2
3 8

133.308134 | -1.765055876 0.0730652 | -24.15726866 | 6.26E- 9.30E- ENSG0000019668 | TRPV1

6 09 129 128 9




1029.23753 | 1.398741118 0.0698197 | 20.03359102 | 2.81E-89 | 2.09E-88 | ENSG0000019669 | ZNF33B

1 9 3

1025.81440 | 1.167305464 0.1020907 | 11.43400079 | 2.83E-30 | 7.17E-30 | ENSG0000019670 | ZNF512B

3 28 0

1622.94833 | -1.802780687 0.0464843 | -38.78253735 | 0.00E+0 | 0.00E+0 | ENSG0000019670 | AMZ2

8 41 0 0 4

1563.96865 | 1.762207027 0.0826377 | 21.32447789 | 6.73E- 6.16E- ENSG0000019670 | ZNF431

2 57 101 100 5

2689.71075 | 1.354660263 0.0788689 | 17.17609241 | 4.01E-66 | 2.03E-65 | ENSG0000019671 | NF1

4 44 2

164.246824 | 1.316519477 0.1576094 | 8.353049568 | 6.65E-17 | 1.24E-16 | ENSG0000019672 | ZNF418

4 41 4

2658.53982 | 1.436030976 0.1325129 | 10.83691025 | 2.30E-27 | 5.47E-27 | ENSG0000019673 | DAPK1

9 53 0

4795.77344 | -1.718810028 0.2066256 | -8.318475656 | 8.91E-17 | 1.65E-16 | ENSG0000019673 | HLA-DQA1
01 5

80.0580222 | 1.197759847 0.2103716 | 5.693541596 | 1.24E-08 | 1.84E-08 | ENSG0000019673 | COL27Al

9 69 9

4183.04313 | -1.284383452 0.1016245 | -12.63851456 | 1.29E-36 | 3.74E-36 | ENSG0000019674 | GM2A

5 58 3

560.871985 | -1.004873716 0.1640703 | -6.12465157 | 9.09E-10 | 1.39E-09 | ENSG0000019678 | TLE1

4 48 1

1406.54092 | 1.406362899 0.1828172 | 7.692727279 | 1.44E-14 | 2.54E-14 | ENSG0000019678 | MAML3

9 05 2

945.873059 | 1.249577658 0.0780114 | 16.01787101 | 9.59E-58 | 4.16E-57 | ENSG0000019679 | STRN3

3 7 2

46.1768032 | 1.016219566 0.1610798 | 6.308795273 | 2.81E-10 | 4.38E-10 | ENSG0000019679 | ZNF239

8 13 3

4464.87611 | -1.261147256 0.0593707 | -21.24190488 | 3.92E- 3.55E-99 | ENSG0000019682 | ILRUN

4 23 100 1

8330.27501 | -3.84691988 0.1138076 | -33.80195912 | 1.85E- 1.40E- ENSG0000019684 | ARIDSA

8 01 250 248 3

1575.52499 | 1.529241777 0.1091735 | 14.00743529 | 1.40E-44 | 4.75E-44 | ENSG0000019686 | NHLRC2

5 74 5

251.178095 | -3.366729145 0.2037880 | -16.5207405 | 2.60E-61 | 1.21E-60 | ENSG0000019686 | HISTIH2AD

5 29 6

181.680637 | 1.812744401 0.1066903 | 16.99070033 | 9.62E-65 | 4.75E-64 | ENSG0000019686 | ZFP28

1 87 7

92.7440242 | 1.166547195 0.2041513 | 5.714128987 | 1.10E-08 | 1.63E-08 | ENSG0000019687 | SCN8A

3 59 6

231.417395 | -3.848875642 0.2268654 | -16.96545215 | 1.48E-64 | 7.28E-64 | ENSG0000019687 | LAMB3

1 92 8

603.791539 | 1.777440275 0.1066525 | 16.66571085 | 2.33E-62 | 1.10E-61 | ENSG0000019691 | KPNAS

3 33 1




360.093928 | 3.374420846 0.1367107 | 24.68292888 | 1.63E- 2.63E- ENSG0000019691 | ANKRD36B

4 15 134 133 2

1478.28917 | -1.196011426 0.1666437 | -7.177056339 | 7.12E-13 | 1.20E-12 | ENSG0000019691 | ARHGEF12

4 28 4

7207.26657 | -3.559249256 0.1466679 | -24.26740173 | 4.33E- 6.60E- ENSG0000019692 | PDLIM7

4 17 130 129 3

61850.8864 | -1.032847262 0.1349111 | -7.655761914 | 1.92E-14 | 3.37E-14 | ENSG0000019692 | FLNA

7 4

266.538895 | 2.456714136 0.1970589 | 12.46689772 | 1.13E-35 | 3.20E-35 | ENSG0000019693 | SRGAP1

3 79 5

1094.11836 | 1.826879998 0.0847452 | 21.55732018 | 4.52E- 4.30E- ENSG0000019695 | SLC39A10

5 27 103 102 0

6027.84483 | -1.855304737 0.1196373 | -15.50773593 | 3.08E-54 | 1.25E-53 | ENSG0000019695 | CASP4

5 7 4

5652.97281 | -1.370580051 0.0858818 | -15.95890853 | 2.47E-57 | 1.06E-56 | ENSG0000019696 | AP2Al
16 1

3983.65386 | -3.01113316 0.1220128 | -24.67882948 | 1.81E- 291E- ENSG0000019699 | WDR45

5 03 134 133 8

8752.06265 | -1.883075354 0.1434070 | -13.13097814 | 2.19E-39 | 6.72E-39 | ENSG0000019700 | METTL9

7 89 6

334.525377 | 1.776926858 0.1199774 | 14.81050137 | 1.25E-49 | 4.66E-49 | ENSG0000019700 | ZNF138

5 95 8

152.506652 | 1.440232253 0.1266104 | 11.37530196 | 5.55E-30 | 1.40E-29 | ENSG0000019701 | ZNF470

7 63 6

601.530293 | -2.946484888 0.1160054 | -25.39954016 | 2.55E- 4.69E- ENSG0000019701 | SERTADI1

1 42 142 141 9

710.462850 | 1.694816487 0.1056930 | 16.03527521 | 7.25E-58 | 3.15E-57 | ENSG0000019702 | ZNF100

1 09 0

526.422399 | -1.393955528 0.0623656 | -22.35131902 | 1.17E- 1.29E- ENSG0000019702 | CXorf40B

3 94 110 109 1

11216.6983 | -2.358510337 0.0925602 | -25.48079908 | 3.22E- 6.03E- ENSG0000019704 | ANXA6

5 97 143 142 3

189.951010 | 1.018593304 0.0925708 | 11.00339506 | 3.68E-28 | 8.92E-28 | ENSG0000019705 | ZNF420

6 2 0

527.48953 2.672087798 0.0913539 | 29.24983443 | 4.51E- 1.64E- ENSG0000019705 | ZMYMI
46 188 186 6

124.665479 | -2.046436009 0.1980527 | -10.33278059 | 5.01E-25 | 1.13E-24 | ENSG0000019705 | DTHD1

2 89 7

3768.98838 | -1.042876857 0.0946817 | -11.0145555 | 3.25E-28 | 7.88E-28 | ENSG0000019707 | ARRDCI

5 02 0

115.446206 | -1.177376915 0.1851609 | -6.358667359 | 2.04E-10 | 3.18E-10 | ENSG0000019707 | KIAA1671

2 54 7

10875.4913 | -2.621827103 0.1590496 | -16.48432931 | 4.76E-61 | 2.20E-60 | ENSG0000019708 | IGF2R

8 68 1




8363.39424 | 1.197504029 0.0645459 | 18.55272792 | 7.75E-77 | 4.70E-76 | ENSG0000019710 | DYNCI1H1

5 81 2

19416.1553 | -1.966455509 0.0659992 | -29.79511945 | 4.52E- 1.80E- ENSG0000019711 | PCBP2

3 49 195 193 1

1322.41695 | -3.025353036 0.0793239 | -38.13920243 | 0.00E+0 | 0.00E+0 | ENSGO0000019711 | ZGPAT

5 72 0 0 4

2894.34980 | 1.000071267 0.1287164 | 7.769569219 | 7.88E-15 | 1.40E-14 | ENSG0000019711 | SLC25A29

1 37 9

1052.01915 | -1.258751769 0.1547128 | -8.136050606 | 4.08E-16 | 7.46E-16 | ENSG0000019712 | SRC

9 74 2

134.900357 | 1.247586879 0.1569828 | 7.94728111 1.91E-15 | 3.43E-15 | ENSG0000019712 | ZNF682

6 55 4

350.657295 | 1.994554031 0.1685748 | 11.83185769 | 2.67E-32 | 7.06E-32 | ENSG0000019712 | ZNF772

9 84 8

141.208733 | 2.178717017 0.2069368 | 10.5284169 6.39E-26 | 1.47E-25 | ENSG0000019713 | ZNF257

9 11 4

695.428010 | 1.930611961 0.1033875 | 18.67353584 | 8.13E-78 | 5.02E-77 | ENSG0000019714 | LRRC8B

3 95 7

435.732281 | 1.275167868 0.0709881 | 17.96309997 | 3.79E-72 | 2.12E-71 | ENSG0000019716 | ZNF785

2 85 2

88.2716071 | -1.001598992 0.1987675 | -5.039047504 | 4.68E-07 | 6.58E-07 | ENSG0000019716 | SULT1A2

3 23 5

28.0417908 | 1.49713017 0.1409774 | 10.61964012 | 2.41E-26 | 5.61E-26 | ENSG0000019718 | PIWIL2

8 86 1

1644.23284 | -2.898235264 0.2337794 | -12.39730455 | 2.70E-35 | 7.59E-35 | ENSG0000019720 | SLC22A4

6 68 8

66180.6490 | -4.814656097 0.2786110 | -17.28092423 | 6.55E-67 | 3.36E-66 | ENSG0000019724 | SERPINAI

3 3 9

775.043011 | -1.01719438 0.0620481 | -16.39361745 | 2.12E-60 | 9.72E-60 | ENSG0000019726 | GTF2E2

7 95 5

2000.41359 | 1.210089104 0.1070911 | 11.29962172 | 1.32E-29 | 3.29E-29 | ENSG0000019728 | SYNGAP1

3 16 3

893.759445 | 1.203032426 0.1131669 | 10.630601 2.15E-26 | 4.99E-26 | ENSG0000019729 | BLM

9 25 9

437.482923 | 1.035932243 0.0964261 | 10.7432654 6.37E-27 | 1.50E-26 | ENSG0000019730 | ZNF720

1 99 2

2850.63923 | -1.288664155 0.1627548 | -7.917822281 | 2.42E-15 | 4.33E-15 | ENSG0000019732 | SVIL
72 1

3186.75878 | 1.018589783 0.0570749 | 17.8465194 3.08E-71 | 1.70E-70 | ENSG0000019732 | TRIM33

6 83 3

21277.6175 | -3.89671795 0.1496020 | -26.04723023 | 1.45E- 3.01E- ENSG0000019732 | LRP10

9 08 149 148 4

4275.75923 | -2.697535054 0.1488864 | -18.11806787 | 2.30E-73 | 1.32E-72 | ENSG0000019732 | PELII

5 64 9




379.541081 | 1.758090392 0.1172213 | 14.99803757 | 7.56E-51 | 2.87E-50 | ENSG0000019737 | ZNF675

7 62 2

367.298382 | 1.740279552 0.1118087 | 15.5647917 1.26E-54 | 5.16E-54 | ENSG0000019737 | SLC22A5

2 27 5

21064.0086 | -4.485637797 0.2638905 | -16.99809653 | 8.48E-65 | 4.19E-64 | ENSG0000019740 | C5AR1

3 94 5

230.770572 | -2.650945338 0.1937799 | -13.68018129 | 1.33E-42 | 4.36E-42 | ENSG0000019740 | HISTIH3D

1 86 9

241.915451 | -1.471234994 0.0668959 | -21.99287708 | 3.37E- 3.45E- ENSG0000019741 | SHPK

3 77 107 106 7

6899.23613 | -1.285170423 0.0940653 | -13.66252944 | 1.70E-42 | 5.53E-42 | ENSG0000019744 | GSTK1

1 36 8

75.3227841 | -1.685147018 0.2061622 | -8.173887396 | 2.99E-16 | 5.47E-16 | ENSG0000019746 | PDGFA

4 5 1

11778.6746 | 1.762165805 0.1026437 | 17.16778982 | 4.63E-66 | 2.34E-65 | ENSG0000019747 | SPN

5 2 1

119.241319 | 2.092301148 0.1201032 | 17.42085524 | 5.73E-68 | 2.99E-67 | ENSG0000019749 | ZNF665

3 39 7

218.872727 | 1.791838757 0.2667613 | 6.717009173 | 1.85E-11 | 3.00E-11 | ENSG0000019750 | SLC28A3

2 98 6

1898.13312 | -1.34689879 0.1056586 | -12.74763843 | 3.21E-37 | 9.39E-37 | ENSG0000019753 | MIB2

7 91 0

1679.44037 | -6.031292424 0.2419948 | -24.92322409 | 4.17E- 6.98E- ENSG0000019754 | GZMM

3 72 137 136 0

3478.11958 | -1.803587807 0.1021973 | -17.64809116 | 1.05E-69 | 5.64E-69 | ENSG0000019755 | SIPAIL1

9 31 5

73.1031138 | 1.033439202 0.1984409 | 5.207792979 | 1.91E-07 | 2.72E-07 | ENSG0000019755 | TTC30A

4 15 7

847.818902 | 1.282287131 0.0768214 | 16.69178657 | 1.50E-62 | 7.16E-62 | ENSG0000019756 | PIGN

5 43 3

121.445583 | 1.450888026 0.1166302 | 12.44007128 | 1.58E-35 | 4.46E-35 | ENSG0000019756 | ZNF624

4 02 6

88.9865050 | 1.520747504 0.1061676 | 14.3240213 1.55E-46 | 5.47E-46 | ENSG0000019758 | BCO2

3 38 0

122.323811 | 1.786826197 0.1407211 | 12.69763512 | 6.09E-37 | 1.77E-36 | ENSG0000019759 | CCDC154

2 8 9

1067.43961 | 2.937623561 0.1123669 | 26.14313848 | 1.18E- 2.49E- ENSG0000019760 | CPLANEI
05 150 149 3

445.772293 | -1.294016737 0.0624222 | -20.73006769 | 1.86E-95 | 1.55E-94 | ENSG0000019762 | CXorf40A

