
Ancestral origin Exposure Outcome Method nsnp b se p-value lo ci up ci or or lci95 or uci95

chronic hepatitis B infection Eosinophil perturbation response (side scatter median of eosinophil 1 at baseline measured by WDF dye) MR Egger 15 -0,015189 0,186164 0,936215 -0,38007 0,349691603 0,984926 0,683814 1,41863

chronic hepatitis B infection Eosinophil perturbation response (side scatter median of eosinophil 1 at baseline measured by WDF dye) Weighted median 15 -0,090565 0,074875 0,22645 -0,237319 0,056189415 0,913415 0,788739 1,057798

chronic hepatitis B infection Eosinophil perturbation response (side scatter median of eosinophil 1 at baseline measured by WDF dye) Inverse variance weighted 15 -0,119171 0,054966 0,030152 -0,226905 -0,011437664 0,887656 0,796997 0,988627

chronic hepatitis B infection Eosinophil perturbation response (side scatter median of eosinophil 1 at baseline measured by WDF dye) Simple mode 15 -0,069528 0,113132 0,548694 -0,291268 0,152211159 0,932834 0,747315 1,164406

chronic hepatitis B infection Eosinophil perturbation response (side scatter median of eosinophil 1 at baseline measured by WDF dye) Weighted mode 15 -0,095493 0,085835 0,284652 -0,26373 0,072743081 0,908924 0,768181 1,075454

chronic hepatitis B infection Neutrophil perturbation response (neutrophil 2/neutrophil 4 ratio in response to water perturbation measured by WDF dye) MR Egger 15 -0,014747 0,022165 0,517461 -0,05819 0,028695517 0,985361 0,943471 1,029111

chronic hepatitis B infection Neutrophil perturbation response (neutrophil 2/neutrophil 4 ratio in response to water perturbation measured by WDF dye) Weighted median 15 -0,012639 0,018876 0,503128 -0,049636 0,024358243 0,98744 0,951575 1,024657

chronic hepatitis B infection Neutrophil perturbation response (neutrophil 2/neutrophil 4 ratio in response to water perturbation measured by WDF dye) Inverse variance weighted 15 -0,016372 0,019219 0,394295 -0,054041 0,021297395 0,983762 0,947393 1,021526

chronic hepatitis B infection Neutrophil perturbation response (neutrophil 2/neutrophil 4 ratio in response to water perturbation measured by WDF dye) Simple mode 15 -0,083327 0,070856 0,259208 -0,222205 0,055551866 0,92005 0,800751 1,057124

chronic hepatitis B infection Neutrophil perturbation response (neutrophil 2/neutrophil 4 ratio in response to water perturbation measured by WDF dye) Weighted mode 15 -0,014668 0,016169 0,379697 -0,04636 0,017024684 0,98544 0,954698 1,01717

chronic hepatitis B infection Platelet perturbation response (side scatter standard deviation of platelet in response to captopril perturbation measured by WNR dye) MR Egger 13 -0,2156 0,097825 0,049744 -0,407337 -0,023862186 0,806058 0,66542 0,97642

chronic hepatitis B infection Platelet perturbation response (side scatter standard deviation of platelet in response to captopril perturbation measured by WNR dye) Weighted median 13 -0,186908 0,115578 0,105845 -0,413441 0,039625414 0,82952 0,661371 1,040421

chronic hepatitis B infection Platelet perturbation response (side scatter standard deviation of platelet in response to captopril perturbation measured by WNR dye) Inverse variance weighted 13 -0,161911 0,088273 0,066623 -0,334926 0,011104174 0,850517 0,715391 1,011166

chronic hepatitis B infection Platelet perturbation response (side scatter standard deviation of platelet in response to captopril perturbation measured by WNR dye) Simple mode 13 0,288931 0,475448 0,554712 -0,642948 1,220809281 1,334999 0,52574 3,38993

chronic hepatitis B infection Platelet perturbation response (side scatter standard deviation of platelet in response to captopril perturbation measured by WNR dye) Weighted mode 13 -0,194807 0,099415 0,073693 -0,38966 4,69958E-05 0,822994 0,677287 1,000047
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