9 15 0

17325.6269 | -2.74644439 0.1165378 | -23.56696755 | 8.41E- 1.12E- ENSG0000019762 | CDC42SE1

7 78 123 121 2

314.371498 | -2.228621449 0.1672689 | -13.32358226 | 1.69E-40 | 5.29E-40 | ENSG0000019763 | DPP4

2 38 5




255.766572 | 2.892960744 0.1294324 | 22.35112667 | 1.18E- 1.29E- ENSG0000019764 | ZNF433

4 35 110 109 7

649.333374 | 3.669283563 0.1068932 | 34.32661642 | 3.15E- 2.52E- ENSGO0000019771 | ZNF460

9 49 258 256 4

108.937132 | -2.220008916 0.2113302 | -10.50492783 | 8.20E-26 | 1.88E-25 | ENSG0000019772 | CRIL

7 4 1

75698.9775 | -2.236564868 0.1477264 | -15.13990306 | 8.83E-52 | 3.42E-51 | ENSG0000019774 | PSAP
99 6

5312.61282 | -2.127501141 0.2171147 | -9.798972519 | 1.14E-22 | 2.43E-22 | ENSG0000019774 | S100A10

6 17 7

107.882675 | 3.635255187 0.1553789 | 23.39605921 | 4.69E- 6.07E- ENSG0000019776 | TXNRD3

8 53 121 120 3

194.073495 | 2.805434515 0.1099944 | 25.50522632 | 1.72E- 3.26E- ENSG0000019777 | KLHDC1

4 96 143 142 6

556.110345 | 1.795629133 0.0720305 | 24.92872653 | 3.63E- 6.10E- ENSGO0000019777 | ZNF81

9 2 137 136 9

194.801253 | 1.646570585 0.0967678 | 17.01568213 | 6.28E-65 | 3.11E-64 | ENSG0000019780 | ZNF461

1 27 8

4718.04305 | -2.263489355 0.1217691 | -18.58837117 | 3.99E-77 | 2.43E-76 | ENSG0000019781 | SLC9AS

6 07 8

202.026419 | 1.319506362 0.1384728 | 9.528991397 | 1.59E-21 | 3.31E-21 | ENSG0000019784 | ZNF181

7 25 1

3973.65297 | -4.124305477 0.1809963 | -22.78667706 | 6.22E- 7.33E- ENSG0000019785 | INKA2
54 115 114 2

918.187835 | -1.558367297 0.1177982 | -13.22912631 | 5.96E-40 | 1.85E-39 | ENSG0000019786 | SGTB

3 02 0

207.533038 | 2.375211265 0.1208187 | 19.65928572 | 4.81E-86 | 3.43E-85 | ENSG0000019786 | ZNF790

3 98 3

2591.37956 | -1.759322946 0.1975182 | -8.907141918 | 5.24E-19 | 1.02E-18 | ENSG0000019787 | FAM49A

3 34 2

1013.20338 | -1.954294829 0.1483191 | -13.17628416 | 1.20E-39 | 3.70E-39 | ENSG0000019787 | MYOIC

6 17 9

265.474782 | 1.781751175 0.1069172 | 16.6647614 2.36E-62 | 1.12E-61 | ENSG0000019788 | NKIRASI

3 93 5

1311.68370 | -2.475976202 0.1180308 | -20.977365 1.06E-97 | 9.18E-97 | ENSG0000019790 | HISTIH2BK

2 49 3

187.140336 | 3.628728313 0.1515257 | 23.94793603 | 9.71E- 1.39E- ENSG0000019792 | ZNF677

3 23 127 125 8

4017.78334 | -1.289254623 0.0732772 | -17.59418873 | 2.73E-69 | 1.45E-68 | ENSG0000019793 | ERO1A
99 0

113.675532 | 1.069625533 0.1338039 | 7.993973393 | 1.31E-15 | 2.36E-15 | ENSG0000019793 | ZNF823

4 9 3

308.697767 | 1.830821597 0.1137903 | 16.08943099 | 3.03E-58 | 1.33E-57 | ENSG0000019793 | ZNF347

5 26 7




6919.89297 | -1.393015635 0.0614766 | -22.65925861 | 1.13E- 1.31E- ENSG0000019794 | PLCG2

7 64 113 112 3

2169.50111 -1.723727148 0.1018989 | -16.91604929 | 3.43E-64 | 1.68E-63 | ENSG0000019794 | FCHSDI1

6 2 8

18552.1749 | -4.173915566 0.1993128 | -20.94153205 | 2.24E-97 | 1.94E-96 | ENSG0000019795 | S100A6
08 6

21577.0006 | -1.280336677 0.0879214 | -14.56227087 | 4.88E-48 | 1.77E-47 | ENSG0000019795 | RPL12

2 99 8

149.043078 | 1.167555402 0.1711516 | 6.821760113 | 8.99E-12 | 1.47E-11 | ENSG0000019795 | DNM3

2 36 9

1881.27910 | 1.965748461 0.1082960 | 18.15161696 | 1.25E-73 | 7.19E-73 | ENSG0000019796 | ZNF121

1 52 1

2157.85748 | 1.737889358 0.1301627 | 13.35166454 | 1.16E-40 | 3.64E-40 | ENSG0000019796 | VPSI3A

3 49 9

5928.87039 | -1.413964676 0.0910754 | -15.52520808 | 2.34E-54 | 9.54E-54 | ENSG0000019797 | MBP

9 09 1

5919.39854 | -1.747657549 0.0721144 | -24.23449855 | 9.63E- 1.45E- ENSG0000019797 | AKAP17A

7 51 130 128 6

557.503159 | -2.306331585 0.0831016 | -27.75314714 | 1.60E- 4.37E- ENSG0000019798 | Clorfl122

4 24 169 168 2

1612.13773 | 1.130854218 0.0875394 | 12.91822012 | 3.55E-38 | 1.06E-37 | ENSG0000019800 | NOLS8

9 76 0

1437.41618 | 1.465583813 0.0969346 | 15.11930006 1.21E-51 | 4.66E-51 | ENSG0000019801 | MRPL42

7 34 5

486.202408 | -3.184039995 | 0.2749699 | -11.57959195 | 5.23E-31 | 1.34E-30 | ENSG0000019801 | FCGRIB

7 65 9

437.941009 | 1.854802805 0.1171229 | 15.83637517 1.75E-56 | 7.39E-56 | ENSGO0000019803 | ZNF273

3 39 9

1002.09346 | 1.734106962 0.1194244 | 14.52053225 | 8.98E-48 | 3.24E-47 | ENSG0000019804 | ZNF8&4

7 76 0

494916412 | 1.144710399 0.1119879 | 10.22173103 | 1.58E-24 | 3.53E-24 | ENSG0000019804 | MAK16

7 2 2

9264.46086 | -2.457472739 0.2016626 | -12.1860567 3.69E-34 | 1.01E-33 | ENSG0000019805 | SIRPA

1 71 3

9852.83927 | -2.77233427 0.1068874 | -25.93695205 | 2.55E- 5.18E- ENSG0000019805 | GRK6

7 35 148 147 5

527.381685 | 1.465760728 0.1144745 | 12.80424824 | 1.55E-37 | 4.57E-37 | ENSG0000019805 | PRIM1

2 63 6

75.9742845 | -1.267937881 0.1186006 | -10.69081822 | 1.12E-26 | 2.63E-26 | ENSG0000019806 | NPIPB13

1 4 4

225.038516 | 1.879049897 0.0893276 | 21.03547276 | 3.11E-98 | 2.72E-97 | ENSG0000019809 | ZNF649

9 76 3

500.843766 | 1.418023971 0.1239396 | 11.44124438 | 2.60E-30 | 6.60E-30 | ENSG0000019810 | ZNF248

3 63 5




1039.39952 | 1.813556757 0.1063815 | 17.04766666 | 3.64E-65 | 1.81E-64 | ENSG0000019813 | ZNF544

8 24 1

1626.30832 | 1.439791284 0.0696483 | 20.67228625 | 6.15E-95 | 5.09E-94 | ENSG0000019816 | MANI1A2

4 82 2

445966772 | 1.399532359 0.0803022 | 17.42831143 | 5.03E-68 | 2.62E-67 | ENSG0000019816 | ZNF251
35 9

1181.39311 | -1.254376157 0.0590983 | -21.22524061 | 5.58E- 5.04E-99 | ENSG0000019817 | DDRGK1

6 25 100 1

197.520556 | 1.180408496 0.1269778 | 9.296173705 | 1.46E-20 | 2.95E-20 | ENSG0000019818 | ZNF607

9 87 2

120.149822 | 1.379717476 0.1601497 | 8.615173524 | 6.98E-18 | 1.33E-17 | ENSG0000019820 | RPS6KL1
02 8

3751.67357 | -1.90353809 0.2251456 | -8.454696197 | 2.80E-17 | 5.25E-17 | ENSG0000019822 | CSF2RA

3 52 3

2104.08615 | -1.724465048 0.0913759 | -18.87219036 | 1.93E-79 | 1.23E-78 | ENSG0000019825 | UBLS5
88 8

4778.42792 | 1.661617931 0.0610188 | 27.23120972 | 2.77E- 6.93E- ENSG0000019826 | HELZ

5 8 163 162 5

2919.90909 | -2.645785038 0.1569191 | -16.86081546 | 8.74E-64 | 4.24E-63 | ENSG0000019828 | CARDI11

9 62 6

89.2383916 | 1.107509183 0.1372799 | 8.067525545 | 7.17E-16 | 1.30E-15 | ENSG0000019829 | ZNF485

5 1 8

187091537 | 1.554058337 0.0761010 | 20.42099107 | 1.09E-92 | 8.62E-92 | ENSG0000019831 | ZKSCANS

1 24 5

1709.49425 | -5.010952007 0.2716965 | -18.44319404 | 5.91E-76 | 3.54E-75 | ENSG0000019833 | MYL4

3 4 6

258.184277 | 1.505963298 0.1191900 | 12.63497105 | 1.35E-36 | 3.91E-36 | ENSG0000019834 | ZNFg813

2 87 6

4441.84765 | -3.224828883 0.0990687 | -32.5514402 | 2.00E- 1.23E- ENSG0000019835 | PIM3

4 01 232 230 5

1783.63984 | -1.453688253 0.0772725 | -18.81248787 | 5.97E-79 | 3.76E-78 | ENSG0000019835 | GET3

7 15 6

370.636684 | 1.111862618 0.1294966 | 8.586030881 | 9.00E-18 | 1.71E-17 | ENSG0000019836 | SPRED2

6 95 9

3852.75598 | -1.363217145 0.0838370 | -16.26031739 | 1.89E-59 | 8.50E-59 | ENSG0000019837 | WWP2

1 56 3

1060.20254 | 1.863921889 0.0954075 | 19.53641686 | 5.38E-85 | 3.77E-84 | ENSG0000019839 | ZNF26

1 61 3

104.087886 | 1.2560861 0.2431402 | 5.166096173 | 2.39E-07 | 3.40E-07 | ENSG0000019840 | NTRKI

1 86 0

137.757622 | -1.502777434 0.1936652 | -7.759664952 | 8.52E-15 | 1.51E-14 | ENSG0000019841 | MTIF

2 48 7

195.270326 | 1.147509181 0.1215260 | 9.442492208 | 3.64E-21 | 7.50E-21 | ENSG0000019842 | TCAF1

1 92 0




322.532794 | 3.737207729 0.1024029 | 36.49512001 | 1.33E- 1.49E- ENSG0000019842 | ZNF69
44 291 289 9

108.311600 | 1.676370343 0.0929344 | 18.03819447 | 9.77E-73 | 5.53E-72 | ENSG0000019844 | ZNF583

8 87 0

205.931798 | 1.767179997 0.0954103 | 18.52188181 | 1.38E-76 | 8.31E-76 | ENSG0000019845 | ZNF568

3 92 3

378.125608 | 1.225383765 0.0858539 | 14.27288536 | 3.23E-46 | 1.14E-45 | ENSG0000019845 | ZXDB

4 63 5

525906782 | 1.130921518 0.0958396 | 11.80014214 | 3.90E-32 | 1.03E-31 | ENSG0000019846 | ZNF480

8 52 4

297.570996 | -1.075364858 0.2149978 | -5.001746494 | 5.68E-07 | 7.96E-07 | ENSG0000019847 | SH3BGRL2

2 73 8

857.546174 | 2.515495444 0.0700273 | 35.92161235 | 1.40E- 1.46E- ENSG0000019848 | ZNF808

8 53 282 280 2

5232.43356 | -1.382785733 0.1987974 | -6.955751641 | 3.51E-12 | 5.79E-12 | ENSG0000019850 | HLA-DRBS5

1 56 2

108.110574 | 2.72838937 0.1273368 | 21.4265545 7.56E- 7.03E- ENSG0000019851 | ATLI

9 23 102 101 3

1894.91827 | 1.979174664 0.1645499 | 12.02780483 | 2.54E-33 | 6.83E-33 | ENSG0000019852 | ARMHI

2 48 0

1036.32211 | 2.791787337 0.1116012 | 25.01573372 | 4.12E- 7.05E- ENSGO0000019852 | ZNF43

7 57 138 137 1

378.138868 | 1.592911065 0.1184611 | 13.44669943 | 3.22E-41 | 1.02E-40 | ENSG0000019853 | ZNF28

3 19 8

394.129749 | -1.199276761 0.0588813 | -20.36768896 | 3.24E-92 | 2.53E-91 | ENSG0000019854 | ZNF511

3 37 6

613.078009 | 1.087272393 0.1981793 | 5.486304259 | 4.10E-08 | 5.97E-08 | ENSG0000019855 | WDHD1

5 83 4

672.405811 | 1.513952619 0.0629050 | 24.06727091 | 5.51E- 8.05E- ENSGO0000019855 | ZNF789

1 39 128 127 6

599.434569 | -4.460725648 0.2643200 | -16.87622606 | 6.73E-64 | 3.28E-63 | ENSG0000019857 | SH2DIB

8 93 4

2931.13219 | -1.909316565 0.1691758 | -11.28598912 | 1.54E-29 | 3.84E-29 | ENSG0000019858 | NUDT16

9 29 5

2813.58261 | 1.529748322 0.1375222 | 11.12364416 | 9.63E-29 | 2.36E-28 | ENSG0000019858 | LRBA

9 27 9

7314.90689 | -2.228875888 0.0903788 | -24.66148693 | 2.77E- 4.46E- ENSG0000019862 | CCDC69

9 12 134 133 4

6991.31362 | 1.107302529 0.0530647 | 20.86700811 | 1.07E-96 | 9.11E-96 | ENSG0000019862 | MDM4
48 5

10075.3552 | -1.202874261 0.0746970 | -16.10336429 | 2.42E-58 | 1.06E-57 | ENSG0000019866 | CALMI
78 8

321.139152 | 2.249769362 0.1666739 | 13.49802271 | 1.61E-41 | 5.14E-41 | ENSG0000019867 | TAFA2
95 3




800.693686 | 2.147840849 0.1011619 | 21.23171572 | 4.87E- 4.40E-99 | ENSG0000019869 | FAN1

6 07 100 0

3022.84650 | 1.16451769 0.0570478 | 20.41300302 | 1.28E-92 | 1.01E-91 | ENSG0000019870 | IPO9

3 38 0

821.715591 | 2.150254528 0.1588069 | 13.54005049 | 9.07E-42 | 2.92E-41 | ENSG0000019870 | CEP290

6 8 7

862.253007 | -1.26673736 0.1042826 | -12.14715393 | 5.94E-34 | 1.62E-33 | ENSG0000019871 | GLMP

8 47 5

722.741169 | 2.383164439 0.1129156 | 21.10571122 | 7.05E-99 | 6.25E-98 | ENSG0000019871 | TOGARAMI1

7 19 8

219.019145 | 1.643976631 0.1267768 | 12.96748252 | 1.87E-38 | 5.63E-38 | ENSG0000019872 | ANKRDI13B

8 53 0

223.042554 | 1.118140523 0.2098514 | 5.328247707 | 9.92E-08 | 1.43E-07 | ENSG0000019872 | UNCI13B

3 53 2

2295.72648 | -3.34574964 0.2514451 | -13.30608006 | 2.13E-40 | 6.68E-40 | ENSG0000019873 | F5

4 76 4

14438.7950 | -5.069837868 0.1811773 | -27.98273452 | 2.64E- 7.67E- ENSG0000019873 | MSRBI

2 57 172 171 6

2116.20197 | 1.40217348 0.1519507 | 9.22781474 2.76E-20 | 5.57E-20 | ENSG0000019874 | SLC5A3

2 62 3

115605.890 | 1.244966412 0.1048137 | 11.87789725 | 1.54E-32 | 4.09E-32 | ENSG0000019878 | MT-ND5

4 04 6

2036.61764 | -1.235373817 0.0905989 | -13.63563542 | 2.46E-42 | 7.98E-42 | ENSG0000019879 | TMEM184B

8 18 2

2649.80463 | 1.102433717 0.0494491 | 22.29430842 | 4.20E- 4.54E- ENSG0000019879 | MTOR

3 1 110 109 3

236.757326 | 1.088632113 0.1747374 | 6.230100322 | 4.66E-10 | 7.21E-10 | ENSG0000019879 | SCAMP5

9 93 4

1068.53709 | 1.425432408 0.0545182 | 26.1459863 1.09E- 2.32E- ENSG0000019879 | LRIG2

8 11 150 149 9

2603.74113 | -3.383200725 0.1310038 | -25.82521034 | 4.62E- 9.20E- ENSG0000019881 | GK

9 01 147 146 4

1747.53071 | -1.362507479 0.0685434 | -19.87801358 | 6.31E-88 | 4.61E-87 | ENSG0000019881 | SFT2D1
42 8

4358.81906 | -4.698545382 0.2343552 | -20.04881425 | 2.07E-89 | 1.55E-88 | ENSG0000019882 | CD247

9 75 1

1043.70927 | 1.174791375 0.1257879 | 9.33945875 9.68E-21 | 1.97E-20 | ENSG0000019882 | CHAMPI

7 51 4

477.690714 | 1.225127672 0.0742211 | 16.50644222 | 3.30E-61 | 1.53E-60 | ENSG0000019882 | INPPSF
83 5

1081.08673 | 1.121942919 0.1882943 | 5.958453891 | 2.55E-09 | 3.85E-09 | ENSG0000019882 | ARHGAPIIA

9 02 6

882.475551 | 3.882109471 0.1995646 | 19.4528888 2.75E-84 | 1.90E-83 | ENSG0000019882 | SUCNRI1

8 77 9




7676.85082 | -1.050500862 0.0683167 | -15.3769237 | 2.34E-53 | 9.35E-53 | ENSG0000019883 | HMGN2

1 12 0

133.155782 | -3.392518807 0.1450977 | -23.38091173 | 6.68E- 8.62E- ENSG0000019883 | SELENOM

9 98 121 120 2

204.929984 | 3.574514694 0.1416148 | 25.24110878 | 1.42E- 2.55E- ENSG0000019883 | RYR3

3 05 140 139 8

3204.21357 | -1.584487029 0.0901918 | -17.56795552 | 4.34E-69 | 2.29E-68 | ENSG0000019884 | SELENOT

2 85 3

5127.23018 | -3.799726469 0.2287213 | -16.61290471 | 5.62E-62 | 2.65E-61 | ENSG0000019885 | CD3E

4 79 1

801.022532 | 1.618721496 0.1442822 | 11.21912796 | 3.28E-29 | 8.14E-29 | ENSG0000019885 | RUSC2

9 92 3

33306.1394 | -5.109903593 0.1494414 | -34.19335157 | 3.04E- 241E- ENSG0000019885 | R3HDM4

5 37 256 254 8

1466.58805 | 1.393396452 0.0842796 | 16.53301137 | 2.12E-61 | 9.87E-61 | ENSG0000019886 | LTNI
52 2

55.1571373 | 2.880254835 0.0990996 | 29.06422207 | 1.02E- 3.60E- ENSG0000019887 | STKLDI

2 71 185 184 0

721.881008 | -2.143395489 0.1164403 | -18.4076639 1.14E-75 | 6.76E-75 | ENSG0000019887 | GRKS5

3 86 3

7206.34147 | -2.496050911 0.1341835 | -18.60176117 | 3.11E-77 | 1.90E-76 | ENSG0000019887 | DCAF12

5 8 6

400.658497 | -1.074745112 0.1307821 | -8.217828982 | 2.07E-16 | 3.81E-16 | ENSG0000019888 | ITPRIPL1

5 22 5

2017.55640 | 1.403129208 0.0814021 | 17.23701121 | 1.40E-66 | 7.16E-66 | ENSG0000019888 | SMC5

4 17 7

293.600018 | -4.771867062 0.2222373 | -21.47194454 | 2.85E- 2.67E- ENSG0000019889 | SHISA4

3 04 102 101 2

6294.73218 | -1.885486134 0.1306396 | -14.43272681 | 3.22E-47 | 1.15E-46 | ENSG0000019890 | MAP3K3

5 33 9

545.368118 | -2.673044392 0.1801304 | -14.83949286 | 8.14E-50 | 3.04E-49 | ENSG0000019891 | RASGEFIA

2 41 5

4616.51165 | -2.357384518 0.1097347 | -21.48256677 | 2.27E- 2.13E- ENSG0000019892 | ATG9A

4 7 102 101 5

2322.42707 | -1.790940082 0.0727496 | -24.61785388 | 8.13E- 1.30E- ENSG0000019893 | APRT

6 43 134 132 1

2585.91851 | -2.189590394 0.1642207 | -13.3332138 1.48E-40 | 4.66E-40 | ENSG0000019893 | TBKBP1

7 52 3

47.9435940 | -1.717656681 0.1562364 | -10.9939575 | 4.09E-28 | 9.89E-28 | ENSG0000019893 | MAGEEI

6 31 4

261.938241 | -1.460201153 0.1084278 | -13.46703611 | 2.44E-41 | 7.79E-41 | ENSG0000019893 | CCDC167

9 04 7

125.768477 | -2.115750385 0.2561185 | -8.260825171 | 1.45E-16 | 2.67E-16 | ENSG0000019894 | DMD

3 28 7




799.612864 | -2.24666353 0.1956206 | -11.48479968 | 1.57E-30 | 4.01E-30 | ENSG0000019895 | TGM2

1 11 9

627.462896 | 2.06611062 0.1422152 | 14.52805669 | 8.05E-48 | 2.90E-47 | ENSG0000020366 | EFCAB2
09 6

156.296447 | 3.860217792 0.0720565 | 53.5720785 0.00E+0 | 0.00E+0 | ENSG0000020366 | COX20

6 25 0 0 7

955.400583 | 2.373019393 0.1442766 | 16.44770082 | 8.71E-61 | 4.01E-60 | ENSG0000020366 | CHML

8 63 8

5246.90940 | -2.951812429 0.2315796 | -12.74642168 | 3.26E-37 | 9.54E-37 | ENSG0000020371 | CR1

5 94 0

9179.94220 | -4.207594853 0.2596198 | -16.20675251 | 4.52E-59 | 2.02E-58 | ENSG0000020374 | FCGR3A

7 62 7

35.016853 1.408373533 0.1391018 | 10.12476489 | 4.29E-24 | 9.46E-24 | ENSG0000020377 | FAM229B
51 8

79.6981038 | 2.439698973 0.1761820 | 13.84760214 | 1.32E-43 | 4.38E-43 | ENSG0000020379 | DDO

8 53 7

294230701 | -5.121558044 0.2383461 | -21.48789888 | 2.02E- 1.90E- ENSG0000020381 | HIST2H2BF

9 53 102 101 4

127.050213 | 2.311004134 0.1061873 | 21.76345183 | 5.15E- 5.11E- ENSG0000020387 | C6orfl63

5 89 105 104 2

8141.59881 | -2.303361618 0.0897115 | -25.67520092 | 2.21E- 4.27E- ENSG0000020387 | GDI1

2 32 145 144 9

1540.36067 | 1.306740363 0.0777528 | 16.80633844 | 2.19E-63 | 1.06E-62 | ENSG0000020388 | PCMTD2

9 29 0

1642.24287 | -4.492944735 0.1186515 | -37.86670986 | 0.00E+0 | 0.00E+0 | ENSG0000020389 | LIME1
74 0 0 6

378.681073 | -1.211406016 0.1409869 | -8.592328977 | 8.52E-18 | 1.62E-17 | ENSG0000020395 | RTL8A

4 22 0

181.046195 | 1.115870355 0.1197451 | 9.318712938 | 1.18E-20 | 2.39E-20 | ENSG0000020396 | EFCAB7

1 15 5

263.733037 | -3.060659281 0.2538697 | -12.056021 1.80E-33 | 4.87E-33 | ENSG0000020402 | LIPN

4 7 0

2196.36262 | -1.009702126 0.2793568 | -3.614381269 | 3.01E-04 | 3.79E-04 | ENSG0000020410 | MAFB

6 39 3

557.637832 | 1.842966349 0.0682684 | 26.99589097 | 1.65E- 4.01E- ENSG0000020413 | RUFY2
02 160 159 0

2679.57100 | -2.795561516 0.2314785 | -12.07697612 | 1.40E-33 | 3.78E-33 | ENSG0000020413 | NHSL2

6 99 1

1936.15202 | 1.532755096 0.0535125 | 28.64291042 | 1.96E- 6.45E- ENSG0000020413 | PHACTR4

8 47 180 179 8

363.258407 | 1.508038111 0.0950138 | 15.87176879 | 9.94E-57 | 4.23E-56 | ENSG0000020415 | TIMM23B

7 66 2

12055.9481 | -4.560763648 0.1250228 | -36.4794285 | 2.35E- 2.62E- ENSG0000020416 | ZDHHCI18

8 92 291 289 0




670.674951 | -1.610388388 | 0.1919183 | -8.39100848 | 4.82E-17 | 9.00E-17 | ENSG0000020416 | TMEM273

1 36 1

192.534273 | -1.001297052 | 0.1346031 | -7.438881119 | 1.02E-13 | 1.75E-13 | ENSG0000020416 | CXorf65

8 8 5

402.060568 | 2.155459761 0.1524101 | 14.14249467 | 2.08E-45 | 7.16E-45 | ENSG0000020417 | AGAP10

2 52 2

147723749 | -2.026018884 | 0.2440707 | -8.300950292 | 1.03E-16 | 1.91E-16 | ENSG0000020418 | ZDBF2

2 16 6

265537977 | -1.312069249 | 0.0448986 | -29.22290495 | 9.92E- | 3.58B- | ENSG0000020420 | DAXX

5 59 188 186 9

97.6999600 | -1.934876188 | 0.1804100 | -10.72488149 | 7.78E-27 | 1.83E-26 | ENSG0000020421 | TCEA3

9 3 9

69.1205410 | -1.154746628 | 0.1149933 | -10.04185974 | 9.98E-24 | 2.18E-23 | ENSG0000020424 | COL11A2

6 04 8

3752.04391 | -1.829703405 | 0.0750505 | -24.3796192 | 2.81E- | 4.36E- | ENSG0000020426 | PSMBS

5 33 131 130 4

3435.19641 | -1.966322835 | 0.0757403 | -25.96136686 | 1.35E- | 2.77E- | ENSG0000020426 | TAP2

6 43 148 147 7

146.107112 | -1.993318076 | 0.1585342 | -12.57342308 | 2.96E-36 | 8.47E-36 | ENSG0000020427 | SPIN3

8 4 1

32458.6080 | -1.110556658 | 0.1564988 | -7.096262298 | 1.28E-12 | 2.14E-12 | ENSG0000020428 | HLA-DRA

5 17 7

5814.89226 | -1.363622162 | 0.0860999 | -15.83767104 | 1.71E-56 | 7.24E-56 | ENSG0000020430 | PBX2

3 17 4

899.192781 | -1.447579154 | 0.1120658 | -12.91722141 | 3.60E-38 | 1.08E-37 | ENSG0000020430 | AGER

8 31 5

2665.07944 | -1.335786352 | 0.0842663 | -15.85194642 | 1.36B-56 | 5.78E-56 | ENSG0000020431 | AGPATI

8 93 0

160.437818 | -1.944467672 | 0.0834530 | -23.30013374 | 4.42E- | 5.62B- | ENSG0000020431 | FKBPL

7 69 120 119 5

854.352684 | -2.273585163 | 0.0627516 | -36.23147274 | 1.95E- | 2.06E- | ENSG0000020431 | MRPL38

8 63 287 285 6

358.597556 | -1.326951031 | 0.1814811 | -7.311785688 | 2.64E-13 | 4.48E-13 | ENSG0000020432 | SMIM5

1 17 3

2985.54771 | -1.406713622 | 0.0687380 | -20.46486021 | 4.43E-93 | 3.54E-92 | ENSG0000020435 | SKIV2L
03 1

1837.14612 | -1.592520641 | 0.0618112 | -25.76427221 | 2.23E- | 439E- | ENSG0000020435 | NELFE

3 02 146 145 6

126.543954 | 1.435344538 | 0.0952640 | 15.06700698 | 2.67E-51 | 1.02E-50 | ENSG0000020436 | ZBTBI2

8 79 6

1650.22231 | -1.682240716 | 0.0837080 | -20.09653439 | 7.91E-90 | 5.96E-89 | ENSG0000020438 | NEUI

2 01 6

12859.5554 | -6.424043624 | 0.2290324 | -28.0486177 | 4.15E- | 1.22E- | ENSG0000020438 | HSPAIB

7 5 173 171 8




24928.1632 | -6.124766223 0.2115661 | -28.94964512 | 2.84E- 9.87E- ENSG0000020438 | HSPATA
7 94 184 183 9

249.876703 | -2.531992755 0.1295147 | -19.54984231 | 4.14E-85 | 2.91E-84 | ENSG0000020439 | HSPAIL
7 41 0

728.295964 | -2.125077035 0.1539729 | -13.80162477 | 2.49E-43 | 8.24E-43 | ENSG0000020439 | CARDI16
2 61 7

2333.45605 | -3.701018945 0.0990615 | -37.36080991 | 1.69E- 2.13E- ENSG0000020442 | ABHD16A
2 29 305 303 7

3736.32121 | -2.564652178 0.0586691 | -43.71381254 | 0.00E+0 | 0.00E+0 | ENSG0000020443 | CSNK2B
9 49 0 0 5

881.343006 | -1.527977523 0.0658733 | -23.19567344 | 5.03E- 6.28E- ENSG0000020443 | GPANK1
7 85 119 118 8

830.358566 | -1.721505456 0.0835329 | -20.60870065 | 2.29E-94 | 1.87E-93 | ENSG0000020443 | C6orf47
1 45 9

12223.7454 | -1.72825297 0.0979485 | -17.64450526 | 1.12E-69 | 6.00E-69 | ENSG0000020446 | BAG6
4 08 3

4603.20486 | -1.023474797 0.1678227 | -6.098545733 | 1.07E-09 | 1.64E-09 | ENSG0000020447 | AIF1

1 63 2

721.843932 | -5.069912322 0.1648826 | -30.74861812 | 1.28E- 5.81E- ENSG0000020447 | NCR3
4 07 207 206 5

4752.01757 | -2.210512967 0.1918037 | -11.52486708 | 9.89E-31 | 2.53E-30 | ENSG0000020448 | LST1
2 71 2

500.773003 | -1.96024828 0.0705116 | -27.80036324 | 4.29E- 1.19E- ENSG0000020449 | NFKBIL1
9 07 170 168 8

1137.40064 | 2.004695123 0.0902776 | 22.20587788 | 3.01E- 3.21E- ENSG0000020451 | ZNF814
6 79 109 108 4

477.562938 | 2.27052246 0.1198460 | 18.94532315 | 4.83E-80 | 3.09E-79 | ENSG0000020451 | ZNF551
2 67 9

594.557216 | -1.063724721 0.0763928 | -13.92440974 | 4.50E-44 | 1.51E-43 | ENSG0000020452 | MICA
6 05 0

130.407381 | 1.992111007 0.0828234 | 24.0525098 7.86E- 1.15E- ENSG0000020452 | ZNF805
4 15 128 126 4

127007.826 | -4.010576377 0.1226117 | -32.70956464 | 1.14E- 7.32E- ENSG0000020452 | HLA-C
4 32 234 233 5

2097.11515 | -1.481178111 0.0475589 | -31.1440178 | 6.11E- 3.06E- ENSG0000020456 | DHX16
2 93 213 211 0

14749.6286 | -5.317826829 0.2442267 | -21.77413756 | 4.08E- 4.06E- ENSG0000020457 | LILRB3
4 49 105 104 7

217.296631 | -1.028038313 0.1725314 | -5.958555313 | 2.54E-09 | 3.85E-09 | ENSG0000020458 | DDR1
6 71 0

1682.71055 | -1.015834367 0.0799099 | -12.71223767 | 5.06E-37 | 1.47E-36 | ENSG0000020459 | GNLI
7 57 0

117498.718 | -3.825015789 0.1152421 | -33.19110707 | 1.45E- 1.00E- ENSG0000020459 | HLA-E
8 88 241 239 2




730.003781 | -2.075718108 0.0593241 | -34.98942688 | 3.26E- 2.90E- ENSG0000020459 | TRIM39
53 268 266 9

288.978328 | 1.047979155 0.0875415 | 11.97121696 | 5.03E-33 | 1.35E-32 | ENSG0000020461 | ZNF616

5 72 1

309.576884 | -1.718568483 0.2756525 | -6.234546063 | 4.53E-10 | 7.02E-10 | ENSG0000020461 | TRIM10

7 44 3

3167.43674 | -1.81463255 0.0864843 | -20.98219669 | 9.54E-98 | 8.31E-97 | ENSG0000020461 | PPPIR11

7 93 9

386.100706 | -3.146253117 0.1605707 | -19.59418398 | 1.73E-85 | 1.22E-84 | ENSG0000020463 | HLA-G
65 2

1705.60148 | -1.402049723 0.1829485 | -7.663627493 | 1.81E-14 | 3.18E-14 | ENSG0000020463 | TBCIDS8

6 74 4

7680.39779 | -3.892177785 0.1158135 | -33.60726471 | 1.31E- 9.70E- ENSG0000020464 | HLA-F

1 84 247 246 2

2830.60519 | -1.57482657 0.2017274 | -7.806705906 | 5.87E-15 | 1.04E-14 | ENSG0000020468 | GABBRI

9 11 1

158.132572 | 3.562777635 0.1425859 | 24.98687911 | 8.49E- 1.44E- ENSG0000020476 | INSYN2B

9 4 138 136 7

2439.42986 | 1.449874988 0.0418403 | 34.65259429 | 4.08E- 3.40E- ENSG0000020484 | ATXN2

5 01 263 261 2

305.754762 | 1.326961713 0.1039137 | 12.76983783 | 2.42E-37 | 7.09E-37 | ENSG0000020485 | TCTNI

8 48 2

494.720932 | 1.774243718 0.1444953 | 12.27889757 | 1.18E-34 | 3.26E-34 | ENSG0000020485 | FAM216A

5 59 6

1845.16536 | -1.266602563 0.0911700 | -13.89274517 | 7.01E-44 | 2.35E-43 | ENSG0000020485 | ZBTB48

1 71 9

1409.36150 | 1.281446306 0.0537276 | 23.85079093 | 9.94E- 1.41E- ENSG0000020497 | TRIM13

8 23 126 124 7

802.155494 | 1.494414064 0.0977525 | 15.28772182 | 9.23E-53 | 3.65E-52 | ENSG0000020506 | SLC35B4

9 68 0

284.560013 | -1.354468518 0.0609683 | -22.21593159 | 2.41E- 2.57E- ENSG0000020513 | SDHAF1

6 42 109 108 8

1266.29774 | -2.803324171 0.1103602 | -25.40156685 | 2.42E- 4.46E- ENSG0000020515 | PSENEN

7 86 142 141 5

783.775821 | 1.65030478 0.1355294 | 12.17672845 | 4.14E-34 | 1.13E-33 | ENSG0000020518 | ZBTB10

6 07 9

550.680330 | 1.111138289 0.1411280 | 7.873263644 | 3.46E-15 | 6.17E-15 | ENSG0000020520 | C4orf46

8 43 8

91.1859489 | 1.278939938 0.2262287 | 5.653305346 | 1.57E-08 | 2.32E-08 | ENSG0000020521 | LGR4

1 03 3

3600.03980 | -3.208673356 0.0722035 | -44.43927882 | 0.00E+0 | 0.00E+0 | ENSG0000020522 | PSMB10

6 42 0 0 0

1542.70147 | -5.487528564 0.1328028 | -41.32085912 | 0.00E+0 | 0.00E+0 | ENSG0000020530 | SAP25

1 67 0 0 7




628.365772 | -3.076105018 0.0927022 | -33.18261939 | 1.92E- 1.33E- ENSG0000020532 | SARNP

7 96 241 239 3

444570501 | -1.488436332 0.2333467 | -6.378644926 | 1.79E-10 | 2.80E-10 | ENSG0000020533 | ADGRG!

9 92 6

3507.50818 | 1.637957116 0.0761844 | 21.49988324 | 1.56E- 1.47E- ENSG0000020533 | IPO7

3 66 102 101 9

9664.78937 | -3.09001747 0.1011818 | -30.53924219 | 7.86E- 3.49E- ENSG0000020535 | PRR13

2 65 205 203 2

2192.64966 | -1.849348172 0.0934890 | -19.78144241 | 4.30E-87 | 3.12E-86 | ENSG0000020535 | TECPR1

7 46 6

838.146943 | -1.527458974 0.1082337 | -14.11259051 | 3.18E-45 | 1.09E-44 | ENSG0000020542 | CNEP1R1

5 77 3

94578.7762 | -3.46504685 0.0797346 | -43.45720653 | 0.00E+0 | 0.00E+0 | ENSG0000020554 | TMSB4X

7 89 0 0 2

307.798137 | -1.428357876 0.1053835 | -13.5538988 | 7.51E-42 | 2.42E-41 | ENSG0000020554 | TMEM256

5 43 4

1559.26250 | -3.503507763 0.0952345 | -36.78820657 | 2.85E- 3.38E- ENSG0000020556 | CPTIB

4 35 296 294 0

150.904320 | -2.1087664 0.1912207 | -11.02791591 | 2.80E-28 | 6.80E-28 | ENSG0000020571 | C170rf107

2 54 0

532.209133 | 1.775630009 0.1337674 | 13.27400295 | 3.28E-40 | 1.02E-39 | ENSG0000020573 | ITPRIPL2

6 86 0

5432.88672 | -2.16985996 0.0960829 | -22.58319916 | 6.34E- 7.22E- ENSG0000020574 | DENNDIC
31 113 112 4

260.312487 | 1.701214054 0.1343916 | 12.65862831 | 1.00E-36 | 2.90E-36 | ENSG0000020578 | ARRDCS
59 4

2745.01304 | -1.278682081 0.0783145 | -16.32752305 | 6.29E-60 | 2.85E-59 | ENSG0000020590 | ZNF316

2 17 3

626.570125 | 5.121977975 0.1633712 | 31.35177815 | 9.20E- 4.81E- ENSG0000020597 | NYNRIN

7 11 216 214 8

321122.054 | -11.17448796 0.3433892 | -32.54175299 | 2.74E- 1.68E- ENSG0000020617 | HBAI

4 44 232 230 2

4129.68562 | -6.064523124 0.3253230 | -18.64154078 | 1.48E-77 | 9.08E-77 | ENSG0000020617 | HBM

7 62 7

79513.1024 | -3.40651315 0.1017672 | -33.47357267 | 1.17E- 8.51E- ENSG0000020650 | HLA-A

3 41 245 244 3

542.316735 | 2.411255715 0.0879349 | 27.42090693 | 1.55E- 3.99E- ENSG0000020653 | CFAP44

5 37 165 164 0

4903.17806 | 2.775645572 0.1277342 | 21.7298481 1.07E- 1.05E- ENSG0000020656 | ANKRD28§
37 104 103 0

350.099348 | -1.041818908 0.1619979 | -6.431062398 | 1.27E-10 | 2.00E-10 | ENSG0000020656 | COLQ

9 47 1

450.174605 | -2.415806301 0.1393744 | -17.33320525 | 2.64E-67 | 1.36E-66 | ENSG0000021144 | GPX3

7 7 5




1336.19032 | -1.159977907 0.0856604 | -13.54158755 | 8.88E-42 | 2.86E-41 | ENSG0000021145 | SELENOH

9 07 0

106.274873 | 2.277691809 0.1177747 | 19.33938421 | 2.50E-83 | 1.70E-82 | ENSG0000021212 | TAS2R14

5 85 7

103.883631 | -1.797093776 0.1561650 | -11.50765479 | 1.21E-30 | 3.08E-30 | ENSG0000021286 | RNF208

9 75 4

35933.5518 | 1.475527889 0.1059588 | 13.92547439 | 4.44E-44 | 1.49E-43 | ENSG0000021290 | MT-ND4L

7 96 7

156.385120 | 2.230214439 0.1765553 | 12.63181298 | 1.41E-36 | 4.06E-36 | ENSG0000021291 | MAP10

1 72 6

620.594880 | 1.657807965 0.0677924 | 24.45417074 | 4.54E- 7.11E- ENSG0000021302 | ZNF611

3 43 132 131 0

1007.97123 | 1.856847367 0.0965967 | 19.22266354 | 2.39E-82 | 1.60E-81 | ENSG0000021304 | DENNDI1B

4 78 7

266.980226 | -4.349709125 0.1635361 | -26.59784408 | 7.19E- 1.62E- ENSG0000021308 | CFAP45

5 54 156 154 5

710.854548 | 1.507760021 0.1148202 | 13.13147935 | 2.17E-39 | 6.67E-39 | ENSG0000021309 | ZNF254

7 71 6

97.4180456 | 1.309798908 0.0743960 | 17.60575765 | 2.23E-69 | 1.18E-68 | ENSG0000021313 | CRYGS

2 55 9

1521.65214 | -4.159068952 0.1414755 | -29.39780275 | 5.86E- 2.20E- ENSG0000021314 | CRIPI

7 04 190 188 5

352.216434 | 2.01588259 0.2322202 | 8.680907084 | 3.93E-18 | 7.53E-18 | ENSG0000021316 | KLHL23

1 7 0

1361.80689 | -2.181529654 0.1669313 | -13.06842099 | 4.99E-39 | 1.52E-38 | ENSG0000021320 | GIMAP1

7 88 3

140.674970 | -2.618729821 0.1072855 | -24.40897697 | 1.37E- 2.14E- ENSG0000021322 | DNLZ

4 21 131 130 1

3258.31184 | -1.068653632 0.0907329 | -11.7780132 | 5.07E-32 | 1.33E-31 | ENSG0000021324 | SUPT4H1

5 29 6

1380.44439 | -2.085824959 0.1186809 | -17.57505883 | 3.82E-69 | 2.02E-68 | ENSG0000021334 | MXD3

6 66 7

733.078839 | 1.036874404 0.1390262 | 7.458117352 | 8.78E-14 | 1.52E-13 | ENSG0000021336 | GSTM2

3 92 6

1435.02354 | -1.093068356 0.0927282 | -11.78787151 | 4.51E-32 | 1.18E-31 | ENSG0000021339 | ARHGAPI19

3 21 0

80.9614699 | 1.008136959 0.0825294 | 12.21547661 | 2.57E-34 | 7.06E-34 | ENSG0000021339 | HAUS7

2 82 7

42.8512689 | 1.078678691 0.1197980 | 9.00414575 2.17E-19 | 4.29E-19 | ENSG0000021341 | PVRIG

2 04 3

13362.2282 | -2.394794526 0.1101925 | -21.73282303 | 1.00E- 9.90E- ENSG0000021344 | SIPAI
2 104 104 5

2393.14957 | -2.288242138 0.0861057 | -26.57479498 | 1.33E- 2.99E- ENSG0000021352 | SRA1

3 31 155 154 3




1380.11687 | -4.31622798 0.1005405 | -42.93020778 | 0.00E+0 | 0.00E+0 | ENSG0000021353 | STIMATE

1 8 0 0 3

353631911 | -1.124223808 0.1108643 | -10.1405366 | 3.65E-24 | 8.06E-24 | ENSG0000021358 | VDACI1

1 31 5

2158.20386 | -2.456878888 0.1192067 | -20.61022749 | 2.22E-94 | 1.82E-93 | ENSG0000021362 | LBH

2 82 6

24531.0155 | -4.083759724 0.1270733 | -32.1370396 | 1.34E- 7.80E- ENSG0000021365 | GPSM3

1 02 226 225 4

1214.42603 | -5.054186228 0.1530533 | -33.02237811 | 3.88E- 2.60E- ENSG0000021365 | LAT

4 69 239 237 8

58.8414327 | -3.062572781 0.1453112 | -21.07595012 | 1.32E-98 | 1.17E-97 | ENSG0000021371 | FAM209B

2 56 4

22836.3044 | -2.446321903 0.1031943 | -23.70597831 | 3.13E- 4.32E- ENSG0000021371 | CLIC1
03 124 123 9

3103.80391 | -2.264114351 0.1506525 | -15.0287126 | 4.76E-51 | 1.82E-50 | ENSG0000021372 | DDAH2

4 82 2

58.6543882 | -1.235432359 0.1091521 | -11.31843831 | 1.06E-29 | 2.66E-29 | ENSG0000021376 | ATP6V1G2

7 93 0

298.733950 | -2.440361429 0.0671999 | -36.31490466 | 9.41E- 1.01E- ENSG0000021378 | GTF2H4

7 95 289 286 0

126.796574 | -1.175858117 0.0949100 | -12.38918977 | 2.99E-35 | 8.39E-35 | ENSG0000021379 | ZNF888

8 09 3

1665.75857 | -6.636534253 0.2352056 | -28.21587882 | 3.73E- 1.13E- ENSG0000021380 | KLRK1

5 55 175 173 9

324781711 | -2.076159414 0.0954359 | -21.75448367 | 6.26E- 6.21E- ENSG0000021385 | KCTD11

2 32 105 104 9

136.485065 | -1.768671855 0.1468195 | -12.04656526 | 2.02E-33 | 5.45E-33 | ENSG0000021388 | PPMIN
97 9

5322.44625 | -2.031853751 0.1504971 | -13.50094224 | 1.54E-41 | 4.94E-41 | ENSG0000021390 | LTB4R

7 81 3

107.387296 | -3.225779025 0.0865200 | -37.28359216 | 3.03E- 3.77E- ENSG0000021392 | MDPI

8 71 304 302 0

3564.03385 | -3.075412531 0.0861202 | -35.71068881 | 2.70E- 2.73E- ENSG0000021392 | IRF9

2 24 279 277 8

538.753590 | -3.629318632 0.2422670 | -14.98065377 | 9.82E-51 | 3.72E-50 | ENSG0000021393 | CLDN9

9 39 7

129.242751 | -1.046269025 0.1634912 | -6.399540053 | 1.56E-10 | 2.45E-10 | ENSG0000021394 | ITGA1

9 85 9

137.087554 | 2.236400981 0.1524966 | 14.66524528 | 1.08E-48 | 3.93E-48 | ENSG0000021396 | ZNF726

4 64 7

759.188862 | -3.66759633 0.0950293 | -38.59435439 | 0.00E+0 | 0.00E+0 | ENSG0000021397 | TAX1BP3

5 48 0 0 7

155.330409 | 1.406771966 0.1970078 | 7.140689531 | 9.29E-13 | 1.56E-12 | ENSG0000021398 | ZNF90

1 6 8




835.547701 | -1.148766362 | 0.0698456 | -16.44722298 | 8.78E-61 | 4.04E-60 | ENSG0000021399 | NAXD

6 12 5

668.921781 | -4.979135582 | 0.0897352 | -55.48693901 | 0.00E+0 | 0.00E+0 | ENSG0000021399 | MEF2B

9 72 0 0 9

1191.30603 | 1.09773475 0.0678349 | 16.18244418 | 6.71E-59 | 2.98E-58 | ENSG0000021401 | GANC
16 3

5457.63673 | -1.598335838 | 0.0920341 | -17.36676222 | 1.47E-67 | 7.63E-67 | ENSG0000021402 | TTLL3
87 1

784.761124 | -1.891463591 | 0.0823518 | -22.96807583 | 9.72E- | 1.17E- | ENSG0000021402 | MRPL23

6 52 117 115 6

472258460 | 2.595792553 | 0.1044426 | 24.85375952 | 2.35BE- | 3.89E- | ENSG0000021402 | ZNF891

2 52 136 135 9

6532.55344 | -1.515896066 | 0.0804444 | -18.84399954 | 3.29E-79 | 2.08E-78 | ENSG0000021407 | CPNE1

7 97 8

579.907447 | -1.151078607 | 0.1592280 | -7.229118873 | 4.86E-13 | 8.21E-13 | ENSG0000021419 | SH3D21

6 65 3

3882.90515 | -3.741415987 | 0.1936385 | -19.32164478 | 3.53E-83 | 2.39E-82 | ENSG0000021421 | C190rf38

6 87 2

2659.24192 | -2.575745134 | 0.1246631 | -20.66164271 | 7.67E-95 | 6.33E-94 | ENSG0000021425 | FISI

2 34 3

73.7824658 | -2.811811391 | 0.1862702 | -15.09533159 | 1.74E-51 | 6.69E-51 | ENSG0000021427 | ANG

8 63 4

139.294170 | 1.147723568 | 0.1601621 | 7.166009946 | 7.72E-13 | 1.30E-12 | ENSG0000021427 | SCART1

4 51 9

371.143950 | 4.168613877 | 0.0744864 | 55.96471007 | 0.00E+0 | 0.00E+0 | ENSG0000021430 | SPDYE3

7 73 0 0 0

583.662081 | 4.760867092 | 0.1577851 | 30.1730906 | 5.34E- | 2.26E- | ENSG0000021435 | NEURLIB

5 99 200 198 7

693.007619 | 1301125147 | 0.0966317 | 13.46478422 | 2.52E-41 | 8.03E-41 | ENSG0000021436 | HAUS3
12 7

1894.39981 | -6.314607102 | 0.2353163 | -26.83454813 | 1.28E- | 2.98E- | ENSG0000021445 | PLINS

9 2 158 157 6

697.815210 | -3.301142317 | 0.1293452 | -25.52195346 | 1.12E- | 2.13B- | ENSG0000021453 | STARDI0

3 06 143 142 0

56.1874604 | 1.51254482 0.1202532 | 12.57799565 | 2.79E-36 | 8.00E-36 | ENSG0000021456 | NUTM2D

8 47 2

80.2908327 | 1.051967596 | 0.1442686 | 7.291725418 | 3.06E-13 | 5.19E-13 | ENSG0000021459 | EML6
79 5

453441139 | -1.217663174 | 0.0872961 | -13.94865483 | 3.21E-44 | 1.08E-43 | ENSG0000021465 | ZSWIMS

4 5

276.130939 | -4.451722828 | 0.2645045 | -16.8304182 | 1.46B-63 | 7.07E-63 | ENSG0000021468 | C10orfl05

8 88 8

38.0703988 | 1.601235385 | 0.1648706 | 9.712069846 | 2.68E-22 | 5.67E-22 | ENSG0000021471 | CAPN14

3 62 1




4184.81024 | -2.340952709 0.0460473 | -50.83795675 | 0.00E+0 | 0.00E+0 | ENSG0000021475 | HNRNPUL2
6 41 0 0 3

135.921385 | 1.396988343 0.0693048 | 20.15714393 | 2.33E-90 | 1.78E-89 | ENSG0000021475 | CSKMT
1 75 6

498.855929 | 3.201145901 0.2320404 | 13.79563681 | 2.71E-43 | 8.94E-43 | ENSG0000021478 | MS4A4E
3 59 7

105.154308 | -1.300897799 0.0866420 | -15.01462758 | 5.89E-51 | 2.24E-50 | ENSG0000021482 | MTCP1
9 29 7

802.503012 | 1.229078051 0.0693945 | 17.71145107 | 3.42E-70 | 1.85E-69 | ENSG0000021501 | RTL10
3 43 2

4075.71905 | -2.205465185 0.1275230 | -17.29464217 | 5.16E-67 | 2.65E-66 | ENSG0000021511 | UBXN2B
9 31 4

1600.33946 | -1.436194988 0.0685434 | -20.9530544 | 1.76E-97 | 1.52E-96 | ENSG0000021530 | VPS16
2 67 5

2619.78311 | -2.813859577 0.1071565 | -26.25932571 | 5.59E- 1.21E- ENSG0000021544 | NPEPLI
5 82 152 150 0

66.5010885 | -2.143189617 0.1808808 | -11.84862518 | 2.19E-32 | 5.78E-32 | ENSG0000021552 | EFCABS
9 69 9

2617.57971 | -1.623493456 0.0797427 | -20.35913432 | 3.85E-92 | 3.02E-91 | ENSG0000021571 | TMEM167B
4 55 7

629.003345 | -1.234582831 0.1951969 | -6.324805358 | 2.54E-10 | 3.95E-10 | ENSG0000021578 | TNFRSF25
9 68 8

492.636782 | -1.783301423 0.0899290 | -19.8300891 1.64E-87 | 1.19E-86 | ENSG0000021584 | TSTDI1
3 68 5

334.313270 | 1.205718658 0.0985458 | 12.23510933 | 2.02E-34 | 5.56E-34 | ENSG0000021588 | CYB5SRL
9 02 3

29824.6046 | -8.700657248 0.1869214 | -46.54713623 | 0.00E+0 | 0.00E+0 | ENSG0000021649 | IFI30
3 3 0 0 0

146.362052 | 1.046036955 0.0844760 | 12.38264769 | 3.24E-35 | 9.10E-35 | ENSG0000021693 | CCDC7
4 33 7

1024.29715 | -2.695009564 0.1637371 | -16.4593691 7.18E-61 | 3.31E-60 | ENSG0000021755 | CKLF
3 12 5

8155.60740 | -5.953480203 0.1115053 | -53.39186029 | 0.00E+0 | 0.00E+0 | ENSG0000021920 | RNASEK
2 9 0 0 0

323.400544 | 1.628387822 0.1000156 | 16.28133682 | 1.34E-59 | 6.04E-59 | ENSG0000021948 | NBPF1
2 09 1

44.7560600 | 1.671741506 0.1882615 | 8.87988635 6.69E-19 | 1.31E-18 | ENSG0000021960 | PPPIR3G
5 88 7

621.701402 | 1.847969993 0.0812288 | 22.75016035 | 1.43E- 1.68E- ENSG0000021962 | FAM228B
2 78 114 113 6

89.4034427 | -1.661829741 0.1174070 | -14.15442936 | 1.75E-45 | 6.06E-45 | ENSG0000022020 | ZGLP1
3 46 1

5778.79592 | -1.977109146 0.1128057 | -17.5266754 | 8.97E-69 | 4.72E-68 | ENSG0000022020 | VAMP2
9 15 5




124.887991 | -2.437586277 0.0894062 | -27.26417478 | 1.13E- 2.83E- ENSG0000022182 | C6orf226

9 01 163 162 1

2687.48233 | -1.076019489 0.0689343 | -15.60934824 | 6.29E-55 | 2.59E-54 | ENSG0000022182 | PPP3R1

5 3

7087.88161 | -3.140519145 0.2175462 | -14.43609938 | 3.07E-47 | 1.10E-46 | ENSG0000022186 | CEBPD

4 4 9

76.5555176 | -1.140049794 0.0791132 | -14.41034713 | 4.45E-47 | 1.59E-46 | ENSG0000022188 | ARIH20S

9 78 3

74.5433786 | 1.066966265 0.1682493 | 6.341576663 | 2.27E-10 | 3.55E-10 | ENSG0000022188 | ZBEDS

1 68 6

212.850061 | 1.520877927 0.0967761 | 15.71541607 | 1.19E-55 | 4.94E-55 | ENSG0000022194 | TIGDI

2 8 4

85.4837054 | -2.446192471 0.2056603 | -11.89433338 | 1.27E-32 | 3.37E-32 | ENSG0000022194 | FXYD7

6 25 6

227.163874 | -4.395709356 0.2728131 | -16.11252875 | 2.08E-58 | 9.19E-58 | ENSG0000022195 | SLC12A8

1 27 5

44562.8629 | -3.418691854 0.1302226 | -26.25266095 | 6.66E- 1.44E- ENSG0000022198 | UBAS2

6 8 152 150 3

504.678910 | 2.195924012 0.0753764 | 29.13277325 1.38E- 4.92E- ENSG0000022199 | TIAF1

9 15 186 185 5

240.275211 1.15065631 0.1536063 | 7.490942959 | 6.84E-14 | 1.18E-13 | ENSG0000022200 | BTBD19

8 37 9

454.487304 | 1.300226852 0.0884484 | 14.70039721 | 6.41E-49 | 2.35E-48 | ENSG0000022354 | ZNF844

4 16 7

469532.317 | -9.522563084 0.3138738 | -30.33882567 | 3.53E- 1.54E- ENSG0000022360 | HBD

3 19 202 200 9

8244.43599 | -1.135213216 0.1655749 | -6.856188555 | 7.07E-12 | 1.16E-11 | ENSG0000022386 | HLA-DPBI1

1 7 5

735.754005 | -1.740682563 0.0932929 | -18.65824826 | 1.08E-77 | 6.66E-77 | ENSG0000022405 | CPTP

2 25 1

97.0347794 | 1.97070002 0.1425590 | 13.82374248 | 1.83E-43 | 6.08E-43 | ENSG0000022442 | ADMS5

1 81 0

3418.47933 | -1.276737428 0.1100378 | -11.60270924 | 3.99E-31 | 1.03E-30 | ENSG0000022519 | PLEKHMI

2 71 0

84.2079944 | -1.63095381 0.1794911 | -9.086540365 | 1.02E-19 | 2.03E-19 | ENSG0000022552 | Z82206.1
75 8

268.740697 | 2.226878157 0.1171081 | 19.0155737 1.27E-80 | 8.21E-80 | ENSG0000022561 | ZNF469
24 4

1867.48939 | -1.54963589 0.0995193 | -15.57120838 | 1.14E-54 | 4.67E-54 | ENSG0000022566 | MCRIPI1

8 08 3

1844.64531 | -1.726350926 0.1212677 | -14.23586033 | 5.49E-46 | 1.92E-45 | ENSG0000022569 | SLC26A6

3 62 7

323.045153 | 1.440778952 0.1191438 | 12.0927698 1.15E-33 | 3.13E-33 | ENSG0000022582 | FAM229A
33 8




86.6421089 | 2.181244511 0.1315730 | 16.57820098 | 1.00E-61 | 4.68E-61 | ENSG0000022612 | FTCDNLI

2 53 4

66.5224833 | 1.396554768 | 0.1138390 | 12.26780077 | 1.35E-34 | 3.73E-34 | ENSG0000022617 | TEX22

6 49 4

475914708 | 1.572547918 | 0.0917622 | 17.13720562 | 7.83E-66 | 3.95E-65 | ENSG0000022676 | SRRMS5

9 13 3

593.739664 | -5.883591451 | 0.2073695 | -28.37249548 | 4.42E- | 1.39E- | ENSG0000022697 | LTA

7 44 177 175 9

360.078567 | 2.10952763 0.1200750 | 17.5684042 | 4.30E-69 | 2.27E-68 | ENSG0000022712 | ZNF717

3 85 4

3283.59492 | -4.334417169 | 0.1540194 | -28.14201697 | 3.00E- | 8.95E- | ENSG0000022750 | LTB

8 21 174 173 7

143.665309 | -2.813217214 | 0.2187670 | -12.85941769 | 7.61E-38 | 2.25E-37 | ENSG0000022827 | ORM2

2 76 8

704.639133 | -1.68007586 0.0842321 | -19.94578437 | 1.63E-88 | 1.20E-87 | ENSG0000022830 | FAM174C

8 28 0

2716.17847 | -1.656539072 | 0.0919586 | -18.01395934 | 1.51B-72 | 8.52B-72 | ENSG0000022847 | OST4
33 4

166.085636 | 2.197005766 | 0.0918728 | 23.91354944 | 2.21E- | 3.16E- | ENSG0000022848 | C20rf92

5 43 126 125 6

240233869 | 1.326864301 0.1360566 | 9.752290186 | 1.80E-22 | 3.83E-22 | ENSG0000022859 | FNDC10

7 88 4

66.4753477 | 1.707076565 | 0.1140219 | 14.9714774 | 1.13E-50 | 4.26E-50 | ENSG0000022869 | ARL17B
18 6

6323.98398 | -1.978654484 | 0.1130886 | -17.49648706 | 1.52E-68 | 7.99E-68 | ENSG0000022911 | RPL41
72 7

648.669364 | -1.149438939 | 0.1062003 | -10.82330572 | 2.67E-27 | 6.34E-27 | ENSG0000022947 | PATL2

4 58 4

551.569702 | -1.508516307 | 0.0872862 | -17.28239878 | 6.38E-67 | 3.28E-66 | ENSG0000022983 | PET100

7 8 3

14020.9612 | -1.482360692 | 0.1729251 | -8.572266369 | 1.01E-17 | 1.92E-17 | ENSG0000023138 | HLA-DPAI1

9 79 9

36.3309277 | 1.232132461 0.1079667 | 11.41215259 | 3.64E-30 | 9.20E-30 | ENSG0000023188 | PRHI

6 7

15088.3133 | -1.373152481 | 0.0815791 | -16.83214129 | 1.42E-63 | 6.87E-63 | ENSG0000023192 | TAPBP

4 92 5

248209874 | -1.142061097 | 0.1293940 | -8.826228959 | 1.08E-18 | 2.10E-18 | ENSG0000023243 | AIM1

2 03 4

453.598656 | -2.319111503 | 0.2446521 | -9.479221281 | 2.56E-21 | 5.30E-21 | ENSG0000023262 | HLA-DQB2

3 12 9

424.490611 | 2.368630232 | 0.1499550 | 15.79559705 | 3.34E-56 | 1.40E-55 | ENSG0000023265 | GOLGASN

1 93 3

507.474742 | -2.507285454 | 0.1972250 | -12.71281161 | 5.02E-37 | 1.46E-36 | ENSG0000023281 | TNF

5 93 0




33.3961643 | 1.113477114 0.0840235 | 13.25195807 | 4.40E-40 | 1.37E-39 | ENSG0000023283 | PET117
8 92 8

127.337889 | 1.360224126 0.1030045 | 13.20547202 | 8.16E-40 | 2.52E-39 | ENSG0000023382 | HISTIH2BN
1 82 2

8636.23156 | -2.364811052 0.0903255 | -26.18098717 | 4.38E- 9.34E- ENSG0000023392 | RPS28
4 11 151 150 7

2166.25144 | -1.323744313 0.0634238 | -20.87138919 | 9.75E-97 | 8.32E-96 | ENSG0000023412 | TRIM26
7 72 7

89.1866029 | 1.407157955 0.1168575 | 12.04165666 | 2.15E-33 | 5.78E-33 | ENSG0000023428 | ZNF8&79
6 05 4

991.437604 | 1.891143462 0.1225605 | 15.43028303 | 1.02E-53 | 4.12E-53 | ENSG0000023444 | ZNF736
5 17 4

314.310566 | -1.757654936 0.2047628 | -8.583855113 | 9.17E-18 | 1.74E-17 | ENSG0000023451 | C5orf58
5 85 1

452.676503 | 1.303104462 0.1038366 | 12.54956272 | 4.00E-36 | 1.14E-35 | ENSG0000023454 | FAM133B
8 43 5

180257.225 | -3.647082905 0.1106158 | -32.97070626 | 2.14E- 1.42E- ENSG0000023474 | HLA-B
9 56 238 236 5

153.350241 | 3.01875163 0.1504021 | 20.07119923 | 1.32E-89 | 9.89E-89 | ENSG0000023510 | ZSCAN31
9 56 9

773.672620 | -1.468762555 0.1736238 | -8.45945304 | 2.69E-17 | 5.04E-17 | ENSG0000023516 | C120rf75
8 2 2

671.717580 | -5.165868016 0.2437754 | -21.19108801 | 1.15E-99 | 1.03E-98 | ENSG0000023516 | SMIM1
8 97 9

127.828052 | -1.114053622 0.0829545 | -13.42969361 | 4.05E-41 | 1.28E-40 | ENSG0000023545 | SMIM27
1 08 3

14912.6825 | -3.273281191 0.2509089 | -13.04569115 | 6.72E-39 | 2.05E-38 | ENSG0000023556 | NFAM1
4 9 8

4410.26592 | -2.752201175 0.1354312 | -20.32175327 | 8.26E-92 | 6.42E-91 | ENSG0000023575 | KIAA0040
1 86 0

644.930412 | -2.803031919 0.1267466 | -22.11523187 | 2.26E- 2.36E- ENSG0000023586 | B3GALT4
8 67 108 107 3

773.025177 | -1.136061436 0.0705172 | -16.11040419 | 2.16E-58 | 9.50E-58 | ENSG0000023610 | ZBTB22
9 52 4

117.318176 | -1.030673745 0.0799233 | -12.89577746 | 4.75E-38 | 1.42E-37 | ENSG0000023717 | B3GNT9
6 51 2

295.223848 | 1.86305703 0.1422487 | 13.09717994 | 3.42E-39 | 1.05E-38 | ENSG0000023744 | ZNF737
9 16 0

5282.75893 | -1.632267717 0.1225488 | -13.31932606 | 1.79E-40 | 5.60E-40 | ENSG0000023744 | RGL2
2 22 1

782.519991 | -1.975473077 0.2886160 | -6.844640297 | 7.67E-12 | 1.25E-11 | ENSG0000023754 | HLA-DQA2
8 54 1

69.6118749 | 2.768023587 0.1576302 | 17.56022547 | 4.97E-69 | 2.62E-68 | ENSG0000023769 | IRGM
6 99 3




691.294742 | -1.116643643 0.1032806 | -10.81174027 | 3.03E-27 | 7.18E-27 | ENSG0000023776 | FAM200B

7 57 5

630.21589 -3.25472611 0.2574092 | -12.64416803 | 1.20E-36 | 3.48E-36 | ENSG0000023824 | OR2W3
74 3

3635.48746 | -4.360699849 0.1587760 | -27.46446741 | 4.67E- 1.22E- ENSG0000023926 | TXNDCS

6 57 166 164 4

231.988104 | -3.401495416 0.1112497 | -30.57531743 | 2.61E- 1.17E- ENSG0000023928 | CASTOR1

5 17 205 203 2

343.601352 | -1.439478558 0.0541973 | -26.55994993 | 1.97E- 4.43E- ENSG0000023938 | ALKBH6

1 37 155 154 2

145.964307 | 3.097967284 0.0836513 | 37.03429856 | 3.21E- 3.91E- ENSG0000023938 | ASB14
02 300 298 8

853.766615 | -2.956436022 0.1614303 | -18.31400894 | 6.40E-75 | 3.76E-74 | ENSG0000023969 | TNFSF12

8 03 7

156.161549 | -1.450717886 0.1180010 | -12.294113 9.74E-35 | 2.70E-34 | ENSG0000023970 | CDRT4

7 21 4

1574.99485 | -1.765112269 0.0711497 | -24.8084109 | 7.27E- 1.20E- ENSG0000023971 | APOBEC3G
51 136 134 3

536.800412 | -5.203048648 0.1418819 | -36.67166147 | 2.07E- 2.43E- ENSG0000023973 | TLR9

7 99 294 292 2

1271.67719 | -2.126604674 0.0626386 | -33.95034231 | 1.21E- 9.22E- ENSG0000023977 | WBP1

8 81 252 251 9

102.815686 | 1.386626199 0.0864318 | 16.04299965 | 6.40E-58 | 2.79E-57 | ENSG0000023985 | GET4

3 54 7

298.215378 | -2.115908668 0.2462966 | -8.59089572 | 8.63E-18 | 1.64E-17 | ENSG0000023996 | LILRA4
3 1

7286.15086 | -2.761117994 0.2191406 | -12.5997522 | 2.12E-36 | 6.08E-36 | ENSG0000023999 | LILRA2

9 58 8

1280.24650 | -2.139345519 0.0907573 | -23.57213604 | 7.44E- 9.94E- ENSG0000024005 | LY6GSB

3 89 123 122 3

2956.75377 | -2.90067755 0.0843743 | -34.37866518 | 5.25E- 4.23E- ENSG0000024006 | PSMB9

2 51 259 257 5

337.142808 | -3.66187393 0.0967818 | -37.83635483 | 0.00E+0 | 0.00E+0 | ENSG0000024030 | ACADI11

4 9 0 0 3

592.154637 | -5.412038597 0.2298422 | -23.54675292 | 1.36E- 1.80E- ENSG0000024050 | TNFRSF13B

5 47 122 121 5

503.826481 | -1.56720479 0.2162739 | -7.246388884 | 4.28E-13 | 7.24E-13 | ENSG0000024058 | AQP1

1 01 3

1348.70600 | -2.140518449 0.0556186 | -38.48560676 | 0.00E+0 | 0.00E+0 | ENSG0000024068 | ISY1

4 75 0 0 2

174.180394 | -2.829220185 0.1479158 | -19.12722727 | 1.50E-81 | 9.87E-81 | ENSG0000024089 | PLCXD2

7 55 1

220.680691 | 4.635693945 0.1008991 | 45.94383645 | 0.00E+0 | 0.00E+0 | ENSG0000024097 | MIF
48 0 0 2




520336419 | 1.339320434 | 0.0815461 | 16.42407769 | 1.29E-60 | 5.90E-60 | ENSG0000024105 | NSUN6

1 58 8

428.037716 | -2.365475853 | 0.1226565 | -19.28536653 | 7.13E-83 | 4.79E-82 | ENSG0000024110 | HLA-DOB

6 15 6

91.0193167 | 1.08043983 0.1286793 | 8.396370572 | 4.60E-17 | 8.60E-17 | ENSG0000024112 | YAE1

9 88 7

3527.61303 | -1.495445873 | 0.1534876 | -9.743103445 | 1.97E-22 | 4.19E-22 | ENSG0000024134 | RPL36A

5 32 3

53.1175518 | 1.723035971 0.1054783 | 16.33544875 | 5.52B-60 | 2.51E-59 | ENSG0000024136 | PDXP

6 37 0

234.500835 | -2.515326154 | 0.0596326 | -42.18035783 | 0.00E+0 | 0.00E+0 | ENSG0000024137 | RPP21

8 41 0 0 0

160.780363 | -1.002884726 | 0.1313257 | -7.636620565 | 2.23E-14 | 3.91E-14 | ENSG0000024140 | EGFLS
24 4

10656.6713 | -3.350306641 | 0.0965377 | -34.70462683 | 6.71E- | 5.68E- | ENSG0000024155 | ARPC4

7 52 264 262 3

1874.87551 | -1.511170543 | 0.0785034 | -19.24972621 | 1.42E-82 | 9.50E-82 | ENSG0000024183 | ATP5PO

9 82 7

8026.87408 | -3.268154932 | 0.1341518 | -24.36160434 | 437E- | 6.74E- | ENSG0000024183 | PLEKHO2

8 76 131 130 9

324.927240 | -1.13067477 0.0803967 | -14.06368304 | 6.35E-45 | 2.17E-44 | ENSG0000024185 | C8orf58

2 76 2

4424.18248 | -1.804495118 | 0.1286604 | -14.02525137 | 1.09E-44 | 3.71E-44 | ENSG0000024187 | PISD

3 48 8

186.653237 | -2.551330235 | 0.1130691 | -22.5643384 | 9.71E- | 1.10E- | ENSG0000024211 | AMACR

6 35 113 111 0

665.458685 | -5.047815114 | 0.1289262 | -39.15274454 | 0.00E+0 | 0.00E+0 | ENSG0000024211 | MTFPI

3 14 0 0 4

1928.57269 | -1.050096838 | 0.0547095 | -19.19401849 | 4.15E-82 | 2.76E-81 | ENSG0000024224 | ARFGAP3

7 88 7

166.884520 | -2.349679331 | 0.2817878 | -8.3384689 | 7.53E-17 | 1.40E-16 | ENSG0000024226 | PEG10

9 63 5

1988.30809 | -1.514175361 | 0.0649532 | -23.31176296 | 3.37E- | 4.30E- | ENSG0000024237 | EIF6

6 75 120 119 2

1435.23507 | -4.98255394 0.1597132 | -31.19687337 | 1.17E- | 6.00E- | ENSG0000024261 | GNG10

8 47 213 212 6

48.6052068 | 1.905691645 | 0.0973488 | 19.57590509 | 2.48E-85 | 1.75E-84 | ENSG0000024268 | CNTF
4 9

254.977856 | 1.073423013 | 0.1653147 | 6.493206485 | 8.40E-11 | 1.33E-10 | ENSG0000024273 | RTL5

6 82 2

2696.91509 | -1.338200663 | 0.0797609 | -16.77764865 | 3.56E-63 | 1.71E-62 | ENSG0000024280 | APSZ1

9 18 2

378.525797 | -3.284572878 | 0.0873356 | -37.60862853 | 0.00E+0 | 0.00E+0 | ENSG0000024305 | EIF4EBP3
2 0 0 6




118.02222 2.258266633 0.1334047 | 16.92793439 | 2.80E-64 | 1.37E-63 | ENSG0000024324 | STONI1
37 4

413.910393 | -1.499543315 0.1074675 | -13.95344879 | 3.00E-44 | 1.01E-43 | ENSG0000024327 | PRAF2

6 76 9

2859.31704 | -1.021557193 0.1149476 | -8.887154278 | 6.27E-19 | 1.23E-18 | ENSG0000024331 | STMPI

2 15 7

612.888087 | -1.760471254 0.1226538 | -14.35316538 | 1.02E-46 | 3.61E-46 | ENSG0000024333 | KCTD7

6 68 5

143.119733 | -1.198635634 0.0893272 | -13.41847765 | 4.71E-41 | 1.49E-40 | ENSG0000024336 | EFNA4

2 44 4

94.0054748 | -2.000645578 0.1314160 | -15.2237522 | 2.46E-52 | 9.64E-52 | ENSG0000024344 | C4orf48

7 63 9

84.0509510 | -2.281777099 0.2164791 | -10.54040313 | 5.63E-26 | 1.30E-25 | ENSG0000024356 | UPK3B

8 11 6

4782.42832 | -2.597459713 0.1277120 | -20.33841429 | 5.88E-92 | 4.59E-91 | ENSG0000024364 | IL10RB

7 07 6

3047.40190 | -3.516289862 0.0889488 | -39.53158748 | 0.00E+0 | 0.00E+0 | ENSG0000024367 | NME2

9 66 0 0 8

1041.19680 | -5.194813597 0.1142931 | -45.45166149 | 0.00E+0 | 0.00E+0 | ENSG0000024370 | PLA2G4B

7 51 0 0 8

919.428351 | -1.211590173 0.0740353 | -16.36501683 | 3.40E-60 | 1.55E-59 | ENSG0000024371 | NPIPBS5

2 76 6

327.146571 | -2.663216938 0.0610831 | -43.59985933 | 0.00E+0 | 0.00E+0 | ENSG0000024372 | TTC4

8 54 0 0 5

322.558405 | -3.000049342 0.0688984 | -43.54307058 | 0.00E+0 | 0.00E+0 | ENSG0000024374 | TMEM35B

4 33 0 0 9

299.088096 | -3.395334774 0.0820757 | -41.368313 0.00E+0 | 0.00E+0 | ENSG0000024378 | IMJD7
37 0 0 9

191.365815 | -1.729043328 0.0902457 | -19.15927458 | 8.10E-82 | 5.36E-81 | ENSG0000024398 | ACY1

2 62 9

472.886414 | -1.235602044 0.0578059 | -21.37500282 | 2.28E- 2.11E- ENSG0000024404 | TMEM199

1 36 101 100 5

573.634057 | -1.201029714 0.0918781 | -13.07198894 | 4.76E-39 | 1.45E-38 | ENSG0000024416 | P2RY11

2 16 5

440.903191 | -1.603695718 0.0689259 | -23.2669386 | 9.59E- 1.21E- ENSG0000024418 | TMEM141

8 44 120 118 7

254.536705 | -2.457967985 0.1933224 | -12.71434414 | 4.92E-37 | 1.43E-36 | ENSG0000024424 | IFITM10

2 36 2

296.138023 | -4.697739531 0.1116436 | -42.0779772 | 0.00E+0 | 0.00E+0 | ENSG0000024427 | DBNDD2

4 64 0 0 4

8017.03615 | -5.121972965 0.2744417 | -18.66324348 | 9.86E-78 | 6.07E-77 | ENSG0000024448 | LILRA6

3 37 2

51.6278358 | -1.637397239 0.1435145 | -11.40928043 | 3.76E-30 | 9.50E-30 | ENSG0000024460 | CCDCI13

3 05 7




446.680011 | -4.237124741 0.1784345 | -23.74610544 | 1.21E- 1.67E- ENSG0000024461 | ASPRV1

6 12 124 123 7

3426.65698 | -2.781676671 0.0728967 | -38.15912751 | 0.00E+0 | 0.00E+0 | ENSG0000024468 | UBE2V1

6 58 0 0 7

6325897.28 | -8.862258415 0.3255475 | -27.22262564 | 3.51E- 8.75E- ENSG0000024473 | HBB

3 26 163 162 4

5392.82451 | 1.662286743 0.0801612 | 20.73679717 | 1.61E-95 | 1.35E-94 | ENSG0000024475 | N4BP2L2

3 1 4

504.341834 | 1.564317337 0.0820068 | 19.07544435 | 4.04E-81 | 2.64E-80 | ENSG0000024568 | ZNF585B

9 62 0

1895.53696 | 1.402786906 0.2171851 | 6.458943434 | 1.05E-10 | 1.67E-10 | ENSG0000024584 | CEBPA
98 8

1044.88984 | -2.596458361 0.1515566 | -17.131936 8.58E-66 | 4.32E-65 | ENSG0000024670 | H2AFJ

7 23 5

363.524710 | 3.579927706 0.0778400 | 45.99079633 | 0.00E+0 | 0.00E+0 | ENSG0000024692 | UBAPIL

4 9 0 0 2

4006.75307 | -2.620765881 0.1180441 | -22.20157375 | 3.32E- 3.53E- ENSG0000024759 | TWEF2
49 109 108 6

76.6493102 | 2.141604753 0.1491481 | 14.35890677 | 9.37E-47 | 3.32E-46 | ENSG0000024774 | USP51

2 76 6

1468.58135 | -3.865827748 0.0675347 | -57.2420236 | 0.00E+0 | 0.00E+0 | ENSG0000024809 | BCKDHA

1 85 0 0 8

166.883792 | -2.849826822 0.1839287 | -15.49418911 | 3.80E-54 | 1.54E-53 | ENSG0000024809 | INSL3

3 49 9

1639.19794 | -1.484507181 0.0593433 | -25.01557623 | 4.14E- 7.07E- ENSG0000024833 | CDK11B

6 13 138 137 3

1311.10885 | -1.74456821 0.2322042 | -7.513075336 | 5.78E-14 | 1.00E-13 | ENSG0000024943 | NAIP

3 75 7

231.977673 | -1.976821888 0.0858388 | -23.02946694 | 2.36E- 2.88E- ENSG0000024970 | ZNF564

1 04 117 116 9

304.555809 | 1.949075334 0.1385503 | 14.06763004 | 6.00E-45 | 2.05E-44 | ENSG0000025031 | ZNF718

4 69 2

374.268920 | -3.214210158 0.3121998 | -10.29536205 | 7.39E-25 | 1.66E-24 | ENSG0000025036 | GYPB

9 18 1

450.470032 | -1.445066474 0.1104668 | -13.08145321 | 4.20E-39 | 1.28E-38 | ENSG0000025047 | CHCHDI10

3 15 9

286.235638 | -3.84322115 0.0834663 | -46.0451592 | 0.00E+0 | 0.00E+0 | ENSG0000025050 | CDK3

4 45 0 0 6

443.073416 | 3.474060195 0.2267402 | 15.32176186 | 5.47E-53 | 2.17E-52 | ENSG0000025072 | SELENOP

5 55 2

173.837235 | 1.36802386 0.0768606 | 17.79875989 | 7.23E-71 | 3.95E-70 | ENSG0000025119 | ZNF674

8 28 2

263.226885 | 1.694870864 0.0862939 | 19.64067658 | 6.95E-86 | 4.94E-85 | ENSG0000025124 | ZNF345

4 14 7




1417.63543 | 5.820478303 0.1947051 | 29.8938009 2.37E- 9.59E- ENSG0000025132 | SHANK3

4 94 196 195 2

504.739396 | 1.30404435 0.1206531 | 10.80821233 | 3.15E-27 | 7.46E-27 | ENSG0000025136 | ZNF550
02 9

89.1333822 | 1.151286947 0.0994117 | 11.58099393 | 5.14E-31 | 1.32E-30 | ENSG0000025325 | SHLD3

8 56 1

884.884361 | -1.746949966 0.1164594 | -15.00049395 | 7.29E-51 | 2.77E-50 | ENSG0000025327 | CCDC71L

3 96 6

56.1674135 | -1.079030971 0.1244975 | -8.667087201 | 4.43E-18 | 8.48E-18 | ENSG0000025362 | EIF5ALI

3 33 6

271.008869 | 1.97246188 0.0990459 | 19.91461027 | 3.04E-88 | 2.24E-87 | ENSG0000025371 | ALGI11

7 69 0

9460.02691 | 1.092852724 0.0974176 | 11.21821876 | 3.32E-29 | 8.22E-29 | ENSG0000025372 | PRKDC
69 9

600.227776 | 1.359593601 0.0969690 | 14.02089812 | 1.16E-44 | 3.94E-44 | ENSG0000025379 | UTP14C

5 81 7

469.905631 | 1.481114438 0.1304787 | 11.35138376 | 7.30E-30 | 1.83E-29 | ENSG0000025400 | ZNF260

2 56 4

16349.1937 | -2.173879252 0.1130615 | -19.22739973 | 2.18E-82 | 1.46E-81 | ENSG0000025408 | LYN

3 31 7

233.721256 | -1.330110912 0.0765328 | -17.37960201 | 1.18E-67 | 6.11E-67 | ENSG0000025409 | PINXI1

1 75 3

2381.14617 | -2.341096532 0.2259749 | -10.35998191 | 3.77E-25 | 8.52E-25 | ENSG0000025441 | SIGLEC14

7 63 5

104.680901 | 2.069066343 0.0891370 | 23.21220172 | 3.43E- 4.28E- ENSG0000025446 | AP002495.1

7 14 119 118 9

5984.66358 | -1.744971353 0.1621812 | -10.75938914 | 5.35E-27 | 1.26E-26 | ENSG0000025447 | AP5BI

7 66 0

1431.21822 | -3.585060234 0.0480677 | -74.58346617 | 0.00E+0 | 0.00E+0 | ENSG0000025450 | CHMP4A

2 61 0 0 5

27650.5910 | -10.46631049 0.0857897 | -121.9996126 | 0.00E+0 | 0.00E+0 | ENSG0000025477 | EEF1G

1 03 0 0 2

257.741806 | -1.102249034 0.0824833 | -13.36329757 | 9.91E-41 | 3.12E-40 | ENSG0000025485 | MPV17L2

9 11 8

1549.83056 | -1.438287493 0.1050861 | -13.68674124 | 1.22E-42 | 3.98E-42 | ENSG0000025490 | BORCSS8

8 9 1

3859.78868 | -1.643270068 0.0675593 | -24.32336395 | 1.11E- 1.70E- ENSG0000025499 | BRKI1

6 26 130 129 9

1734.41588 | -6.587104094 0.2328598 | -28.28784648 | 4.88E- 1.50E- ENSG0000025539 | HCAR3

6 64 176 174 8

240.328020 | 2.149998193 0.1216924 | 17.66747824 | 7.47E-70 | 4.01E-69 | ENSG0000025542 | EBLN2

1 21 3

1996.55074 | 2.14280397 0.1927891 | 11.11475241 | 1.06E-28 | 2.60E-28 | ENSG0000025558 | RAB44

3 77 7




182.910651 | 2.449907563 | 0.1483471 | 16.51469021 | 2.88E-61 | 1.33E-60 | ENSG0000025582 | MTRNR2LS

4 7 3

47.6766558 | 1.691309909 | 0.1178433 | 14.35218618 | 1.03E-46 | 3.66E-46 | ENSG0000025583 | TAS2R20
65 7

349.340391 | 1.012392349 | 0.0925081 | 10.94381449 | 7.11E-28 | 1.71E-27 | ENSG0000025608 | ZNF432

3 79 7

259.894966 | 1.257609484 | 0.1062072 | 11.84108799 | 2.39E-32 | 6.32E-32 | ENSG0000025622 | ZNF10

6 58 3

1879.03442 | -1.79029277 0.1569288 | -11.40830929 | 3.80E-30 | 9.61E-30 | ENSG0000025626 | HMBS

9 42 9

198.063551 | 1.291853541 | 0.1000974 | 12.90595759 | 4.17E-38 | 1.24E-37 | ENSG0000025629 | ZNF225

3 58 4

952.250494 | 2.000130321 | 0.0643909 | 31.06228199 | 7.79E- | 3.85E- | ENSG0000025652 | POLG2

6 65 212 210 5

108.662302 | 3.327168433 | 0.0686552 | 48.4619802 | 0.00E+0 | 0.00E+0 | ENSG0000025659 | AP003108.2

2 31 0 0 1

357.517202 | 1.874400204 | 0.1132690 | 16.54821425 | 1.65E-61 | 7.68E-61 | ENSG0000025677 | ZNF253

1 32 1

2840.58692 | -4.833508988 | 0.2536230 | -19.05784458 | 5.66E-81 | 3.68E-80 | ENSG0000025701 | HP

7 67 7

2481.16344 | 1.223712765 | 0.1246676 | 9.815797708 | 9.63E-23 | 2.06E-22 | ENSG0000025709 | DENNDI1

4 84 3

8978.96563 | -4.810355566 | 0.2991530 | -16.0799164 | 3.53E-58 | 1.55E-57 | ENSG0000025733 | MGAM

8 21 5

53.8706527 | 1.724040528 | 0.1524849 | 11.30629684 | 1.22E-29 | 3.05E-29 | ENSG0000025744 | ZNF878

4 87 6

283.341619 | -4.262305236 | 0.1377597 | -30.94013171 | 3.45E- | 1.67E- | ENSG0000025759 | GALNT4

8 64 210 208 4

357.536803 | -2.266488374 | 0.1107531 | -20.46431554 | 4.48E-93 | 3.57E-92 | ENSG0000025770 | INAFMI

3 97 4

536.944265 | -4.452539781 | 0.2989303 | -14.894906 | 3.56E-50 | 1.34E-49 | ENSG0000025774 | MGAM2

6 71 3

302.341857 | -5.587764342 | 0.0780682 | -71.57542141 | 0.00E+0 | 0.00E+0 | ENSG0000025794 | TENI

6 0 0 9

280.637787 | -3.147314821 | 0.0751079 | -41.90389207 | 0.00E+0 | 0.00E+0 | ENSG0000025831 | C170rf49

4 35 0 0 5

714.400417 | -3.646226878 | 0.0786460 | -46.36251278 | 0.00E+0 | 0.00E+0 | ENSG0000025836 | RTELI

9 15 0 0 6

149.789225 | -2.088286484 | 0.0942868 | -22.14821698 | 1.09E- | 1.14E- | ENSG0000025842 | PDF

3 89 108 107 9

245274177 | 1.065021981 | 0.0723146 | 14.72761569 | 4.29E-49 | 1.58E-48 | ENSG0000025847 | AC005726.1

6 23 2

478.407914 | -3.992656511 | 0.0976032 | -40.90700312 | 0.00E+0 | 0.00E+0 | ENSG0000025865 | TRIM34

4 51 0 0 9




1404.74198 | 1.519958383 0.0619209 | 24.54676357 | 4.68E- 7.40E- ENSG0000025889 | CEP95
28 133 132 0

628.684455 | -1.269641342 0.2495482 | -5.087759358 | 3.62E-07 | 5.11E-07 | ENSG0000025920 | ITGB3

8 3 7

632.584024 | -1.13548841 0.1072899 | -10.58335753 | 3.56E-26 | 8.24E-26 | ENSG0000025933 | INAFM2

7 98 0

82.1332492 | 1.856615101 0.1105413 | 16.79566176 | 2.63E-63 | 1.26E-62 | ENSG0000026009 | SPDYE6
49 7

4417.63260 | -3.170092869 0.1515332 | -20.92010969 | 3.51E-97 | 3.01E-96 | ENSG0000026091 | CCPGl

3 81 6

1509.56797 | -1.107536598 0.0949523 | -11.66413306 | 1.94E-31 | 5.05E-31 | ENSG0000026122 | ZNF865

1 29 1

515.233284 | 2.075743707 0.0863857 | 24.0287808 1.39E- 2.02E- ENSG0000026160 | GAN

9 27 127 126 9

5957.51115 | -3.578312867 0.0937075 | -38.18595925 | 0.00E+0 | 0.00E+0 | ENSG0000026224 | CORO7

8 55 0 0 6

143.593259 | 2.508344035 0.2331667 | 10.75772814 | 5.45E-27 | 1.29E-26 | ENSG0000026265 | SPON1

7 06 5

662.273843 | -2.92313392 0.1013167 | -28.85144526 | 4.86E- 1.67E- ENSG0000026281 | MRPL12
24 183 181 4

45.5548397 | -1.415988958 0.2260592 | -6.263795849 | 3.76E-10 | 5.83E-10 | ENSG0000026287 | C190rf84

9 45 4

342.013276 | -1.51418118 0.0557280 | -27.17091348 | 1.43E- 3.55E- ENSG0000026291 | CCNQ

4 19 162 161 9

1460.83447 | 2.13968242 0.1022131 | 20.93352777 | 2.65E-97 | 2.28E-96 | ENSG0000026300 | GTF2I

9 79 1

768.461720 | 1.792667448 0.1117742 | 16.03828439 | 6.90E-58 | 3.01E-57 | ENSG0000026326 | AC119396.1

3 65 4

200.422649 | -2.253952527 0.1426444 | -15.80118933 | 3.05E-56 | 1.29E-55 | ENSG0000026356 | UBBP4

7 86 3

248.646920 | -2.1562099 0.1354796 | -15.91537585 | 4.96E-57 | 2.12E-56 | ENSG0000026387 | LINC00672

6 72 4

1683.11772 | 5.353493701 0.1949446 | 27.46161032 | 5.05E- 1.31E- ENSG0000026396 | RHEX

4 39 166 164 1

153.076472 | -1.288307477 0.1435954 | -8.971785516 | 2.92E-19 | 5.74E-19 | ENSG0000026434 | NOTCH2NLA

5 39 3

2586.58222 | -1.229885906 0.0551619 | -22.29592526 | 4.05E- 4.39E- ENSG0000026436 | DYNLL2

5 14 110 109 4

245.350282 | -1.050477351 0.1397621 | -7.516181059 | 5.64E-14 | 9.79E-14 | ENSG0000026452 | OTUD7B

8 14 2

6720.73337 | -2.781912049 0.1329485 | -20.92472729 | 3.19E-97 | 2.74E-96 | ENSG0000026568 | RPL17

6 45 1

1835.45222 | -1.26889734 0.0641897 | -19.76791137 | 5.63E-87 | 4.07E-86 | ENSG0000026580 | SEC22B

5 53 8




68910.0266 | -2.580010183 | 0.1640401 | -15.72791562 | 9.74E-56 | 4.06E-55 | ENSG0000026597 | TXNIP
2 85 2

4626.99396 | 5.971923098 | 0.1637769 | 36.463769 4.16B- | 461E- | ENSG0000026607 | BAHCCI
6 01 291 289 4

913136154 | -2.71609932 0.0933630 | -29.09179763 | 4.56E- | 1.62E- | ENSG0000026609 | RASSF5
8 62 186 184 4

347.139070 | -1.456325024 | 0.1064643 | -13.67899261 | 1.36E-42 | 4.43E-42 | ENSG0000026633 | NBPF15
6 48 8

405.460739 | -1.196979436 | 0.0742725 | -16.11604294 | 1.97E-58 | 8.69E-58 | ENSG0000026696 | AARSDI
5 39 7

434.168733 | 2.87618395 0.1455105 | 19.76615735 | 5.82B-87 | 4.21E-86 | ENSG0000026704 | ZNF850
8 26 1

55.1460333 | 1.274210872 | 0.1472111 | 8.655668941 | 4.90E-18 | 9.37E-18 | ENSG0000026706 | PTGES3L
5 38 0

36.0230986 | 1.176841232 | 0.1171080 | 10.04919278 | 9.26E-24 | 2.03E-23 | ENSG0000026722 | C170rf113
6 36 1

499.199778 | -5.257290708 | 0.1836450 | -28.6274497 | 3.06E- | 1.00E- | ENSG0000026736 | UPK3BLI
5 95 180 178 8

76.5353257 | 2.174368097 | 0.1568185 | 13.86550625 | 1.03E-43 | 3.42E-43 | ENSG0000026750 | ZNF285
3 15 8

213.009672 | -2.628128165 | 0.1654915 | -15.88074334 | 8.62E-57 | 3.67E-56 | ENSG0000026753 | SIPR2
3 08 4

99.1477591 | -2.789465395 | 0.0853748 | -32.67315743 | 3.76E- | 2.39E- | ENSG0000026767 | FDX2
2 34 234 232 3

290.540894 | -2.381099056 | 0.0898211 | -26.50934262 | 7.56E- | 1.69E- | ENSG0000026779 | LIN37
2 28 155 153 6

437.974006 | -3.323021855 | 0.0711757 | -46.68757428 | 0.00E+0 | 0.00E+0 | ENSG0000026785 | NDUFA7
3 23 0 0 5

100.355953 | -1.646591774 | 0.1497817 | -10.99327489 | 4.12E-28 | 9.97E-28 | ENSG0000026804 | ERFL
4 34 1

288.489099 | 3.439533123 | 0.1569213 | 21.918838 1.72E- | 1.74E- | ENSG0000026902 | MTRNR2L12
7 26 106 105 8

476.114858 | -2.390010851 | 0.0946329 | -25.25558047 | 9.83E- | 1.77E- | ENSG0000026933 | IKBKG
1 8 141 139 5

605.241485 | 1.005914912 | 0.0803484 | 12.51940954 | 5.85E-36 | 1.66E-35 | ENSG0000026934 | ZNF587B
6 31 3

650.783854 | -2.091912394 | 0.2019588 | -10.35811353 | 3.84E-25 | 8.69E-25 | ENSG0000026940 | SPIB

8 21 4

5910.85476 | -3.481517482 | 0.1058999 | -32.87554224 | 4.92E- | 3.21E- | ENSG0000026985 | EGLN2
5 26 237 235 8

59.7660528 | -1.366579324 | 0.1876893 | -7.281069201 | 3.31E-13 | 5.62E-13 | ENSG0000027037 | HEATR9
7 75 9

2072.85244 | -7.30973201 0.1583324 | -46.16699753 | 0.00E+0 | 0.00E+0 | ENSG0000027130 | SRXNI
9 11 0 0 3




13982.1932 | -4.706485997 | 0.1995905 | -23.5807098 | 6.08E- | 8.14E- | ENSG0000027150 | CCL5

8 14 123 122 3

1074.46041 | 4.083628902 | 0.2589326 | 15.77100754 | 4.93E-56 | 2.06E-55 | ENSG0000027203 | ANKRD34A

8 58 1

98.3723671 | -1.557139208 | 0.2111825 | -7.373425813 | 1.66E-13 | 2.85E-13 | ENSG0000027360 | EPOP

1 96 4

684.721818 | -2.210657738 | 0.0717520 | -30.80967215 | 1.94E- | 9.04E- | ENSG0000027389 | NOL12

4 7 208 207 9

4876.71215 | -3.158244633 | 0.1946334 | -16.2266251 | 3.27E-59 | 1.47E-58 | ENSG0000027418 | NATDI
87 0

932.810157 | 1.586255348 | 0.0733189 | 21.63499675 | 8.42E- | 8.10E- | ENSG0000027421 | SOCS7

1 55 104 103 1

63.6126613 | -2.396301963 | 0.1774809 | -13.50174437 | 1.53E-41 | 4.89E-41 | ENSG0000027429 | HISTIH2BE

1 16 0

55.0137078 | 1.136772808 | 0.1482060 | 7.670219237 | 1.72E-14 | 3.02E-14 | ENSG0000027434 | ZNF658

4 39 9

202.644751 | -4.643215016 | 0.2013584 | -23.0594549 | 1.18E- | 1.45B- | ENSG0000027451 | TBCID3L

4 03 117 116 2

112.484751 | 1.823694586 | 0.1477771 | 12.34083926 | 5.46E-35 | 1.52E-34 | ENSG0000027500 | ZNF280B

5 93 4

442.179880 | -1.119683555 | 0.0769955 | -14.54218418 | 6.55E-48 | 2.37E-47 | ENSG0000027507 | NUDT18

5 56 4

110.308353 | -1.100704678 | 0.1130446 | -9.736904228 | 2.10E-22 | 4.45E-22 | ENSG0000027518 | LENGO9

4 24 3

3056.37163 | -5.772149731 | 0.1996179 | -28.91598697 | 7.52E- | 2.60E- | ENSG0000027530 | CCL4

4 39 184 182 2

108.937618 | -3.339753377 | 0.1739121 | -19.2036799 | 3.45E-82 | 2.29E-81 | ENSG0000027571 | HISTIH2BH

9 56 3

612.421299 | 3.183042025 | 0.1244118 | 25.58471663 | 2.26E- | 433E- | ENSG0000027583 | ARHGAP23

1 54 144 143 2

594.231956 | 1.579216412 | 0.1035013 | 15.2579277 | 1.46E-52 | 5.74E-52 | ENSG0000027583 | TUBGCPS

7 69 5

1265.35935 | 1.831204744 | 0.1285479 | 14.24530451 | 4.79E-46 | 1.68E-45 | ENSG0000027604 | UHRFI

9 54 3

647.723731 | 1.212939521 0.2683941 | 4.51924669 | 6.21E-06 | 8.35E-06 | ENSG0000027664 | DACHI

5 83 4

65.2124434 | -1.194196649 | 0.1460242 | -8.178070975 | 2.88E-16 | 5.28E-16 | ENSG0000027696 | HISTIHA4E

3 46 6

199.554484 | -2.519453768 | 0.2084278 | -12.08789228 | 1.22E-33 | 3.32E-33 | ENSG0000027707 | HISTIH2AE

1 81 5

169.661024 | 1.075903583 | 0.0905443 | 11.88260805 | 1.46E-32 | 3.87E-32 | ENSG0000027714 | TYWIB

3 97 9

493.933808 | -1.810325447 | 0.1221035 | -14.82614319 | 9.93E-50 | 3.70E-49 | ENSG0000027720 | F8A1

4 99 3




90.0871183 | -1.750328717 0.2064269 | -8.479166608 | 2.27E-17 | 4.27E-17 | ENSG0000027725 | PCGF2

2 75 8

5215.28062 | -3.314599134 0.1777809 | -18.64428608 | 1.41E-77 | 8.63E-77 | ENSG0000027744 | MARCKS

7 63 3

71.2731656 | 1.145821667 0.1648682 | 6.949921383 | 3.65E-12 | 6.03E-12 | ENSG0000027746 | ZNF670

7 92 2

1122.71373 | -4.612100905 0.2240617 | -20.58406106 | 3.81E-94 | 3.10E-93 | ENSG0000027763 | CCL3

7 58 2

3503.69744 | -2.194727027 0.0905296 | -24.24318409 | 7.80E- 1.18E- ENSG0000027779 | PSMB3

6 52 130 128 1

375.570083 | -1.694501785 0.0860189 | -19.69917462 | 2.19E-86 | 1.57E-85 | ENSG0000027797 | CISD3

3 23 2

1289.97136 | 1.386941784 0.0669294 | 20.72242981 | 2.17E-95 | 1.81E-94 | ENSG0000027805 | DDX52

3 96 3

836.062857 | 1.614539575 0.0658058 | 24.53489059 | 6.27E- 9.90E- ENSG0000027812 | ZNF8

8 6 133 132 9

168.964354 | -3.975556819 0.1959068 | -20.29309447 | 1.48E-91 | 1.15E-90 | ENSG0000027819 | SSTR3

8 8 5

1616.27283 | 1.410237963 0.0817644 | 17.24756449 | 1.17E-66 | 5.97E-66 | ENSG0000027825 | MYOI19

4 7 9

243.843819 | 1.574761075 0.1159494 | 13.58144811 | 5.16E-42 | 1.67E-41 | ENSG0000027853 | DHRSI11
23 5

1571.76414 | 1.792473375 0.0940473 | 19.05925622 | 5.51E-81 | 3.59E-80 | ENSG0000027854 | ACACA

2 94 0

446.373857 | -2.477256327 0.1590582 | -15.57452073 | 1.08E-54 | 4.44E-54 | ENSG0000027882 | HIST1H3H
7 8

161.002379 | -1.125891944 0.1066609 | -10.55580343 | 4.78E-26 | 1.10E-25 | ENSG0000028007 | GATD3B
43 1

547.742236 | -3.145205813 0.0590322 | -53.27940878 | 0.00E+0 | 0.00E+0 | ENSG0000028078 | PAGRI1
96 0 0 9

115.830646 | -1.790797381 0.2677808 | -6.687547373 | 2.27E-11 | 3.66E-11 | ENSG0000028110 | TMEM272

1 89 6




